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Author Correction: Proteogenomic characterization of 2002
human cancers reveals pan-cancer molecular subtypes and
associated pathways

Yiqun Zhang , Fengju Chen, Darshan S. Chandrashekar,
Sooryanarayana Varambally & Chad J. Creighton

Theoriginal version of this Article contained anerror in the ‘Denovoproteome-based subtypes’
section of the Results, which incorrectly read ‘s3 and s11 cell lines had consistent negative
correlations in contrast to the other subtypes (Fig. 4d). This observation indicated that s3 and
s11 cell lines (and, by extension, their tumor counterparts) tended to express essential genes
highly (Fig. 4e).’ The correct version states ‘s10’ in place of ‘s11’.

The legend of Figure 4 originally read, ‘c, Pearson correlation between differential protein
expression patterns versus gene effect scores based on Cancer Dependency Map (DepMap)
CRISPR assays (with low scores denoting essential genes), whereby s3 and s11 cell lines tend to
have high expression of essential genes. e For s3 and s11 cell lines, associated patterns for the
sets of genes having both high expression and low gene effect scores across cell lines (with at
least half of cell lines having normalized expression >0.5 SD from the median and gene effect
scores <−0.5).’ The correct version states ‘s10’ in place of ‘s11’.

These errors have now been corrected in both the PDF and HTML versions of the Article.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or
format, as long as you give appropriate credit to the original author(s) and the source, provide a
link to the Creative Commons license, and indicate if changes were made. The images or other
third party material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the article’s
Creative Commons license and your intended use is not permitted by statutory regulation or
exceeds the permitted use, youwill need to obtain permission directly from the copyright holder.
To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
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