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Correction to: Nature Communications https://doi.org/10.1038/s41467-018-03955-w; published online 9 May 2018.

The original version of this Article contains an error in Fig. 1e, in which the representative image panel was inadvertently duplicated
from Fig. 1d by the publisher.

The correct representative image version of Fig. 1e is:

The incorrect version is:

In addition, in Fig. 5b, the dataset used is the same as for Fig. 1d along with its representative image. Both panels 1d and 5b present
quantifications of the same CDC42 dataset but from different zones as indicated, to compare with the analysis of IRSp53 dataset in 5a.

Clarifications have been added to the legend of Fig. 5b below to reflect that the same dataset was used in the two quantifications and the
legend should read:

“b Graphs show the average normalised fluorescence intensity vs. time traces for the recruitment of TagRFPt-CDC42 (dataset taken
from Fig. 1d, quantifications done using different zones) to the forming SecGFP-GPI endocytic sites and its corresponding random
intensity trace to two different regions [circle, black, r = 250 nm; and annulus, orange (r = 250–420 nm)]. Error bars, (a–b) represent
s.e.m. (n, Table 1). The random traces were derived from randomly assigned spots of the same radius as the endocytic regions, as
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detailed in S.I. Endocytic distribution at each time point was compared to the random distribution by Mann–Whitney U test and the
log10 (p) is plotted below each trace here (a) or in Fig. 1d (b) [log10 (0.05) is −1.3 and log10 (0.001) is −2.5]. Representative montages
(a–b) are depicted below the graphs (Note: 5b is reproduced from 1d).”

This original text is:

“b Graphs show the average normalised fluorescence intensity vs. time traces for the recruitment of TagRFPt-CDC42 to the forming
SecGFP-GPI endocytic sites and its corresponding random intensity trace to two different regions [circle, black, r = 250 nm; and
annulus, orange (r = 250–420 nm)]. Error bars, (a–b) represent s.e.m. (n, Table 1). The random traces were derived from randomly
assigned spots of the same radius as the endocytic regions, as detailed in S.I. Endocytic distribution at each time point was compared to
the random distribution by Mann–Whitney U test and the log10 (p) is plotted below each trace [log10 (0.05) is −1.3 and log10 (0.001) is
−2.5]. Representative montages are depicted below the graphs.”
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