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Sequence-controlled supramolecular
terpolymerization directed by specific molecular
recognitions
Takehiro Hirao 1,2, Hiroaki Kudo1, Tomoko Amimoto3 & Takeharu Haino 1

Nature precisely manipulates primary monomer sequences in biopolymers. In synthetic

polymer sequences, this precision has been limited because of the lack of polymerization

techniques for conventional polymer synthesis. Engineering the primary monomer sequence

of a polymer main chain represents a considerable challenge in polymer science. Here, we

report the development of sequence-controlled supramolecular terpolymerization via a

self-sorting behavior among three sets of monomers possessing mismatched host–guest

pairs. Complementary biscalix[5]arene-C60, bisporphyrin-trinitrofluorenone (TNF), and

Hamilton’s bis(acetamidopyridinyl)isophthalamide-barbiturate hydrogen-bonding host–guest

complexes are separately incorporated into heteroditopic monomers that then generate an

ABC sequence-controlled supramolecular terpolymer. The polymeric nature of the

supramolecular terpolymer is confirmed in both solution and solid states. Our synthetic

methodology may pave an avenue for constructing polymers with tailored sequences that are

associated with advanced functions.
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Structurally well-defined biopolymers are often found in
nature. Proteins and nucleic acids achieve unique biological
functions that are associated with their precisely defined

backbone sequences. This exceptional sequence precision is not
offered by synthetic polymers produced by conventional
step-growth and chain-growth polymerizations. Therefore, sci-
entific interest in establishing primary sequences of synthetic
polymers has gained momentum for generating polymer
materials1–4. Notably, a stepwise iterative synthesis5 on a solid- or
soluble-polymer support was developed, which ensures sequence-
defined and monodisperse polymers with high batch-to-batch
reproducibility6–9. Recent advances in sequence-regulated

polymers have employed sequence specificities in straightforward
polymerization procedures. These specificities are determined by
controlled polymerization conditions10–15, monomer
reactivities16–21, and templates22–24. However, these strategies
have difficulty generating polymers with perfectly sequence-
specific microstructures. Step-growth polymerizations via acyclic
diene metathesis polymerization25, ring-opening metathesis
polymerization26, 27, or metal-catalyzed radical polymerization28

are advantageous for employing elaborately designed monomers
that possess tailored sequences for polymerization but lack con-
trol over the molecular weight and dispersity of the polymers.
Although these methods produce repetitive sequences of
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Fig. 1 Supramolecular terpolymerization. a Schematic representation of the supramolecular terpolymerization of three components A, B, and C via
self-sorting assembly or random assembly. b Host–guest structures of the biscalix[5]arene-C60 complex, bisporphyrin-TNF complex, and Hamilton’s
hydrogen-bonding complex. c Structures of the three heteroditopic monomers 1, 2, and 3 possessing mismatched host–guest pairs. d Sequence-controlled
supramolecular polymerization of three sets of heteroditopic monomers via a self-sorting
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monomers on the backbones of the resulting polymers, they can
be technically considered homopolymerization processes.

Supramolecular polymerization can offer another approach for
developing sequence-controlled polymer chains29. A self-sorting
strategy was developed to regulate the sequence of monomer
arrays in alternating copolymerization30, 31. To construct ABC
sequences in supramolecular polymerization, high specificity is
required for each binding event. Therefore, creating an ABC
sequence-controlled supramolecular terpolymer is challenging via
a self-sorting strategy (Fig. 1a). We developed unique host–guest
motifs (i.e., a biscalix[5]arene-C60 complex32 and a bisporphyrin-
trinitrofluorenone (TNF) complex33) that display high specifi-
cities in guest binding (Fig. 1b)34–36. Regulating the ABC
sequence requires another host–guest interaction that displays
high specificity to these host–guest complexes. A hydrogen-
bonding complex between a Hamilton’s host and a barbiturate
fulfills this requirement37. We envisaged applying the biscalix[5]
arene-C60 complex, bisporphyrin-TNF complex, and Hamilton’s
hydrogen-bonding complex to develop a sequence-controlled
supramolecular terpolymer in a self-sorting manner. Three het-
eroditopic monomers 1, 2, and 3 possessing mismatched pairs of
host and guest moieties were designed (Fig. 1c). These monomers
exhibit high specificity for each binding event. Therefore, the
intermolecular associations can selectively result in specific
dimers 1•2, 2•3, and 3•1 (Fig. 1d). This self-sorting behavior
should determine the molecular array of [1–2–3]n in the
sequence-controlled supramolecular terpolymer. Herein, we
report the development of sequence-controlled supramolecular
terpolymerization via a self-sorting behavior among three sets of
heteroditopic monomers possessing mismatched host–guest
pairs. The polymeric nature of the supramolecular terpolymer is
confirmed in both the solution and solid states.

Results
Self-association. The self-associations of monomers 1, 2, and 3
were investigated using 1H nuclear magnetic resonance (NMR)
spectroscopy (Fig. 2a–c). The 1H NMR spectra of the monomers
were slightly dependent on concentration, which gave association
constants of 40± 10, 290± 20, and 3± 2 l mol–1 for 1, 2, and 3,
respectively (Supplementary Figs. 1–6). The complexation-
induced changes in chemical shift (CIS) for 1 and 3 were less than
0.1 p.p.m. and nonspecific, demonstrating that 1 and 3 formed
random aggregates in chloroform (Supplementary Figs. 1, 5). In
contrast, the self-assembly of 2 resulted in significant upfield
shifts for the aromatic protons Ha, Hb, and Hc as well as the
Ar-CH3 protons (Δδ= 0.66, 2.76, 1.56, and 1.44 p.p.m.) (Fig. 2b
and Supplementary Figs. 3, 7–9). These large CIS values place the
electron-deficient barbiturate tail within the shielding region of
the bisporphyrin cleft, resulting in head-to-tail oligomeric com-
plexes (Supplementary Fig. 4).

Self-sorting behavior. Individual intermolecular associations
between monomers 1, 2, and 3 were evaluated using 1H NMR
spectroscopy. The intermolecular association between 1 and 2
resulted in the characteristic upfield shifts of the porphyrin NH
protons and the TNF COO-CH2- methylene protons (Δδ= –0.57
and –0.22 p.p.m.) (Figs. 2a, b, d and Supplementary Figs. 10–13),
which indicates that the TNF moiety was selectively located
within the bisporphyrin cleft. This host–guest complexation led
to the simultaneous dissociation of self-assembled 2 with the
downfield shift of the Ar-CH3, Hb, and Hc protons (Δδ= 0.44,
0.82, and 0.50 p.p.m.). Therefore, heterodimer 1•2 evidently
formed in solution.

Adding monomer 3 to 2 gave rise to significant downfield
shifts for the Ar-CH3, Ha, Hb, and Hc protons (Δδ= 0.61, 0.20,
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0.95, and 0.63 p.p.m.) (Figs. 2b, c, e and Supplementary Figs. 14–
16) due to the dissociation of self-assembled 2. The intermole-
cular nuclear Overhauser effect correlation between the Ha
proton of 2 and the -CH2CONH- methylene protons of 3
indicated the close contact between the barbiturate tail of 2 and
the Hamilton’s host moiety of 3, thus confirming the formation of
the heterodimeric complex 2•3 (Supplementary Fig. 17).

A selective interaction between biscalix[5]arene and the C60

moiety was clearly observed in the mixture of 1 and 3. The broad
Ar-CH2-Ar resonance of 1 was due to the rapid ring flipping
process of the calix[5]arene moieties (Fig. 2a). Upon encapsulat-
ing the C60 moiety within the calix[5]arene cavities, the Ar-CH2-
Ar resonances split into two broad resonances, which clearly
indicates that the ring-flipping process slows due to the attractive
face-to-face contacts of the calix[5]arene interiors and the C60

exterior (Fig. 2f and Supplementary Figs. 18–21). Therefore, the
biscalix[5]arene-C60 complexation directs the formation of
heterodimeric 1•3.

The stoichiometries and binding constants for the comple-
mentary host–guest pairs 1•2, 2•3, and 1•3 were determined
using ultraviolet/visible (UV/vis) absorption spectroscopy
(Fig. 2h). The 1•2, 2•3, and 1•3 host–guest complexes were
each formed at a 1:1 ratio with high binding constants (K1–2:
31,000± 1,000, K2–3: 730,000± 5,000, and K1–3: 15,000± 3,000 l
mol–1) (Supplementary Figs. 22–24). Consequently, the comple-
mentary host–guest pairs self-sort during the selective formation
of heterodimeric pairs 1•2, 2•3, and 1•3 over the homodimers.

Finally, monomers 1, 2, and 3 were mixed in a 1:1:1 ratio, and
the1H NMR spectrum of the mixture was recorded. The same
characteristics were observed for the assignable protons of Ar-
CH2-Ar, pyrrole NH, TNFCOO-CH2-, Ar-CH3, Ha, Hb, and Hc
(Fig. 2g and Supplementary Figs. 25–28,31). In particular, the
large downfield shifts of the Ar-CH3 Ha, Hb, and Hc protons
indicate the complete dissociation of self-assembled 2. These
results explicitly confirm that the biscalix[5]arene-C60, bispor-
phyrin-TNF, and Hamilton’s host–guest complexes exhibit self-

sorting in their intermolecular associations, which most likely
results in the head-to-tail polymeric host–guest complex [1–2–3]n
in sequence.

Determination of the monomer sequence in the gas phase.
Electrospray ionization orbitrap mass spectrometry (ESI-MS)
determines the constitutional repeating structures of the
sequence-controlled supramolecular polymeric assemblies
(Fig. 2i). In the ESI-MS spectra of the 1:1:1 mixture of 1, 2, and 3,
the heterodimeric pairs [1•2+3 H]3+, [2•3+3 H]3+, and [3•1+3
H]3+ were primarily observed (Supplementary Figs. 32–36),
suggesting that the supramolecular assembly among monomers 1,
2, and 3 exhibits self-sorting. Abundant peaks were observed at
m/z= 2,926.6, 2,988.5, 3,088.1, 3,171.5, and 3,536.2, correspond-
ing to [1•2•3•1•2 + 4 H]4+ + [2•3•1•2•3 + 4 H]4+, [3•1•2•3•1
+ 4 H]4+, [2•3•1•2 + 3 H]3+, [1•2•3•1 + 3 H]3+ + [3•1•2•3 + 3
H]3+, [1•2•3 + 2 H]2+, respectively (Fig. 2i and Supplementary
Figs. 37–41). These peaks were isotopically resolved and in good
agreement with their calculated isotope distributions (Supple-
mentary Tables 1–5). Therefore, the constitutional repeating
structure 1–2–3 of the supramolecular polymer was confirmed in
the gas phase. To exclude crossover repeating structures of
1–1–2–3, 1–2–2–3, and 1-2-3-3, the supramolecular polymer was
end-capped with competitive guests. C60, 2,4,7-TNF, and 5-(p-
methoxybenzylidene) barbituric acid (BA) completely dissociated
the supramolecular polymeric assemblies, thus forming [C60•1•2
+ 2 H]2+, [C60•1•2•3 + 3 H]3+, [2,4,7-TNF•2 + 2 H]2+, and
[BA•3 + 3 H]3+ (Supplementary Figs. 42–48). Therefore, the
repeating structure 1–2–3 in sequence was clearly established.

Properties of the supramolecular terpolymer. The formation of
supramolecular polymers in solution was investigated using
diffusion-ordered 1H NMR spectroscopy (DOSY). According to
the Stokes–Einstein relationship, the diffusion coefficient (D) of a
molecular species is inversely proportional to its hydrodynamic
radius. The average size of a supramolecular polymer (DP) is
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calculated based on the Ds of existing molecular species. The Ds
of 1, 2, and 3 were independent of the concentration up to 10
mmol l–1 (Supplementary Table 7). The 1, 2, and 3 exist in their
monomeric form in solution (Fig. 3a). Although 2 exhibited self-
assembly behavior in chloroform, the self-association was too
weak to participate in the supramolecular homopolymerization.
Upon concentrating the solutions from 1 to 10 mmol l–1, the Ds
of 1 with 2, 2 with 3, and 3 with 1 reduced by ∼35%, suggesting
that these mixtures selectively formed heterodimeric complexes
1•2, 2•3, and 1•3. In contrast, the Ds of a 1:1:1 mixture of 1, 2,
and 3 strongly depended on the concentrations. At 0.10 mmol l–1,
1, 2, and 3 existed in their monomeric forms. Upon concentrating
the solution to 10mmol l–1, the Ds of the mixture gradually
decreased by ∼85%, which suggests that large polymeric aggre-
gates were present. Assuming that the aggregates were hydro-
spherical, an approximate DP of 200 was estimated at a
concentration of 10 mmol l–1.

Viscometry provides valuable information on the macroscopic
size and structure of polymeric assemblies in solution. The
solution viscosities of 1, 2, and 3 and their 1:1 mixtures were
directly determined in chloroform (Fig. 3b and Supplementary
Fig. 49 and Table 8). The solution viscosities of 1, 2, and 3 were
not significantly influenced by their solution concentrations.
When the solutions were concentrated, the viscosities of 1:1
mixtures of 1 and 2, 2 and 3, and 1 and 3 at 1:1 ratios did not
meaningfully increase. Therefore, no polymeric aggregates
formed. In contrast, a significant difference in the viscosity was
observed for the 1:1:1 mixture of 1, 2, and 3. As the solution
concentrations increased, the solution became viscous, which
suggests that well-developed polymer chains were formed at a
concentration of ∼10 mmol l–1. Therefore, only the 1:1:1 mixture
of 1, 2, and 3 resulted in the supramolecular polymeric chains
that contribute to viscous drag.

Scanning electron microscopy (SEM) provided morphological
insights into the supramolecular polymers in the solid state. The
SEM images of cast films of 1, 2, and 3 and their 1:1 mixtures
exhibited particle-like agglomerates (Supplementary Fig. 50). A
1:1:1 mixture of 1, 2, and 3 gave rise to polymeric fibers with
diameters of 290± 50 nm, which partially formed sheet-like
bundles (Fig. 3c)38. More detailed insight into the polymer
formation was obtained using atomic force microscopy (AFM).
Fig. 3d shows the uniform fibrous morphologies that were formed
on the highly oriented pyrolytic graphite (HOPG) surface. The
reasonably oriented fibrous morphologies possessed a uniform
interchain distance of 3.9± 0.4 nm (Supplementary Figs. 51, 52
and Supplementary Table 9), which is consistent with the
diameter of 3.6 nm calculated for the oligomeric structure
(Supplementary Fig. 53).

Discussion
In conclusion, we developed a ABC sequence-controlled supra-
molecular terpolymer whose sequence is directed by employing
the ball-and-socket, donor-acceptor, and hydrogen-bonding
interactions that individually occur in the calix[5]arene-C60,
bisporphyrin-TNF, and Hamilton’s complexes, respectively. The
difference in the structural and electronic nature of these specific
binding interactions evidently results in high-fidelity self-sorting,
which provides control over the directionality and specificity in
the sequence of the supramolecular terpolymer. Supramolecular
chemistry offers various choices of host–guest motifs that have
been previously developed with controllable structural and elec-
tronic properties. Therefore, our synthetic methodology may be
extensively applied to the construction of tailored polymer
sequences with structural variations and greater complexity by
taking full advantage of host–guest motifs. Sequence-controlled

supramolecular polymers developed using self-sorting are
expected to provide possibilities for controlling advanced func-
tions associated with polymer sequences, such as self-healing,
stimuli responsiveness, and shape memory.

Methods
Characterization. The characterization and synthesis of all compounds are
described in full detail in the Supplementary Information. For the 1H NMR,13C
NMR, double-quantum filter correlation spectroscopy, heteronuclear single-
quantum correlation spectroscopy, nuclear Overhauser spectroscopy, and
ESI-Orbitrap mass spectra of the compounds in this article, see Supplementary
Figs. 58–93.

Determination of self-association constants for monomers. The 1H NMR
spectra of monomers 1, 2, and 3 were recorded at various millimolar concentra-
tions in chloroform-d1. Hyperbolic curves were obtained by plotting the compound
concentrations as a function of the 1H NMR chemical shifts (δ) of the aromatic
protons of the monomers. The plots were fitted based on the isodesmic association
model. The fitting functions are given by eq. (1), where K, C, δm, and δa denote the
association constant, total concentration of the compound, chemical shift for the
monomer, and chemical shift of the self-assembled species, respectively (see Sup-
plementary Figs. 1–6).

δ Cð Þ ¼ δm þ δa � δmð Þ 1þ 1� ffiffiffiffiffiffiffiffiffiffiffiffiffiffiffiffiffi

4KC þ 1
p

2KC

� �

ð1Þ

Determination of host–guest stoichiometry. A Job plot was used to determine
the host–guest ratios for complexes 1•2, 2•3, and 3•1 in 1,2-dichloroethane at
25 °C. A series of solutions containing two of the monomers were prepared such
that the sum of the total concentrations of the monomers remained constant
(1 × 10–5mol L–1). The mole fraction (X) was varied from 0.0 to 1.0. The absor-
bance changes (ΔA) collected at 429 nm for 1•2, at 450 nm for 2•3, and at 470 nm
for 3•1 were plotted as a function of the molar fraction.

Determination of association constants. A standard titration technique was
applied for the determination of the association constants for the 1•2, 2•3, and 3•1
host–guest complexes in 1,2-dichloroethane at 25 °C. A titration was performed
wherein the concentration of a host solution (1 × 10–5 mol l–1) was fixed while
varying the concentration of its complementary guest. During the course of the
titration, UV/vis absorption changes were measured from 250 to 900 nm. The
experimental spectra were elaborated with the HypSpec program and subjected to a
nonlinear global analysis by applying a 1:1 host–guest model of binding to
determine the association constants (see Supplementary Figs. 22–24)39.

DOSY. Monomers 1, 2, and 3 and their mixtures were dissolved in chloroform-d1,
and the sample solutions were placed in a 3 mm NMR sample tube. The pulse-field
gradient diffusion NMR spectra were collected using a bipolar pulse pair stimulated
echo (pulse sequence on a JEOL Delta 500 spectrometer with a 3 mm inverse
H3X/FG probe40. The pulsed-field gradient strength was arrayed from ~0.003 to
~0.653 Tm–1 with a pulse gradient time of 1 ms and a diffusion time of 100 ms.
The data were processed using the MestReNova program. The signal intensity as a
function of the pulse-field gradient strength was fitted to the Stejskal–Tanner
equation41 to determine the diffusion coefficients.

Solution viscosity measurements. The solution viscosity of 1, 2, and 3 and their
mixtures was measured at 25 °C with a rectangular slit m-VROC viscometer
(RheoSense Inc.). Samples with different concentrations in chloroform were
injected at flow rates of 0.11–0.28 ml min–1 using a 0.5 ml syringe.

SEM measurements. Stock solutions of 1, 2, 3, 1 with 2, 2 with 3, 3 with 1, and 1
with 2 and 3 were prepared in 1,2-dichloroethane at concentrations of
2.0 × 10–5 mol l–1 with respect to each monomer. The stock solutions were
drop-cast on a glass plate. The films were dried under reduced pressure for 9 h. A
platinum coating was sputtered onto the films using a Hitachi Ion Sputter MC1000.
The SEM images were recorded using a Hitachi S-5200 system.

AFM measurements. Stock solutions of 1, 2, 3, 1 with 2, 2 with 3, 3 with 1, and 1
with 2 and 3 were prepared in 1,2-dichloroethane at concentrations of
2.0 × 10–5 mol l–1 with respect to each monomer. The stock solutions were
spin-coated onto freshly cleaved HOPG. The films were dried under reduced
pressure for 9 h. The AFM measurements were performed using an Agilent 5100
microscope in air at ambient temperature with standard silicon cantilevers (NCH,
NanoWorld, Neuchâtel, Switzerland), a resonance frequency of 320 kHz, and a
force constant of 42 Nm–1 in tapping mode. The images were analyzed using the
Pico Image processing program.
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ESI-MS measurements. Stock solutions of 1, 2, and 3 were prepared in chloro-
form at concentrations of 2.8 × 10–4 mol l–1. Samples was prepared for
ESI-MS by diluting by 15 times a mixture of 50 µl of each stock solution with a 2:1
mixture of chloroform and methanol, which was infused into the ESI source using
a syringe pump at a flow rate of 5 μl min–1 and analyzed using a spray voltage of
8 kV in positive ion mode. The ESI-MS measurements were performed using a
Thermo Fisher Scientific LTQ Orbitrap XL hybrid FTMS system.

Data availability. The authors declare that the data supporting the findings of this
study are available within the paper and its Supplementary Information File. All
data are available from the authors on reasonable request.

Received: 27 March 2017 Accepted: 20 July 2017

References
1. Badi, N., Chan-Seng, D. & Lutz, J.-F. Microstructure control: an underestimated

parameter in recent polymer design.Macromol. Chem. Phys. 214, 135–142 (2013).
2. Ouchi, M., Badi, N., Lutz, J.-F. & Sawamoto, M. Single-chain technology using

discrete synthetic macromolecules. Nat. Chem. 3, 917–924 (2011).
3. Lutz, J.-F., Ouchi, M., Liu, D. R. & Sawamoto, M. Sequence-controlled

polymers. Science 341, 1238149 (2013).
4. Lutz, J. F., Lehn, J.-M., Meijer, E. W. & Matyjaszewski, K. From precision

polymers to complex materials and systems. Nat. Rev. Mater. 1, 16024 (2016).
5. Merrifield, R. B. Solid phase peptide synthesis. I. The synthesis of a tetrapeptide.

J. Am. Chem. Soc. 85, 2149–2154 (1963).
6. Al Ouahabi, A., Kotera, M., Charles, L. & Lutz, J.-F. Synthesis of monodisperse

sequence-coded polymers with chain lengths above DP100. ACS Macro Lett. 4,
1077–1080 (2015).

7. Martens, S., Van den Begin, J., Madder, A., Du Prez, F. E. & Espeel, P.
Automated synthesis of monodisperse oligomers, featuring sequence control
and tailored functionalization. J. Am. Chem. Soc. 138, 14182–14185 (2016).

8. Porel, M. & Alabi, C. A. Sequence-defined polymers via orthogonal allyl
acrylamide building blocks. J. Am. Chem. Soc. 136, 13162–13165 (2014).

9. Roy, R. K. et al. Design and synthesis of digitally encoded polymers that can be
decoded and erased. Nat. Commun. 6, 7237 (2015).

10. Tian, J., Hustad, P. D. & Coates, G. W. A new catalyst for highly syndiospecific
living olefin polymerization: homopolymers and block copolymers from
ethylene and propylene. J. Am. Chem. Soc. 123, 5134–5135 (2001).

11. Pan, L., Ye, W.-P., Liu, J.-y, Hong, M. & Li, Y.-s. Efficient, regioselective
copolymerization of ethylene with cyclopentadiene by the titanium complexes
bearing two β-enaminoketonato ligands.Macromolecules 41, 2981–2983 (2008).

12. Kramer, J. W. et al. Polymerization of enantiopure monomers using
syndiospecific catalysts: a new approach to sequence control in polymer
synthesis. J. Am. Chem. Soc. 131, 16042–16044 (2009).

13. Zhang, C., Ling, J. & Wang, Q. Radical addition-coupling polymerization
(RACP) toward periodic copolymers. Macromolecules 44, 8739–8743 (2011).

14. Nakatani, K., Ogura, Y., Koda, Y., Terashima, T. & Sawamoto, M.
Sequence-regulated copolymers via tandem catalysis of living radical
polymerization and in situ transesterification. J. Am. Chem. Soc. 134,
4373–4383 (2012).

15. Gody, G., Maschmeyer, T., Zetterlund, P. B. & Perrier, S. Rapid and
quantitative one-pot synthesis of sequence-controlled polymers by radical
polymerization. Nat. Commun. 4, 2505 (2013).

16. Miyaki, N., Tomita, I. & Endo, T. Three-component coupling polymerization of
bisallene, aryl dihalide, and nucleophiles via π-allylpalladium complex.
Macromolecules 29, 6685–6690 (1996).

17. Satoh, K., Matsuda, M., Nagai, K. & Kamigaito, M. AAB-sequence living radical
chain copolymerization of naturally occurring limonene with maleimide: an
end-to-end sequence-regulated copolymer. J. Am. Chem. Soc. 132,
10003–10005 (2010).

18. Lee, I.-H., Kim, H. & Choi, T.-L. Cu-catalyzed multicomponent polymerization
to synthesize a library of poly(N-sulfonylamidines). J. Am. Chem. Soc. 135,
3760–3763 (2013).

19. Yan, J.-J., Wang, D., Wu, D.-C. & You, Y.-Z. Synthesis of sequence-ordered
polymers via sequential addition of monomers in one pot. Chem. Commun. 49,
6057–6059 (2013).

20. Zhang, Z., You, Y.-Z., Wu, D.-C. & Hong, C.-Y. Syntheses of sequence-
controlled polymers via consecutive multicomponent reactions.
Macromolecules 48, 3414–3421 (2015).

21. Deng, X.-X. et al. Sequence regulated poly(ester-amide)s based on Passerini
reaction. ACS Macro Lett. 1, 1300–1303 (2012).

22. Jana, S. & Sherrington, D. C. Transfer of chirality from (-)-sparteine zinc(II)
(meth)acrylate complexes to the main chains of their (meth)acrylate polymer
derivatives. Angew. Chem. Int. Ed. 44, 4804–4808 (2005).

23. Hibi, Y., Ouchi, M. & Sawamoto, M. Sequence-regulated radical polymerization
with a metal-templated monomer: repetitive ABA sequence by double
cyclopolymerization. Angew. Chem. Int. Ed. 50, 7434–7437 (2011).

24. Terashima, T., Kawabe, M., Miyabara, Y., Yoda, H. & Sawamoto, M. Polymeric
pseudo-crown ether for cation recognition via cation template-assisted
cyclopolymerization. Nat. Commun. 4, 2321 (2013).

25. Rojas, G., Berda, E. B. & Wagener, K. B. Precision polyolefin structure:
modeling polyethylene containing alkyl branches. Polymer. (Guildf). 49,
2985–2995 (2008).

26. Zhang, J., Matta, M. E. & Hillmyer, M. A. Synthesis of sequence-specific vinyl
copolymers by regioselective ROMP of multiply substituted cyclooctenes. ACS
Macro Lett. 1, 1383–1387 (2012).

27. Gutekunst, W. R. & Hawker, C. J. A general approach to sequence-controlled
polymers using macrocyclic ring opening metathesis polymerization. J. Am.
Chem. Soc. 137, 8038–8041 (2015).

28. Satoh, K., Ozawa, S., Mizutani, M., Nagai, K. & Kamigaito, M. Sequence-
regulated vinyl copolymers by metal-catalysed step-growth radical
polymerization. Nat. Commun. 1, 6 (2010).

29. Haino, T. Molecular-recognition-directed formation of supramolecular
polymers. Polym. J. 45, 363–383 (2013).

30. Castellano, R. K. & Rebek, J. J. Formation of discrete, functional assemblies and
informational polymers through the hydrogen-bonding preferences of
calixarene aryl and sulfonyl tetraureas. J. Am. Chem. Soc. 120, 3657–3663
(1998).

31. Wang, F. et al. Self-sorting organization of two heteroditopic monomers to
supramolecular alternating copolymers. J. Am. Chem. Soc. 130, 11254–11255
(2008).

32. Haino, T., Yanase, M. & Fukazawa, Y. Fullerenes enclosed in bridged calix[5]
arenes. Angew. Chem. Int. Ed. 37, 997–998 (1998).

33. Haino, T., Fujii, T. & Fukazawa, Y. Guest binding and new self-assembly of
bisporphyrins. J. Org. Chem. 71, 2572–2580 (2006).

34. Haino, T., Hirai, E., Fujiwara, Y. & Kashihara, K. Supramolecular
cross-linking of [60]fullerene-tagged polyphenylacetylene by the host-guest
interaction of calix[5]arene and [60]fullerene. Angew. Chem. Int. Ed. 49,
7899–7903 (2010).

35. Haino, T., Watanabe, A., Hirao, T. & Ikeda, T. Supramolecular polymerization
triggered by molecular recognition between bisporphyrin and
trinitrofluorenone. Angew. Chem. Int. Ed. 51, 1473–1476 (2012).

36. Haino, T., Matsumoto, Y. & Fukazawa, Y. Supramolecular nano networks
formed by molecular-recognition-directed self-assembly of ditopic calix[5]
arene and dumbbell [60]fullerene. J. Am. Chem. Soc. 127, 8936–8937 (2005).

37. Chang, S.-K. & Hamilton, A. D. Molecular recognition of biologically
interesting substrates - synthesis of an artificial receptor for barbiturates
employing six hydrogen-bonds. J. Am. Chem. Soc. 110, 1318–1319 (1988).

38. Zhao, Q. et al. Preparation of PVP/MEH-PPV composite polymer fibers by
electrospinning and study of their photoelectronic character. Mater. Lett. 61,
2159–2163 (2007).

39. Gans, P., Sabatini, A. & Vacca, A. Investigation of equilibria in solution.
Determination of equilibrium constants with the HYPERQUAD suite of
programs. Talanta 43, 1739–1753 (1996).

40. Cohen, Y., Avram, L. & Frish, L. Diffusion NMR spectroscopy in
supramolecular and combinatorial chemistry: an old parameter - new insights.
Angew. Chem. Int. Ed. 44, 520–554 (2005).

41. Stejskal, E. O. & Tanner, J. E. Spin diffusion measurements: spin echoes in the
presence of a time-dependent field gradient. J. Chem. Phys. 42, 288–292 (1965).

Acknowledgements
This work was supported by Grants-in-Aid for Scientific Research, JSPS KAKENHI
Grant Numbers JP24350060 and JP15H03817, and by Grants-in-Aid for Scientific
Research on Innovative Areas, JSPS KAKENHI Grant Numbers JP15H00946
(Stimuli-responsive Chemical Species), JP15H00752 (New Polymeric Materials Based on
Element-Blocks), JP17H05375 (Coordination Asymmetry), and JP17H05159 (π-Figura-
tion). T.Hirao thanks the Grant-in-Aid for JSPS Fellows, JSPS KAKENHI Grant Number
JP13J02077. T.Haino thanks Daisuke Shimoyama for experimental assistance.

Author contributions
T.Haino designed and conceived the study. T.Hirao and H.K. synthesized and measured
all compounds. T.A. performed the ESI-MS measurements. T.Hirao, H.K., T.A., and
T.Haino analyzed the data. T.Hirao, H.K., and T.Haino prepared the Supplementary
Information, and T.Haino wrote the manuscript.

Additional information
Supplementary Information accompanies this paper at doi:10.1038/s41467-017-00683-5.

Competing interests: The authors declare no competing financial interests.

ARTICLE NATURE COMMUNICATIONS | DOI: 10.1038/s41467-017-00683-5

6 NATURE COMMUNICATIONS | 8:  634 |DOI: 10.1038/s41467-017-00683-5 |www.nature.com/naturecommunications

http://dx.doi.org/10.1038/s41467-017-00683-5
www.nature.com/naturecommunications


Reprints and permission information is available online at http://npg.nature.com/
reprintsandpermissions/

Publisher's note: Springer Nature remains neutral with regard to jurisdictional claims in
published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in any medium or format, as long as you give

appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons license, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons license and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly from
the copyright holder. To view a copy of this license, visit http://creativecommons.org/
licenses/by/4.0/.

© The Author(s) 2017

NATURE COMMUNICATIONS | DOI: 10.1038/s41467-017-00683-5 ARTICLE

NATURE COMMUNICATIONS |8:  634 |DOI: 10.1038/s41467-017-00683-5 |www.nature.com/naturecommunications 7

http://npg.nature.com/reprintsandpermissions/
http://npg.nature.com/reprintsandpermissions/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
www.nature.com/naturecommunications
www.nature.com/naturecommunications

	Sequence-controlled supramolecular terpolymerization directed by specific molecular recognitions
	Results
	Self-association
	Self-sorting behavior
	Determination of the monomer sequence in the gas phase
	Properties of the supramolecular terpolymer

	Discussion
	Methods
	Characterization
	Determination of self-association constants for monomers
	Determination of host–nobreakguest stoichiometry
	Determination of association constants
	DOSY
	Solution viscosity measurements
	SEM measurements
	AFM measurements
	ESI-MS measurements
	Data availability

	References
	Acknowledgements
	Author contributions
	Competing interests
	ACKNOWLEDGEMENTS




