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Abstract
Mutations in Dystrophin, one of the largest proteins in the mammalian body, are causative for a severe form of muscle
disease, Duchenne Muscular Dystrophy (DMD), affecting not only skeletal muscle, but also the heart. In particular, exons
45–52 constitute a hotspot for DMD mutations. A variety of molecular therapies have been developed, comprising vectors
encoding micro- and minidystrophins as well as utrophin, a protein with partially overlapping functions. With the advent of
the CRISPR-Cas9-nuclease, genome editing offers a novel option of correction of the disease-cuasing mutations. Full
restoration of the healthy gene by homology directed repair is a rare event. However, non-homologous end-joining (NHEJ)
may restore the reading frame by causing exon excision. This approach has first been demonstrated in mice and then
translated to large animals (dogs, pigs). This review discusses the potential opportunities and limitations of genome editing
in DMD, including the generation of appropriate animal models as well as new developments in genome editing tools.

The clinical problem of Duchenne muscular
dystrophy

New developments of personalized molecular therapy aim at
genetically defined disease subgroups in DMD, based on the
underlying mutation and the resulting phenotype, and set an
example for other hereditary diseases. Although life expec-
tancy of DMD patients has considerably increased within the

last decades with the standard use of corticosteroids and non-
invasive ventilation, patients become wheelchair-bound in
their teens and still die in the course of the disease due to
associated cardiac and respiratory complications [1].

Thus, additional strategies are needed to reduce the dys-
trophic pathology and restore muscle mass and function.
These include, but are not limited to, inflammation preven-
tion, muscle growth and regeneration, fibrosis, and improving
mitochondrial function. The agents under investigation
include a novel steroid [2], NF-κB- [3] and myostatin-
inhibitors [4], idebenone [5], an anti-CTGF antibody [6], a
histone deacetylase inhibitor [7], and cardiosphere-derived
cells [8]. For utrophin modulation, AAV-mediated gene
therapy with GALGT2 [9] is currently being investigated to
upregulate utrophin expression [10, 11].

Stop-codon read-through is another personalized
approach for a DMD subgroup harboring nonsense-stop
mutations (~11% of the DMD population), leading to a
premature stop of translation, and resulting in a non-
functional protein. Aminoglycoside antibiotics, e.g., genta-
mycin, generate an insertion of alternate amino acids in
place of the mutated stop codon, leading to dystrophin
production by stop-codon read-through [12]. Since oto- and
nephrotoxicity prevent long-term use of gentamycin, Ata-
luren (Translarna) had been identified as a substance with
read-through potential by high-throughput screening [13].
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Ataluren is approved in the EU for nmDMD patients aged 2
years and older who are able to walk (https://www.ema.
europa.eu/en/medicines/human/EPAR/translarna).

A phase 2a trial showed a mild increase of dystrophin
expression [14], a phase 2b trial involving 174 patients aged
5–20 years did not reach significant improvement in the pri-
mary endpoint, the 6min walk test (6MWT). Further analyses
indicated that walking ability worsened to a lesser extent with
the drug: after 48 weeks of treatment patients could walk on
average 32 m more than those given placebo. The effect was
more pronounced in a subgroup of patients whose ability to
walk was worsening [15]. A phase 3 study in 230 patients
aged 7–14 years with worsening walking ability was com-
pleted after initial approval, but its results were considered
inconclusive. However, data indicated that Ataluren had a
positive effect on different measures such as time to run or
walk 10m, time to climb up and down 4 steps and time to
loss of walking ability [16]. In both studies, the beneficial
effects seemed more evident in patients with moderate decline
of their disease. A small study in children aged 2–5 years
showed efficacy of Ataluren on an assessment of physical
activity in 12 patients when compared with past records of 11
treatment-naïve patients of similar age [17].

Complementing the insight that an internally truncated
dystrophin might suffice to exert a therapeutic effect, an
exon skipping approach has already been taken to the clinic:
Here, the dystrophin RNA was deprived of its mutated
exons by interference with the splicing process by antisense
oligonucleotide application strategies. These provided a
temporary, however detectable expression of a truncated but
functional target protein after excision of the mutated exon
[18]. The antisense field has recently achieved remarkable
progresses with recent accelerated approval of the first
antisense oligonucleotide-based therapy for DMD, Exondys
51 [19]. Despite clinical advances, the poor effective
delivery to target all muscle remains the main hurdle for
antisense drug therapy [20].

Thus, within the last decade, numerous new treatment
options made it from bench to bedside; however, there is
still a long way to go until these therapeutic strategies will
be able to finally cure—and not only modify—pathology
and phenotype of DMD patients.

Importantly, a successful therapy would have to start early
in development and progression of the disease—between age
2 and 3—to prevent the progressive loss of muscle and motor
function. However, in this age group, clinical trials with
endpoints such as 6MWT or North Star Ambulatory Assess-
ment are not feasible, resulting in a huge dilemma for the
testing of promising substances, and eventually minimizing
the effect of the drug due to delayed onset of treatment. In the
future, successful treatment of DMD may comprise a cocktail
of different drugs and techniques to really make a change
toward normal muscle strength and function [10, 11].

Evolving gene-therapeutic options

Since murine, canine and porcine models of dystrophin
mutations are available, novel therapies are intensely stu-
died in the preclinical arena, such as gene replacement by
mini- or micro-dystrophins. The deliberate shortening of
dystrophin for therapeutic purposes rests on two elements:
first a therapeutic vector with a high degree of myotropism
and low toxicity and immunogenicity for systemic appli-
cation, such as adeno-associated virus (AAV), which has
been safely applied in clinical trials. Second, due to the
limited packaging capacity of AAV, a shortened form of
dystrophin would be required. Here, the original observa-
tion that a truncated dystrophin lacking exon 17-48 suffices
for normal mobility [21], led to a wide range of mini- and
microdystrophin constructs for therapeutic use [22] (cf. the
excellent review of D. Duan [23]). For example, minimal
dystrophin version lacking spectrin-like repeats (R) 1-24
[24] from the rod domain of dystrophin, but retaining hin-
ges 1 and 4 and the full N- and C-termini, or lacking or R2-
15/R18-19/R20-23 and the C-terminus [25], can be packed
into an AAV. In the mdx mouse model of DMD (a spon-
taneous mutation introducing a stop codon in exon 23) [26],
the former AAV9-based supplementary gene therapy
improved cardiac morphology and function, as assessed by
histology for fibrosis, by fractional shortening for pump
function and by biomarkers indicating heart failure, such as
brain natriuretic peptide. In this particular case, a heart-
specific promoter was as efficient as an ubiquitously
expressing CMV-promoter [24]. In a dog model of DMD
(GRMD, point mutation in intron 6 splice acceptor leading
to loss of exon 7), the latter approach (ΔR2-15/R18-19/
R20-23/C) restored the dystrophin-associated complex,
reduced inflammation and fibrosis [25]. More recently,
the same GRMD model highlighted the efficacy of an
AAV8-microdystrophin (ΔR4– 23/ΔCT) after locoregional
(LR) or intravenous (iv) application [27]. The LR applica-
tion of the therapeutic vector achieved a high rate of
transduction (43–59% of the targeted muscle cells),
improving function, whereas the iv injection improved the
clinical score of GRMD in a dose-dependent manner (with
1 × 1014 virus genomes approaching the gait quality of
control dogs) [27].

Meanwhile, three companies have developed AAVs
encoding microdystrophins: Sarepta uses the ΔR4– 23/ΔCT
microdystrophin described above, whereas Solid Biosciences
the ΔR2-5/Δ18-2/ΔCT form and Pfizer a ΔR3– 18/ΔCT
construct, each under control of a muscle-specific promoter.
While clinical trials are ongoing, promising clinical studies
aiming at dystrophin expression are progressing, which have
the potential to temporarily alter the course of the disease.
Their results being eagerly awaited, novel options for gene
correction have appeared.
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Animal experiments for DMD gene editing
therapy: proof of principle and challenges

As described above, molecular therapeutics enabling
expression of a truncated dystrophin have been far devel-
oped. However, an unprecedented opportunity to correct the
disease-causing mutation has arisen with the advent of
Crispr-Cas9 technology (Fig.1).

Since the generation of a Cas9-transgenic mouse [28],
which allowed for pinpoint gene alterations specifically in
organs targeted by AAVs encoding for the corresponding
guide RNAs (gRNAs), it became clear that the inevitable
course of inherited diseases might be altered by Cas9-
mediated correction. Although certain limitations were
unmasked early on, such as the preference of non-homologous
end-joining (NHEJ) over homology-directed repair (HDR)
upon enzymatic cleavage of the double stranded DNA by
Cas9, or the packaging capacity of AAVs, muscular dystro-
phies seemed an ideal target for genome editing. DMD
mutations inducing Duchenne muscular dystrophy (DMD)
seemed particularly well suited, since internal truncations of
the protein may lead to a shortened but stable protein with
partial functional restitution and a milder disease progression,
as seen in the allelic Becker muscular dystrophy (BMD).

The group of E. Olson was first in showing that correction
of the loss-of-function mutation on exon 23 in mdx mouse
zygotes is possible [29]. Notably, Cas9 combined with a
single gRNA was used to inflict a cut in the vicinity of the
mutation, accompanied by a single-stranded oligodeox-
ynucleotide, was efficient in providing HDR in 7 and NHEJ in
4 of the 11 reported corrected mdx mice. Whereas HDR

correction of 41% of genomes in the mosaic mice sufficed for
a full restoration of dystrophin expression in the muscles
examined, a 17% HDR correction level yielded a 47–60% of
muscle fibers expressing dystrophin, indicating a selection
advantage of the corrected muscle and satellite cells. Moving
DMD correction into the postnatal arena, the same group [30]
and others [31–33] demonstrated feasibility of an AAV-based
systemic Cas9 treatment, albeit in different flavors. For
example, Han and coworkers used a single AAV encoding for
Staphylococcus aureus (Sa)Cas9 with two guides excising
exon 21–23 for systemic delivery of up to 1 × 1012 vg in mdx/
Utr+/- mice, showing improvement of muscle force and
reduction of fibrosis [33]. In contrast, the other groups used
two AAVs containing either Sa- [31, 32] or SpCas9 (Strep-
tococcus pyogenes) versions [30] combined with either one
[30] or two guides [31, 32] injecting 1.5 × 1012 [31], 2 × 1012

[32] or 1 × 1013 virus genomes [30] systemically. Bengtsson
et al. showed efficacy of the AAV6-Cas9-sgRNA transduction
improving muscle structure and function in a modified mdx
mouse (mdx [4cv]) harboring a nonsense mutation in exon 53
[34]. In all cases, significant increases of dystrophin expres-
sion and muscle function were obtained, indicating that a
combination of AAV, Cas9 and appropriate guides may be
used to treat DMD by removing the mutated exon and
restoring an intact reading frame of the mouse Dmd gene.

Large animals, which closer reflect the clinical situation,
might pose other hurdles, e.g., with regard to dosage,
toxicity and application mode. Of note, the study of
Amoasii of the Olson group [35] pioneered a beagle model
of DMD. In this model, exon 50 is spontaneously lacking,
providing typical features of the human disease such as
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Fig. 1 Sketch of the
experimental workflow:
Patient cells lacking DMD
exon 52 were converted to iPS
cells and subsequently to
muscle cells. An intein-split
version of Cas9 was encoded
into two AAV vectors, together
with two gRNAs excising exon
52. Demonstrating that the
AAV-Cas9-gRNAs excising
exon 51 (AAV-Cas9-gE51)
enabled expression of a
shortened but stable dystrophin
(51-52, the same approach was
successfully used in the porcine
model of DMD (lacking exon
52), serving as basis for further
development of a
therapeutic agent.
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muscle weakness, atrophy and fibrosis. A combination of
1.2 × 1013 vgs of each vector, AAV9-Cas9 and a second
AAV9 encoding one gRNA targeting a region adjacent to the
exon 51 splice acceptor site (sgRNA-51) [35], sufficed to
induce expression of dystrophin in up to 62% after i.m.
injection. Systemic application of 1 × 1013 and 1 × 1014 vgs/kg
in one dog each allowed for increasing expression of dys-
trophin, up to 70% of wild type controls in skeletal muscle
and up to 92% in the heart of the higher dosed dog.

Our own group used a porcine model of DMD, inflicted by
targeted replacement of DMD exon 52 with a neomycin
resistance cassette in somatic cells. Nuclei of DMDΔ52 pig
cells were subsequently used for somatic cell nuclear transfer
(SCNT) [36]. Initially the DMDΔ52 mutation was introduced
into male cells. Thus, all piglets obtained after SCNT were
dystrophin deficient and showed clinical, biochemical, and
pathological hallmarks of human DMD, but developed them
in an accelerated mode [36]. A potential explanation for the
highly progressive DMD pathology in pigs, which is asso-
ciated with characteristic changes of the proteome profiles of
skeletal muscle [37] and myocardium [38], is their rapid
muscle growth by muscle cell hypertrophy and the associated
mechanical strain on the sarcolemma. Since the cloned DMD
piglets died before sexual maturity with a maximum life
expectancy of 3–4 months, the model could not be propagated
by breeding. Chimeric complementation of male DMDΔ52
embryos with female wild-type embryos resulted in an adult
phenotypic male, which transmitted the DMD mutation via its
sperm [39]. As an alternative approach, we introduced a
heterozygous DMDΔ52 mutation in female cells and gener-
ated by SCNT a clinically healthy carrier female [36], which
was used for breeding with wild-type males to establish a
breeding colony. All offspring genotypes, i.e., male DMD
pigs, female carriers, as well as male and female wild-type
pigs, were obtained at the expected Mendelian ratios of 25%
each. Thus, DMD pigs could be routinely provided for gene
editing experiments. The model is characterized by a high
postnatal mortality (45 of 73 DMD pigs died within the first
week). Moreover, none of the animals has survived beyond
the 105d timepoint in our study.

Intein-split Cas9

The out-of-frame mutation inflicted by the absence of exon
52 in our pig model suited well for therapy by an additional
Cas9-induced snipping of exon 51, for which two gRNAs
were designed and tested in vitro. However, in order to
combine it with an AAV vector system, we had to diminish
the size of Cas9, similar to the development of micro-
dystrophins. Whereas the packaging capacity of rAAVs
allows for a maximum of ~4.7 kbp [40, 41], the human
optimized Streptococcus pyogenes Cas9 (SpCas9) coding
sequence contains already over 4.2 kbp. Combined with

promoter and gRNA sequences, the constructs easily sur-
pass 5 kbp, complicating the efficient production of rAAV
for carrying the entire CRISPR/Cas9 nuclease system.

Various strategies to reduce the size of SpCas9 were
investigated, for example by deleting a 133 amino acids
non-essential part of the REC2 lobe. However, this shor-
tened SpCas9 variant retained less than 50% of wild type
activity [42]. The application of smaller orthogonal SpCas9
proteins, e.g., like Staphylococcus aureus (SaCas9) [43],
requires more complex PAM sequences which makes it
very difficult to identify suitable target sites.

To overcome these limitations and to establish a uni-
versal AAV compatible Cas9 expression system, we
developed an extein/intein split-version of Cas9 [44]. The
general structure of Cas9 in its apo- and RNA/DNA bound
holo-form has been characterized in detail. The protein
consists of two lobes: a recognition lobe (REC) and a
nuclease lobe (NUC). This bi-lobed shaped structure of
Cas9 undergoes large conformational re-arrangement upon
binding the gRNA/DNA complex [42, 45]. This structural
feature renders the rational engineering of Cas9 possible.

Inteins can autocatalytically excise out of a protein and
covalently join the remaining flanking regions (exteins) with a
peptide bond without leaving a scar [46]. We implemented the
extein/intein system of DNA polymerase III DnaE from the
cyanobacteria Nostoc punctiforme that are located in two
genes. N-intein and C-Intein recognize each other, splice
themselves out and simultaneously ligate the N- and C-terminal
exteins together resulting in a functional full-length DnaE
protein [46]. To ensure high splice efficiency, a Cys, Ser or Thr
residue is required at the N-terminus of the C-Intein_C-Cas9
fusion [40, 47]. Based on this, for a version (SpCas9 [1–573] and
SpCas9[574–1368]) the N- and C-terminal inteins have been
introduced between Glu573 and Cys574. In all efficacy-
reporting experiments, the split version performed as effective
as the wild type Cas9 in respect of genome editing frequency.

In vitro and in vivo genome editing experiments

Using this AAV9-intein-split Cas9 approach with two
gRNAs at 2 × 1013 vgs/kg, intramuscular injection revealed
a robust, local response with dystrophin protein levels up to
32% of wildtype, which sufficed to improve muscle fiber
features such as ferret diameter and proportion of cen-
tralized nuclei [48]. A high dose of AAV9-Cas9-gRNA
vectors (2 × 1014 vgs/kg) broadened the dystrophin expres-
sion to the diaphragm and heart, notably significantly
shifting the Kaplan–Meier curve of survival rate towards
longer survival. Moreover, the mechanism of premature
death, which was sudden in nature and without further
stigmata of heart failure, appeared to be arrhythmogenic,
since the area of low-excitation amplitude was larger in
untreated DMD animals and decreased upon high-dose
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Cas9-gRNA treatment. Moreover, in-depth analysis of cal-
cium signaling in heart slices ex vivo and in AAV9-
transduced cardiomyocytes revealed a broadened action
potential and an unsynchronized regional excitation of
cardiomyocytes cells, respectively.

The porcine experiments were complemented by human
induced pluripotent stem cells (iPSCs) from a Duchenne
patient carrying a DMD exon 52 deficiency analogous to the
large animal model. Here, myoblasts derived from untreated
iPSCs were unable to further differentiate to myofibers,
lacking hallmarks of muscle development such as TTN,
MYH1 and CDH15. Upon correction of iPSCs or upon
application of AAVs containing Cas9 and human-directed
gRNAs, we were able to induce further myocyte differentia-
tion and expression of the sarcomeric proteins named above.

Economic burden

In the light of emerging new therapies, health economic
questions might arise; our group investigated the cost of
illness (COI) of DMD and the milder allelic BMD from a
socio-economic and clinical perspective in relation to
curative or phenotype-modifying therapies [49].

In 363 patients with genetically confirmed DMD or
BMD, the consumption of resources of direct medical ser-
vices, indirect and informal care cost and health-related
quality of life (HRQOL) was assessed. Estimated annual

disease burden including direct medical/non-medical,
indirect and informal care costs of DMD totaled € 65,263,
which was nearly twice as high when compared to € 36,651
in BMD. These costs are in agreement with a recent inter-
national study comprising patients from Italy, UK and US
besides Germany [50]. Here, total annual costs were found
in a range of 42,140 $ (Italy), 63,250$ (Germany), 72,870 $
(UK) and 75,820$ (US) in 2012 international dollars.
Informal care cost, indirect cost caused by productivity loss
and absenteeism of patients and caregivers and non-medical
cost were identified as highly important cost drivers. Total
cost increased significantly with disease progression and
clinical severity of the distinct phenotype regarding all cost
items included in the study, whereas health-related quality
of life (HRQOL) declined with disease progression.

These health economic assessments are of high impor-
tance regarding funding of development programs for rare
diseases, since early benefit assessments are required for
reimbursement of therapies, and pave the way toward
patient access to a new therapy.

Summary

Although Duchenne’s muscular dystrophy is a disabling and
immobilizing disease with a shortened life span and grave
implications with regard to quality of life, the current standard
of care has prolonged life expectation by improving care and

Fig. 2 Effects of DMD treatment: DMD muscle fibres without
treatment display hallmarks of muscle decay, such as centralized
nuclei, fibrosis, capillary rarefaction and continuous inflammation
(no treatment). Upon current and novel pharmacologic treatment,
inflammation and muscle fibre decay may be decelerated, without
alteration of the underlying mechanical strain leading to cell death,

e.g., by necroptosis. In contrast, therapeutic strategies aiming at dys-
trophin re-expression (AONs= antisense olignucleotides targeting
exon skipping) correct the disease-causing deficit of dystrophin, either
temporally (AONs), or for prolonged intervals (AAV-micro-
dystrophin) or permanently (AAV-Cas9).
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prophylaxis. A variety of anti-inflammatory and novel phar-
macological drugs are studied in clinical trials, such as
Vamorolone, NF kB-, myostatin- and histone acetylase inhi-
bitors as well as anti-CTGF antibodies (Fig. 2).

In contrast to these pharmacological approaches, a vari-
ety of therapies is aiming at re-expression of dystrophin. As
a small molecule, Ataluren is tested in DMD for providing
stop-codon readthrough. As antisense oligonucleotide pro-
viding exon skipping, eteplirsen gained approval by the
FDA. Three different microdystrophins, encoded in AAV
vectors, are followed by companies in clinical trials, with
results awaited in the coming years.

The latest development comprises the attempt to correct
the genetic mutation by AAV-Cas9-gRNA transduction.
For that approach, a two-virus system with a suitable Cas9
(being <4.7 kB in size) may be utilized, or a split-intein
Cas9, which is distributed evenly with gRNA on 2 AAVs.
Both approaches have proven efficacious in large animal
models [35, 48]. Off target effects, which were analyzed by
gene enrichment and NGS techniques, were not detected.
Thus, gene editing by Cas9 and gRNAs for exon snipping
may offer a path to future development of a clinically
applicable therapeutic option. The development of non-
invasive imaging biomarkers, such as multispectral optoa-
coustic imaging which has been validated in the DMD pig
model [51], will support these efforts by allowing long-
itudinal efficacy monitoring.

Acknowledgements The authors are supported by the Deutsche For-
schungsgemeinschaft (SFB Transregio 127 to CK, EW and 267 to
AM, CK), the BMBF-DZHK (to AM, CK) as well as the Else Kröner
Fresenius foundation (2018_T20 to CK, EW, WW).

Funding Open Access funding enabled and organized by
Projekt DEAL.

Compliance with ethical standards

Conflict of interest The authors declare that they have no conflict of
interest.

Publisher’s note Springer Nature remains neutral with regard to
jurisdictional claims in published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,
adaptation, distribution and reproduction in any medium or format, as
long as you give appropriate credit to the original author(s) and the
source, provide a link to the Creative Commons license, and indicate if
changes were made. The images or other third party material in this
article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not
included in the article’s Creative Commons license and your intended
use is not permitted by statutory regulation or exceeds the permitted
use, you will need to obtain permission directly from the copyright
holder. To view a copy of this license, visit http://creativecommons.
org/licenses/by/4.0/.

References

1. Birnkrant DJ, Bushby K, Bann CM, Apkon SD, Blackwell A,
Colvin MK, et al. Diagnosis and management of Duchenne
muscular dystrophy, part 3: primary care, emergency manage-
ment, psychosocial care, and transitions of care across the life-
span. Lancet Neurol. 2018;17:445–55.

2. Hoffman EP, Schwartz BD, Mengle-Gaw LJ, Smith EC, Castro D,
Mah JK, et al. Vamorolone trial in Duchenne muscular dystrophy
shows dose-related improvement of muscle function. Neurology.
2019;93:e1312–23.

3. Finanger E, Vandenborne K, Finkel RS, Lee Sweeney H, Tenne-
koon G, Yum S, et al. Phase 1 Study of Edasalonexent (CAT-1004),
an Oral NF-κB Inhibitor, in Pediatric Patients with Duchenne
Muscular Dystrophy. J Neuromuscul Dis. 2019;6:43–54.

4. Wagner KR, Abdel-Hamid HZ, Mah JK, Campbell C, Guglieri M,
Muntoni F, et al. Randomized phase 2 trial and open-label
extension of domagrozumab in Duchenne muscular dystrophy.
Neuromuscul Disord. 2020;30:492–502.

5. Servais L, Straathof CSM, Schara U, Klein A, Leinonen M,
Hasham S, et al. Long-term data with idebenone on respiratory
function outcomes in patients with Duchenne muscular dystrophy.
Neuromuscul Disord. 2020;30:5–16.

6. Morales MG, Gutierrez J, Cabello-Verrugio C, Cabrera D, Lipson
KE, Goldschmeding R, et al. Reducing CTGF/CCN2 slows down
mdx muscle dystrophy and improves cell therapy. Human Mol
Genet. 2013;22:4938–51.

7. Bettica P, Petrini S, D’Oria V, D’Amico A, Catteruccia M, Pane
M, et al. Histological effects of givinostat in boys with Duchenne
muscular dystrophy. Neuromuscul Disord. 2016;26:643–9.

8. Rogers RG, Fournier M, Sanchez L, Ibrahim AG, Aminzadeh
MA, Lewis MI, et al. Disease-modifying bioactivity of intrave-
nous cardiosphere-derived cells and exosomes in mdx mice. JCI
Insight. 2019;4. https://doi.org/10.1172/JCI.insight.125754.

9. Xu R, Jia Y, Zygmunt DA, Martin PT. rAAVrh74.MCK.
GALGT2 Protects against Loss of Hemodynamic Function in the
Aging mdx Mouse Heart. Mol Ther. 2019;27:636–49.

10. Shieh PB. Emerging Strategies in the Treatment of Duchenne
Muscular Dystrophy. Neurotherapeutics. 2018;15:840–8.

11. Verhaart IEC, Aartsma-Rus A. Therapeutic developments for
Duchenne muscular dystrophy. Nature Rev Neurol. 2019;15:
373–86.

12. Howard MT, Anderson CB, Fass U, Khatri S, Gesteland RF,
Atkins JF, et al. Readthrough of dystrophin stop codon mutations
induced by aminoglycosides. Annals Neurol. 2004;55:422–6.

13. Berger J, Li M, Berger S, Meilak M, Rientjes J, Currie PD. Effect
of Ataluren on dystrophin mutations. J Cell Mol Med.
2020;24:6680–9.

14. Finkel RS, Flanigan KM, Wong B, Bönnemann C, Sampson J,
Sweeney HL, et al. Phase 2a Study of Ataluren-Mediated Dys-
trophin Production in Patients with Nonsense Mutation Duchenne
Muscular Dystrophy. PloS ONE. 2013;8:e81302.

15. Bushby K, Finkel R, Wong B, Barohn R, Campbell C, Comi GP,
et al. Ataluren treatment of patients with nonsense mutation
dystrophinopathy. Muscle Nerve. 2014;50:477–87.

16. McDonald CM, Campbell C, Torricelli RE, Finkel RS, Flanigan
KM, Goemans N. et al.Ataluren in patients with nonsense muta-
tion Duchenne muscular dystrophy (ACT DMD: a multicentre,
randomised, double-blind, placebo-controlled, phase 3 trial.
Lancet.2017;390:1489–98.

17. Kong R, O’Mara E, Luo X, Trifillis P, Werner C, McIntosh J.
D22 - A phase 2 trial of the safety and pharmacokinetics of ata-
luren in patients aged ≥2 to <5 years with nonsense mutation
Duchenne muscular dystrophy. Neuromuscular Disord. 2018;28:
S12–3.

Genome editing for Duchenne muscular dystrophy: a glimpse of the future? 547

http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://doi.org/10.1172/JCI.insight.125754


18. van Deutekom JC, Janson AA, Ginjaar IB, Frankhuizen WS,
Aartsma-Rus A, Bremmer-Bout M, et al. Local Dystrophin
Restoration with Antisense Oligonucleotide PRO051. NEJM.
2007;357:2677–86.

19. Mendell JR, Rodino-Klapac LR, Sahenk Z, Roush K, Bird L,
Lowes LP, et al. Eteplirsen for the treatment of Duchenne mus-
cular dystrophy. Ann Neurol. 2013;74:637–47.

20. Echevarría L, Aupy P, Goyenvalle A. Exon-skipping advances for
Duchenne muscular dystrophy. Human Mol Genet. 2018;27:
R163–72.

21. England SB, Nicholson LV, Johnson MA, Forrest SM, Love DR,
Zubrzycka-Gaarn EE, et al. Very mild muscular dystrophy asso-
ciated with the deletion of 46% of dystrophin. Nature.
1990;343:180–2.

22. Harper SQ, Hauser MA, DelloRusso C, Duan D, Crawford RW,
Phelps SF, et al. Modular flexibility of dystrophin: implications
for gene therapy of Duchenne muscular dystrophy. Nat Med.
2002;8:253–61.

23. Duan D, Systemic AAV. Micro-dystrophin Gene Therapy for
Duchenne Muscular Dystrophy. Mol Ther: J Am Soc Gene Ther.
2018;26:2337–56.

24. Schinkel S, Bauer R, Bekeredjian R, Stucka R, Rutschow D,
Lochmüller H, et al. Long-Term Preservation of Cardiac Structure
and Function After Adeno-Associated Virus Serotype 9-Mediated
Microdystrophin Gene Transfer in mdx Mice. Human Gene Ther.
2012;23:566–75.

25. Shin JH, Pan X, Hakim CH, Yang HT, Yue Y, Zhang K, et al.
Microdystrophin ameliorates muscular dystrophy in the canine
model of duchenne muscular dystrophy. Mol Ther.
2013;21:750–7.

26. Sicinski P, Geng Y, Ryder-Cook AS, Barnard EA, Darlison MG,
Barnard PJ. The molecular basis of muscular dystrophy in the mdx
mouse: a point mutation. Science. 1989;244:1578–80.

27. Le Guiner C, Servais L, Montus M, Larcher T, Fraysse B,
Moullec S, et al. Long-term microdystrophin gene therapy is
effective in a canine model of Duchenne muscular dystrophy.
Nature Commun. 2017;8:16105.

28. Platt RJ, Chen S, Zhou Y, Yim MJ, Swiech L, Kempton HR, et al.
CRISPR-Cas9 Knockin Mice for Genome Editing and Cancer
Modeling. Cell. 2014;159:440–55.

29. Long C, McAnally JR, Shelton JM, Mireault AA, Bassel-Duby R,
Olson EN. Prevention of muscular dystrophy in mice by CRISPR/
Cas9-mediated editing of germline DNA. Science.
2014;345:1184–8.

30. Long C, Amoasii L, Mireault AA, McAnally JR, Li H, Sanchez-
Ortiz E, et al. Postnatal genome editing partially restores dystro-
phin expression in a mouse model of muscular dystrophy. Sci-
ence. 2016;351:400–3.

31. Tabebordbar M, Zhu K, Cheng JKW, Chew WL, Widrick JJ, Yan
WX, et al. In vivo gene editing in dystrophic mouse muscle and
muscle stem cells. Science. 2016;351:407–11.

32. Nelson CE, Hakim CH, Ousterout DG, Thakore PI, Moreb EA,
Rivera RMC, et al. In vivo genome editing improves muscle
function in a mouse model of Duchenne muscular dystrophy.
Science. 2016;351:403–7.

33. EL Refaey M, Xu L, Gao Y, Canan BD, Adesanya TA,
Warner SC, et al. In Vivo Genome Editing Restores Dystrophin
Expression and Cardiac Function in Dystrophic Mice. Circulation
Res. 2017;121:923–9.

34. Shah GL, DeWolf S, Lee YJ, Tamari R, Dahi PB, Lavery JA, et al.
Favorable outcomes of COVID-19 in recipients of hematopoietic
cell transplantation. J Clin Investig. 2020;130:6656–67.

35. Amoasii L, Hildyard JCW, Li H, Sanchez-Ortiz E, Mireault A,
Caballero D, et al. Gene editing restores dystrophin expression in
a canine model of Duchenne muscular dystrophy. Science.
2018;362:86–91.

36. Klymiuk N, Blutke A, Graf A, Krause S, Burkhardt K, Wuensch
A, et al. Dystrophin-deficient pigs provide new insights into the
hierarchy of physiological derangements of dystrophic muscle.
Human Mol Genet. 2013;22:4368–82.

37. Fröhlich T, Kemter E, Flenkenthaler F, Klymiuk N, Otte KA,
Blutke A, et al. Progressive muscle proteome changes in a clini-
cally relevant pig model of Duchenne muscular dystrophy. Sci-
entific Rep. 2016;6:33362.

38. Tamiyakul H, Kemter E, Kösters M, Ebner S, Blutke A, Klymiuk N,
et al. Progressive Proteome Changes in the Myocardium of a Pig
Model for Duchenne Muscular Dystrophy. iScience. 2020;23:101516.

39. Matsunari H, Watanabe M, Nakano K, Enosawa S, Umeyama K,
Uchikura A, et al. Modeling lethal X-linked genetic disorders in pigs
with ensured fertility. Proc Natl Acad Sci. 2018;115:708–13.

40. Li J, Sun W, Wang B, Xiao X, Liu XQ. Protein trans-splicing as a
means for viral vector-mediated in vivo gene therapy. Human
Gene Ther. 2008;19:958–64.

41. Zinn E, Vandenberghe LH. Adeno-associated virus: fit to serve.
Curr Opin Virol. 2014;8:90–7.

42. Nishimasu H, Cong L, Yan WX, Ran FA, Zetsche B, Li Y, et al.
Crystal Structure of Staphylococcus aureus Cas9. Cell.
2015;162:1113–26.

43. Ran FA, Cong L, Yan WX, Scott DA, Gootenberg JS, Kriz AJ,
et al. In vivo genome editing using Staphylococcus aureus Cas9.
Nature. 2015;520:186–191.

44. Truong DJ, Kuhner K, Kuhn R, Werfel S, Engelhardt S, Wurst W,
et al. Development of an intein-mediated split-Cas9 system for
gene therapy. Nucleic Acids Res. 2015;43:6450–8.

45. Jinek M, Jiang F, Taylor DW, Sternberg SH, Kaya E, Ma E, et al.
Structures of Cas9 endonucleases reveal RNA-mediated con-
formational activation. Science. 2014;343:1247997.

46. Cheriyan M, Pedamallu CS, Tori K, Perler F. Faster protein
splicing with the Nostoc punctiforme DnaE intein using non-
native extein residues. J Biol Chem. 2013;288:6202–11.

47. Shah NH, Vila-Perello M, Muir TW. Kinetic control of one-pot
trans-splicing reactions by using a wild-type and designed split
intein. Angewandte Chemie. 2011;50:6511–5.

48. Moretti A, Fonteyne L, Giesert F, Hoppmann P, Meier AB,
Bozoglu T, et al. Somatic gene editing ameliorates skeletal and
cardiac muscle failure in pig and human models of Duchenne
muscular dystrophy. Nat Med. 2020;26:207–14.

49. Schreiber-Katz O, Klug C, Thiele S, Schorling E, Zowe J, Reilich
P, et al. Comparative cost of illness analysis and assessment of
health care burden of Duchenne and Becker muscular dystrophies
in Germany. Orphanet J Rare Dis. 2014;9:210.

50. Landfeldt E, Lindgren P, Bell CF, Schmitt C, Guglieri M, Straub
V, et al. The burden of Duchenne muscular dystrophy: an inter-
national, cross-sectional study. Neurology. 2014;83:529–36.

51. Regensburger AP, Fonteyne LM, Jüngert J, Wagner AL, Gerhalter
T, Nagel AM, et al. Detection of collagens by multispectral
optoacoustic tomography as an imaging biomarker for Duchenne
muscular dystrophy. Nat Med. 2019;25:1905–15.

548 C. Kupatt et al.


	Genome editing for Duchenne muscular dystrophy: a glimpse of the future?
	Abstract
	The clinical problem of Duchenne muscular dystrophy
	Evolving gene-therapeutic options
	Animal experiments for DMD gene editing therapy: proof of principle and challenges
	Intein-split Cas9
	In vitro and in�vivo genome editing experiments
	Economic burden
	Summary
	Compliance with ethical standards

	ACKNOWLEDGMENTS
	References




