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The Editor-in-chief has retracted this article because after the
publication of the article, a reader noted that erroneous con-
figurations were used for molecular docking calculations.
Additionally, the publisher found that the structures presented
in Table 1 are incorrect due to errors made during the pub-
lication of the article. However, PubChem CIDs displayed in
Table 1 remain the same. Further investigation by the Journal
found discrepancies in the structures of compounds in Table 1
(derived from PubChem) and the articles cited in PubChem
[1–3]. Therefore, the molecular docking calculations pre-
sented in this manuscript do not correspond to the anti-
bacterial activity reported in cited articles [1–3]. Additionally,
these discrepancies and errors substantially affect the findings
and conclusions of the article. Therefore, the Editor-in-Chief
has lost confidence in the data of the article.

● The oxime structures of compounds 1–11 are syn in [1]
and anti in PubChem.

● The oxime structures of compounds 12, 13, 15–21, and
23–30 are syn in PubChem and in Refs. [2, 3]. However,

absolute configurations of the β-lactam of compounds
12, 13, 15–21, and 23–30 retrieved from 3D structures
(PubChem) were found to be wrong. The correct
configurations should be 6R,7R because they are
cephalosporin derivatives.

None of the authors have responded to any correspon-
dence from the publisher or Editor in Chief regarding the
final version of this retraction.
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