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A combination of a cell penetrating peptide and a protein
translation inhibitor kills metastatic breast cancer cells
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Cell Penetrating Peptides (CPPs) are promising anticancer and antimicrobial drugs. We recently reported that a peptide derived
from the human mitochondrial/ER membrane-anchored NEET protein, Nutrient Autophagy Factor 1 (NAF-1; NAF-1%4%7), selectively
permeates and kills human metastatic epithelial breast cancer cells (MDA-MB-231), but not control epithelial cells. As cancer cells
alter their phenotype during growth and metastasis, we tested whether NAF-1%4~” would also be efficient in killing other human
epithelial breast cancer cells that may have a different phenotype. Here we report that NAF-1457 is efficient in killing BT-549, Hs
578T, MDA-MB-436, and MDA-MB-453 breast cancer cells, but that MDA-MB-157 cells are resistant to it. Upon closer examination,
we found that MDA-MB-157 cells display a high content of intracellular vesicles and cellular protrusions, compared to MDA-MB-231
cells, that could protect them from NAF-1*57, Inhibiting the formation of intracellular vesicles and dynamics of cellular protrusions
of MDA-MB-157 cells, using a protein translation inhibitor (the antibiotic Cycloheximide), rendered these cells highly susceptible to
NAF-1%4-%7, suggesting that under certain conditions, the killing effect of CPPs could be augmented when they are applied in
combination with an antibiotic or chemotherapy agent. These findings could prove important for the treatment of metastatic
cancers with CPPs and/or treatment combinations that include CPPs.
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INTRODUCTION
Cell Penetrating Peptides (CPPs) are small peptides that penetrate
the plasma membrane (PM) of cells via energy dependent
(endocytosis) or energy independent (direct permeation) mechan-
isms [1, 2]. They are often used in medicine as cargo carriers of
other drugs into cells, and/or as direct cell killers. Several different
CPPs have been successfully used as antimicrobial or anticancer
drugs, and CPPs in general are considered a promising avenue of
therapy for numerous diseases and conditions [3, 4]. CPPs are
sometimes derived from the membrane translocation machinery
of proteins, or from naturally occurring antimicrobial peptides.
Examples include the antimicrobial peptide buforin llb that shows
significant anticancer activity, the Membrane Targeting Peptide
NeuNT (MTP-NeuNT) that disrupts the tyrosine kinase epidermal
growth factor receptor ErbB2 dimer killing cancer cells, and the
p53(15)Ant peptide, derived from p53 [5-7]. Another group of
anticancer peptides are the naturally occurring antimicrobial Pore-
Forming Peptides (PFPs) [8], that assemble on the PM of cells
generating pores and killing cancer cells; however, without
considerable specificity.

For CPPs or PFPs to be efficient as anticancer drugs, they must
demonstrate a high degree of specificity, targeting and killing
cancer cells without affecting healthy cells. Both hybrid and

combination CPP drug strategies [9-11], as well as CPP-
nanoparticle drug combination strategies [12-14] were used to
increase specificity and lethality of CPPs. However, more studies
that refine our understanding of CPP’s mode of function, and/or
propose novel and/or targeted avenues for their delivery, are
needed [1-4].

We recently reported that a peptide derived from the human
mitochondrial- and ER membrane-anchored NEET protein, Nutri-
ent Autophagy Factor 1 (NAF-1; CISD2), containing an N-terminal
transmembrane hydrophobic segment and a charged C-terminal
part (NAF-1*4"%7), selectively kills epithelial breast cancer cells
without affecting control epithelial cells [15]. NAF-1*4"%7 selec-
tively permeates through the PM of metastatic human epithelial
breast cancer cells (MDA-MB-231), but not control epithelial cells
(MCF-10A) and targets the mitochondria and ER membranes of
cancer cells causing the release of cytochrome c¢ and the
activation of apoptotic and ferroptotic cell death pathways (only
in cancer cells) [15]. This effect is most likely linked to the function
of NAF-1 in regulating multiple apoptotic/ferroptotic/autophagy
pathways in cells, and its interactions with BCL-2 family members,
that are disrupted in cancer cells upon treatment with the peptide
[15]. We further reported that NAF-145 specifically permeates
cancer cells via a direct permeation (i.e, energy independent)
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Fig. 1 Susceptibility of triple-negative epithelial breast cancer cell lines to the NAF-1*457 peptide. A Time course line graph analysis of cell
death induction measured with propidium iodide (Pl) in response to treatment with 15 uM of NAF-1*4"%’, B Bar graphs showing statistical
analysis of cell death induced by the peptide at 5 h post peptide application. Detailed description of the different cancer cell lines used in the
figure is shown in Table S1. The different cancer cell lines are compared to the control epithelial breast cell line MCF-10A. All experiments were
repeated at least 3 times with 3 different technical repeats per cell line. Statistical significance was determined using one-way ANOVA. NAF-1

nutrient autophagy factor 1, Pl propidium iodide, AU arbitrary units.

mechanism [15, 16], and that it significantly decreases tumor
growth in an in vivo xenograft mice model system of human
triple-negative breast cancer MDA-MB-231 tumors; without
causing negative side effects to control healthy mice [15].

As cancer cells may alter their phenotype during growth and/or
metastasis (e.g., the Epithelial-Mesenchymal Transition; EMT
transition) [17, 18], and/or display large variability in PM
composition, even within the same sub group of cancers (e.g.,
[19, 20]), we wanted to test whether NAF-14"%7, that permeates
cancer cells via a direct PM permeation mechanism (that could
depend on membrane composition, volume, or structure [15, 16]),
would also be efficient in killing other human epithelial breast
cancer cells that may have a different phenotype, membrane
structures, or membrane composition, compared to MDA-MB-231
[19]. Here we report that NAF-1%4"%7 is efficient in killing BT-549, Hs
578T, MDA-MB-436, and MDA-MB-453 cancer cells, but that MDA-
MB-157 cells are resistant to it. We further reveal that MDA-MB-
157 cells display a high content of intracellular vesicles and cellular
protrusions, compared to MDA-MB-231 cells, that could serve as a
physical barrier against NAF-1*4"%7_ Inhibiting the formation of
intracellular vesicles and the dynamics of cellular protrusions of
MDA-MB-157 cells, using an antibiotic protein translation inhibitor
(i.e, Cycloheximide), rendered MDA-MB-157 cells highly suscep-
tible to the peptide, suggesting that, under certain conditions, the
killing effect of certain types of CPPs could be augmented when
they are applied in combination with specific antibiotic or
chemotherapy drugs that target membrane composition, struc-
ture, turnover, and/or function.

RESULTS

Susceptibility of different epithelial breast cancer cell lines to
NAF_144—67

NAF-1*"% was previously shown to kill MDA-MB-231 cells without
affecting control MCF-10A cells [15]. To determine the effect of NAF-
1*7%7 on other human epithelial breast cancer cell lines that may have
a different appearance or membrane composition [19, 20], we
obtained the epithelial breast cancer cell lines shown in Table S1
from ATCC (https://www.atcc.org/), and compared their survival in the
presence or absence of NAF-1*%7 (15 uM) to that of MCF-10A and
MDA-MB-231 (Fig. 1). MDA-MB-436 (a primary carcinoma cell line), and
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BT-549 and MDA-MB-453 (metastatic cell lines), displayed the highest
susceptibility to NAF-1**%7, while Hs-578T (a primary carcinoma cell
line), was about as sensitive as metastatic MDA-MB-231 to NAF-1%+57
(Fig. 1). In contrast, the metastatic cell line MDA-MB-157 appeared to
be resistant to NAF-1*"%” and displayed a similar response to the
peptide as control MCF-10A cells (Fig. 1). These results suggest that the
MDA-MB-157 cell line is resistant to NAF-1447,

Dose-dependent effect of NAF-1**%7 on MDA-MB-231, MCF-
10A, and MDA-MB-157

To further study the response of MDA-MB-157 to NAF-1447%7, we
focused on this cell line and compared its resistance to different
concentrations of NAF-1*"%7, applied over a longer time period
(0-50 h, Fig. 2, as opposed to 6 h shown in Fig. 1). Application of 0
or 5 uM of NAF-1*%7 did not cause a significant increase in cell
death of MDA-MB-231, MCF-10A, or MDA-MB-157 (Fig. 2A, B). In
contrast, application of 10 or 15 uM NAF-1*% caused cell death
in the MDA-MB-231 cell line without affecting MCF-10A or MDA-
MB-157 (Fig. 2C, D). Application of 30 uM NAF-144"%7 caused some
level of cell death in MDA-MB-157, that was higher after 10 h of
exposure, compared to MCF-10A, but still much lower compared
to MDA-MB-231 (Fig. 2E). The findings shown in Fig. 2, suggest
that the resistance of MDA-MB-157 to NAF-1***" could be
partially overcome using a higher concentration of the peptide.
Considering the energy-independent mode of NAF-1*"%7 entry
into cancer cells [15, 16], this finding could suggest that compared
to MDA-MB-231, or the other epithelial breast cancer cell lines
tested (Fig. 1), the PM of MDA-MB-157 has a higher ability to block
the peptide from entering cells, and/or retain the peptide in
vesicles/smembrane structures inside or outside MDA-MB-157,
preventing it from reaching the cytosol and mitochondria.

Phenotype of MDA-MB-231, MCF-10A, and MDA-MB-157 cells
The membrane composition of the MDA-MB-157 cell line was
previously found to be different than that of MDA-MB-231 [19].
However, the membrane composition of several other cell lines,
that were susceptible to NAF-1**"%” (Fig. 1 and Table S1) is also
different from that of MDA-MB-231 [19, 21-24], suggesting that
membrane composition might not be a major player in
determining susceptibility to NAF-1*4"%7. We therefore focused
on structural differences between the different cell lines that could

Cell Death Discovery (2023)9:325


https://www.atcc.org/

A 0 M

5 1.2] S 1.2

< 141 O MCF-10A P

8 1o/ ™ MDAMB-231 g 0]

§ A  MDA-MB-157 § 0.8

7] | 7]

g 08 § 0.6

2 o6 € g4

$ 04 % 0.0219
4 02! — = —

(] (]

g g 0.2 0.5391 0.5391

] © 1

13 € 0.1+

5 6 -

P-4 -4 0-

. \ «
Time (hrs) & P8
& @&
& S
&F &
AR
10 pM

CA 5 12
D 1.2
s s 1.0

[] . 0.5999
@ o
g 10 c 0.0002  0.0005
o 8 i
o 3 08
»n 08 ]
(] —
S S
2 06 = 06
o o
o
g 0.4 g 0.4
N %
© 0.2
g 02 E
5 ! eooos 2
O 46 B Mot 1ate 18 2 26 OO Py
ot N
Time (hrs) &S é\i‘-’ @°’
¢ N N
&F &
AR\

E 30 uM 0.0003
— S51.2 <0.0001
3 s <0.0001
=~ ]

[ o 1.01
(%) =4
s ]
2 0.8
g 208
5 s
3 206
= T
T 0.4
2 I
—_— A
‘s g0.2
g 5
e A T L L
NA
Time (hrs) ;\Qv RN
& ¥
@ A A
& &
AR\

L. Rowland et al.

B 5puM
S5 1.2 3 1.2
< < |
° 1.0
3 10 g
c c
[} 8 0.8
(%]
»n 0.8 0 R
o 2 0.6
6 5 o
2 06 2 ]
= = 0.4
o o J
g 0.4 8 0.2 0.0007
N N 92 0.0165 0.3064
= = Q0165 03084
[} 0.2 E 4
E” £ 011
S st o 0
Z 50 o Z s
00 2 4 6 B 0 12 14 16 18 20 22 24 00T
. N A
Time (hrs) ;&v a2 e
& &
Y ¥ ¥
AR\
D 15 uM
5 12] = 1.2
=) =)
< <
8 10 @ 1.0{ oo
c c 0.0001 0.0001
[ Q i
& 0.8 S 0.8
o <
o ]
3 061 S 0.6
= =
o o
o 0.4 - 0.4
S N
T 02l S 0.2
g 02 g
c & toes O
N s t i nRunagn %0 N
\'ad N
Time (hrs) NI
& ¥
Y ¥ KX
AN

Fig. 2 Dosage effect of the NAF-1*"%7 peptide on MCF-10A, MDA-MB-231, and MDA-MB-157 cells. A-E Time course line graph analyses
(left) and bar graphs showing statistical analyses of cell death at 24 h (right) induced in MCF-10A, MDA-MB-231 and MDA-MB-157, by the
application of 0 (A), 5 (B), 10 (C), 15 (D), and 30 (E) pM of NAF-1+57_ All experiments were repeated at least 3 times with 3 different technical
repeats per cell line. Statistical significance was determined using one-way ANOVA. NAF-1 nutrient autophagy factor 1, Pl propidium iodide,

AU arbitrary units.

explain the resistance of MDA-MB-157 cells to NAF-1**%7 (Fig. 3).
This analysis revealed that compared to MCF-10A or MDA-MB-231,
MDA-MB-157 cells contained a higher number of intracellular
vesicles (Fig. 3A, B). Although, MDA-MB-157 cells had a slower
mobility compared to MCF-10A or MDA-MB-231 (Fig. 3C), they
displayed longer and more frequent protrusions that appeared to
exchange membrane and/or other cellular material between cells
(Fig. 3D, E and Movies S1-S3). This phenotype suggested that
MDA-MB-157 cells could have a more dynamic metabolic,
cytoskeleton, and/or membrane synthesis activity(s), compared
to MCF-10A or MDA-MB-231, and/or contained a higher volume of

Cell Death Discovery (2023)9:325

overall membrane material (Fig. 3 and Movies S1-S3). The findings
presented in Fig. 3 and Movies S1-S3 suggest that the resistance
of MDA-MB-157 to NAF-1**"%" could result from a higher turnover
rate of membranes and/or the formation of vesicles and/or cellular
protrusions that absorb the peptide and do not allow it to enter
the cytosol. This possibility is in agreement with the findings that a
high concentration of the peptide (30 uM) was able to decrease
the survival of MDA-MB-157 cells (Fig. 2E), potentially a result of
overcoming the physical membrane barriers of MDA-MB-157 cells
(Fig. 3 and Movies S1-S3) that prevent the peptide from entering
and killing it.

SPRINGER NATURE
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Fig. 3 Phenotypic characterization of MCF-10A, MDA-MB-231, and MDA-MB-157 cells growing in the absence of the peptide.
A Representative images of the different cell lines, imaged with the plasma membrane (PM) fluorescent dye SynaptoRed™ C2 (top), or with
the PM dye and phase contrasting (bottom). B-E Bar graphs showing the average number of vesicles per cell (B), cell velocity (C), length of cell
protrusions (D), and rate of cell protrusion formation (E). All experiments were repeated at least 3 times with 3 different technical repeats per
cell line (each containing 50 different microscopic images). Statistical significance was determined using one-way ANOVA. PM plasma

membrane.

The effect of NAF-1%*"57 on the mitochondria of MDA-MB-231,
MCF-10A, and MDA-MB-157 cells

A hallmark of the cancer killing activity of NAF- towards
MDA-MB-231 cancer cells is the extensive structural damage it
causes their mitochondria; that is absent in control MCF-10A cells
[15]. To test whether the failure of NAF-1*57 to kill MDA-MB-157
was reflected in the degree of mitochondrial damage induced in
these cells by the peptide, we compared the structure of
mitochondria observed by transmission electron microscopy
(TEM) analysis between treated and untreated MCF-10A, MDA-
MB-231, and MDA-MB-157 cells (Fig. 4). Compared to the
destructive impact of NAF-1*"%7 (15 uM) on the mitochondria of

44-67
1
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MDA-MB-231 cells, the peptide had no apparent effect on the
mitochondria of MCF-10A or MDA-MB-157 cells (Fig. 4A, B), further
supporting the possibility that it is unable to enter the cytosol of
MDA-MB-157 cells at this concentration (Figs. 2—-4).

Binding of NAF-1**"%7 to the plasma membrane of MDA-MB-
231, MCF-10A, and MDA-MB-157 cells

The findings presented in Figs. 2-4 suggest that NAF- s
unable to penetrate MDA-MB-157 cells when applied at a
concentration of 15 uM. To directly test this possibility, we labeled
the NAF-1*%7 peptide with fluorescein at its N-terminal and
incubated the labeled peptide with MDA-MB-231, MCF-10A, and

44-67
14467
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Fig. 4 Transmission electron microscopy (TEM) analysis of mitochondrial damage induced in MCF-10A, MDA-MB-231, and MDA-MB-157
cells by the NAF-144-¢7 J)eptide (15 pM). A representative TEM images of mitochondria from the different cell lines in the absence or
presence of the NAF-1*"%7 peptide. B Statistical analysis of the amount of normal or abnormal mitochondria in the different cell lines under
control conditions or following treatment with 15puM of the NAF-1**%" peptide. Abnormal mitochondria were defined as swollen
mitochondria with damaged or missing crista (damaged mitochondria). All experiments were repeated at least 3 times with 3 different
technical repeats per cell line (each containing 50 different microscopic images). Statistical significance was determined using one-way

ANOVA. NAF-1 nutrient autophagy factor 1.

MDA-MB-157 cells for 30 min. We then quantified the amount of
labeled peptide found on the PM or inside cells [15]. While labeled
NAF-1*%” could be found inside, and attached to, the PM of
MDA-MB-231 cells (as previously reported [15]), it was primarily
detected attached to the PM of MDA-MB-157 cells (Fig. 5A, B).
Although some peptide could be detected inside of MDA-MB-157
cells, the levels of NAF-1**"%7 found inside MDA-MB-157 cells were
much lower compared to those found inside MDA-MB-231 cells
(Fig. 5A, B). Because the peptide did not induce damage to the
mitochondria of MDA-MB-157 cells (Fig. 4), it is possible that the
peptide found inside of MDA-MB-157 cells was attached to
vesicles, of PM origin (Fig. 3B). As previously reported [15], the
labeled NAF-1*57 peptide was not detected inside of MCF-10A
cells (Fig. 5A). Taken together, the results shown in Figs. 2-5A
suggest that, in contrast to MDA-MB-231, NAF-1**%" (at a
concentration of 15 uM) is unable to penetrate the PM of MDA-

Cell Death Discovery (2023)9:325

MB-157 cells, potentially due to the high membrane turnover/
vesicle/protrusions activity of these cells (Fig. 4 and Movies S1-S3).

A combined treatment of MDA-MB-157 cells with NAF-1%%-¢7
and Cycloheximide decreases the vesicle content and cellular
protrusions of MDA-MB-157 cells and renders them
susceptible to treatment with a low dose of NAF-1%4"%7

To test the possibility that MDA-MB-157 cells are evading NAF-1
peptide toxicity due to their enhanced membrane turnover/high
vesicle content and/or the formation of protrusions, we treated MDA-
MB-231, MCF-10A, and MDA-MB-157 cells with NAF-1*%7 (15 uM) in
the presence or absence of the eukaryotic protein synthesis antibiotic
inhibitor Cycloheximide (CHX; 100 uM). As opposed to untreated
MDA-MB-157 cells, incubated with the labeled peptide (15 puM; Fig.
5A, B), the CHX treatment resulted in more of the peptide being
detected inside of MDA-MB-157 cells (Fig. 5C, D); suggesting that CHX

SPRINGER NATURE
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Fig. 5 Binding of the NAF-1**"%7 peptide to the membranes of MCF-10A, MDA-MB-231, and MDA-MB-157 cells in the presence or absence
of cycloheximide. A Representative images of the different cell lines treated with a 5(6)-carboxyfluorescein-labeled peptide (FI-NAF-1%4-%7; N-
termini; 15 pM). Top panels show fluorescein fluorescence, middle panels show plasma membrane (PM) fluorescent dye SynaptoRed™ C2
staining, and bottom panels show a merge of the top two with phase contrasting. B Bar graphs and statistical analyses showing the amount of
fluorescence (FI-NAF-1*4"%) at the cell membrane or intracellularly, in the different cell lines. C, D Same as A, B but in the presence of 100 uM
cycloheximide. All experiments were repeated at least 3 times with 3 different technical repeats per cell line (each containing 50 different
microscopic images). Statistical significance was determined using one-way ANOVA. NAF-1 nutrient autophagy factor 1, Fl fluorescein, PM

plasma membrane, AU arbitrary units.

treatment can suppress the ability of MDA-MB-157 cells to block or
delay the entry of the peptide into their c;ltosol (Figs. 1-5), thereby
enhancing the killing effect of NAF-1*%" (at 15 uM). To test this
possibility, we measured cell death of MCF-10A, MDA-MB-231, and
MDA-MB-157 in the presence or absence of NAF-1*"%7, CHX, and
NAF-1%-57 4 CHX (Fig. 6 and Movies $4-512).

While treatment of MDA-MB-157 cells with the peptide (15 uM), or
CHX (100 uM), did not cause cells death, treatment of MDA-MB-157
cells with a combination of NAF-1%*"57 (15 uM) + CHX (100 M) caused
these cells to die (Fig. 6C and Movies S4-56). In contrast, treatment of

SPRINGER NATURE

MCF-10A with NAF-1*%7 (15 uM) and/or CHX (100 uM) did not result
in enhanced cell death (Fig. 6A and Movies S7-59), and treatment of
MDA-MB-231 with the peptide in the presence or absence of CHX
caused these cells to die (Fig. 6B and Movies S10-512).

To test whether the treatment of MDA-MB-157 cells with CHX
(100 uM) caused these cells to have fewer vesicles and/or produce
less cellular protrusions, we studied the cell velocity, vesicle
content, protrusion length, and rate of protrusion formation in
MCF-10A, MDA-MB-231, and MDA-MB-157 cells in the presence or
absence of CHX (100 uM; Fig. 7). This analysis revealed that cell

Cell Death Discovery (2023)9:325
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Fig. 6 The effect of NAF-1*%7, cycloheximide (CHX), or NAF-14%-%7 - CHX on cell death of the MCF-10A, MDA-MB-231, and MDA-MB-157
cell lines. A-C Time course line graph analyses (left) and bar graphs showing statistical analyses of cell death at 20 h (right) induced in MCF-

10A (A), MDA-MB-231 (B) and MDA-MB-157 (C), by the application of NAF-14

7 CHX, or NAF-1%4"%7 - CHX. All experiments were repeated at

least 3 times with 3 different technical repeats per cell line. Statistical significance was determined using one-way ANOVA. CHX cycloheximide,
NAF-1 nutrient autophagy factor 1, Pl propidium iodide, AU arbitrary units.

velocity, vesicle content, protrusion length, and rate of protrusion
formation were suppressed in all cell lines by the CHX treatment
(Fig. 7 and Movies S1-S3, S5, S8, S11). Of particular importance
was the observation that the suppression of protrusion length and
rate of protrusion formation in MDA-MB-157 cells by CHX brought
the activity level of these cells to that of untreated (and peptide
susceptible; Figs. 1, 2, and 6) MDA-MB-231 cells (Fig. 7D, E). Taken
together, the findings presented in Figs. 5-7 suggest that the
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effect of CHX on the susceptibility of MDA-MB-157 to NAF-1%+%7
correlates with the effects of CHX on vesicle content, and rate of
formation and length of cellular protrusion of these cells.

DISCUSSION
Cancer cells can become resistant to different drugs/peptides
through multiple routes (sometimes referred to as ‘escape’
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Fig.7 The effect of cycloheximide (CHX) on the phenotype of MCF-10A, MDA-MB-231, and MDA-MB-157 cells. A Representative images of
the different cell lines imaged by phase contrasting. Arrows indicate cellular protrusions. B-E Bar graphs showing the effect of CHX (100 pM)
on the average number of vesicles per cell (B), cell velocity (C), length of cell protrusions (D), and rate of cell protrusion formation (E). All
experiments were repeated at least 3 times with 3 different technical repeats per cell line (each containing 50 different microscopic images).
Statistical significance was determined using one-way ANOVA. CHX cycloheximide.

mechanisms). These could involve blocking the entry of the drug/
peptide, enhancing its active export, chemically modifying/
degrading it inter- or intra-cellularly, partitioning/sequestering
the drug/peptide away from its target, mutating, modifying, or
eliminating the drug/peptide target, and/or bypassing the drug/
peptide target function by activating alternative pathways. These
mechanisms give rise to metastatic, drug-resistant, cancers, such
as some of the ones addressed in this study (e.g., those
represented by the MDA-MB-231 and MDA-MB-157 cell lines),
that are associated with poor prognosis. Using novel drug
combination therapies, such as the combination of CHX and
NAF-1%4"%7, proposed by this study (Fig. 8), is therefore critical to
our success in fighting metastatic cancers.

NEET proteins play a key role in the regulation of iron, iron-
sulfur, and reactive oxygen species (ROS) metabolism and
signaling in cancer cells [25-29]. RecentLy, a CPP derived from
the NEET protein CISD2/NAF-1 (NAF-1*°7) was shown to have
promising anticancer activity against MDA-MB-231 cells and
tumors in both in vitro and in vivo model systems [15, 16]. Here
we show that NAF-1*4"%7 is also effective against several other
types of breast cancer cells, but that one type, MDA-MB-157, is
resistant to it (Figs. 1, 2, and 6). Like MDA-MB-231, MDA-MB-157 is
classified as triple-negative/basal-B mammary carcinoma breast
cancer cell line. The two cell lines show significant similarities (e.g.,
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[30-32]), as well as differences (e.g., [19, 33-36]), in their responses
to chemotherapy agents, molecular mechanism function, and
even membrane composition. Here we show that they are also
different in their degree of susceptibility to the NAF-144"%7 peptide
(Figs. 1, 2, and 6). We further show that this difference could result
from differences in vesicle content, and/or the presence of PM
protrusions, between MDA-MB-231 and MDA-MB-157 (Figs. 3 and
7 and Movies S1-S3). The high membrane activity of MDA-MB-157
(Figs. 3 and 7 and Movies S1-S3), that is likely accompanied by a
higher rate of membrane turnover and/or a higher overall volume
of membranes, could therefore prevent the NAF-1*45 peptide
from entering cells (Figs. 4-7). We further show that treatment of
MDA-MB-157 cells with the protein synthesis inhibitor CHX
(100 uM) that decreases vesicle content, as well as rate of
extension and overall length of cellular protrusions, renders these
cells susceptible to the peptide (Figs. 5-7). In support of the
possibility that the membrane structures of MDA-MB-157 play an
important role in protecting these cells from the peptide is also
the finding that a higher dose of the peptide can negatively affect
(or ‘break’) the resistance of MDA-MB-157 cells to the peptide (Fig.
2E), potentially a result of the peptide starting to saturate the cell
membrane barriers and eventually entering cells. Our study
therefore supports a model in which the NAF-1*%" peptide
(15 M) can bind to the membranes of MDA-MB-157 cells, but
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Fig. 8 A hypothetical model for the effects of the NAF-14457
peptide on MCF-10A, MDA-MB-231, and MDA-MB-157 cells in the
presence or absence of cycloheximide. The barrier of control MCF-
10A cells to the peptide is shown to be unaffected by cycloheximide
(CHX) and these cells are resistant to the peptide in the presence or
absence of CHX. In contrast, MDA-MB-231 cells cannot block the
peptide from entering and are susceptible to the peptide in the
presence or absence of CHX. In the absence of CHX, MDA-MB-157
cells can block the peptide from entering and are therefore more
resistant to it than MDA-MB-231 cells. However, in the presence of
CHX, MDA-MB-157 cells are unable to block the peptide from
entering and are sensitive to it. The model supports the use of a cell
penetrating peptide-antibiotic/chemotherapy combination treat-
ment against primary and metastatic cancer cells. CHX cyclohex-
imide, NAF-1 nutrient autophagy factor 1.

AT

cannot enter these cells, unless CHX (100 uM) is added (Figs. 4-6
and 8).

While combinations of CPPs and an antibiotic were shown to
have a positive effect on the antimicrobial activity of CPPs (e.g.,
[37-40]), very little is known about the potential anticancer activity
of combining CPPs with an antibiotic such as CHX. As the
mechanisms underlying the effects of the protein synthesis
inhibitor CHX on the efficacy of the NAF-1*5" peptide, appear
to involve suppressing the formation of PM protrusions and/or
vesicle content (Fig. 7), it is important to note that PM protrusions
are associated with enhanced metastatic activity of cancer cells.
Increased PM protrusions elicited by growth factor stimulation
was shown to play a critical role in the dissemination and
metastasis of solid tumors (e.g., [41]), and tubulin-enriched
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membrane protrusions were shown to facilitate tumor cell
reattachment to endothelial layers (e.g., [42]). As these structures
could present a physical barrier for treatments with CPPs
(especially energy-independent CPPs like NAF-1%457) [15, 16],
the potential solution presented in this work, of combining CPPs
with an antibiotic protein synthesis inhibitor (NAF-1457 + CHX;
Figs. 5-7), could represent a viable combination therapy that
enhances the efficacy of CPPs towards metastatic cancers (Fig. 8).
In addition to protein synthesis inhibitors such as CHX, several
different chemotherapy agents that target the active metabolic
rate of cancer cells could have a similar effect, enhancing the
killing effect of CPPs like NAF-1**%7. Our findings therefore
propose a new approach of using a combination of a CPP with an
antibiotic protein synthesis inhibitor/chemotherapy agent, to
target metastatic cancer cells that have a high PM activity (i.e.,
high content of vesicles and PM protrusions), that could physically
shield them from certain CPPs (Fig. 8).

Although our results support a model in which the protein
synthesis inhibitor treatment suppresses the formation of PM
physical barriers against the peptide (Figs. 5-8; also supported by
the effect of a higher dose of the peptide; Fig. 2E), we cannot rule
out the possibility that CHX inhibited the synthesis of certain anti
apoptosis/ferroptosis proteins that are unique to MDA-MB-157 cells,
decreased the content of certain membrane-associated proteins
involved in the binding/penetration of the peptide into cells,
decreased the rate of active sequestrations, expulsion, or degrada-
tion of the peptide, and/or altered the membrane composition of
these cells, decreasing their resistance to the NAF-1*"°7 peptide.
Given the energy-independent mode of NAF-144"57 penetration into
cells [15, 16], the dose effect of the peptide on MDA-MB-157 cells,
suggesting a breaking of resistance at higher concentrations (Fig. 2),
the fact that the peptide was detected attached to the PM of MDA-
MB-157 cells in the presence or absence of CHX (Fig. 5), and the fact
that the peptide did not cause damage to the mitochondria of
MDA-MB-157 (in the absence of CHX; Fig. 4), we believe that a
membrane structural barrier effect is a more plausible explanation
for the effect of the protein synthesis inhibitor CHX on the
resistance of MDA-MB-157 to NAF-1**%7 (Fig. 8). NAF-1**%7 is
therefore able to bind to the membranes of MDA-MB-157, but it
cannot enter these cells, unless CHX is added (Fig. 8). Our findings
further support a model in which a cooperative process (i.e,
multiple peptides acting together), or a very strong sequestration
process by MDA-MB-157 cells (to the point of saturation), impact the
killing effect of the peptide on MDA-MB-157 cells. Further studies
are of course needed to refine our understanding of the mode of
function of NAF-1%4"%7 - CHX (or NAF-1*5%7chemotherapy) com-
bination treatments, their efficacy in in vivo model systems, and the
molecular mechanisms underlying them. The results presented in
the current study support future efforts into these studies, as well as
promote the concept of using a CPP and protein synthesis inhibitor/
chemotherapy combination therapy as a drug combination
treatment for different metastatic epithelial cancers. In addition,
they may also help to pinpoint possible origins for the selectivity of
other peptides in cancer treatment.

MATERIALS AND METHODS

Cells cultures

All cell lines were received from the American Type Culture Collection
(ATCC https://www.atcc.org/; Table S1). Hs 578 T was grown in DMEM HG
10% Fetal Bovine Serum (FBS) from Sigma (https://www.sigmaaldrich.com)
plus Penicillin-Streptomycin (10,000 U/ml; Gibco/ThermoFisher https://
www.thermofisher.com). BT-549, MDA-MB-231, MDA-MB-436, MDA-MB-
157, and MDA-MB-453 were grown in RPMI-1640 10% FBS plus Penicillin-
Streptomycin (10,000 U/mil; Gibco/ThermoFisher https://
www.thermofisher.com). MCF-10A was grown according to ATCC proce-
dures with 10% FBS and (100,000 U/ml Penicillin/Streptomycin). All cells
were grown at 37 °C in a humidified Incubator at 5% CO, (Binder-
www.binder-world.com).
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Peptide

The NAF-1**"%" peptide FLGVLALLG(Y)LAVRP(F)LPK(K)KQQK; parenthesis
correspond to the D enantiomer form of the amino acid) was synthesized
by EZ Biolabs (http://www.ezbiolab.com). The NAF-1**%" peptide was
prepared from powder at a stock concentration of 200 uM in sterile saline.
Final concentrations were reached in the appropriate media prior to each
experiment [15].

Cell death measurement

15,000 cells were plated per well and allowed to grow in a 96 well plate for
three days prior to the experiments (in their appropriate media as
described above). The day of the measurements, the media was replaced
with phenol red free DMEM with 100,000 U/ml Penicillin/Streptomycin and
Propidium iodide (PI; Excitation 531 nm emission 593 nm; Invitrogen/
ThermoFisher; https://www.thermofisher.com) at a concentration of
0.1mg/ml in the presence or absence of the NAF-1**"%” peptide at
concentrations of 0, 5, 10, 15, or 30 uM of the NAF-1*4"%7 peptide. Cells
were then imaged and quantified for cell death overtime using a BioTek
Lionheart FX (BioTek; https://www.biotek.com) apparatus at 37 °C, 5% CO,
under humidified conditions.

Vesicles labeling

In a 96 well plate, 15,000 cells were plated per well and allowed to grow for
three days prior to the experiments. Cells were incubated with 5uM of
SynaptoRed™ C2 in DMEM cell culture media for 1 h then washed in DMEM
cell culture media, and vesicles were imaged using the BioTek Lionheart FX
(https://www.biotek.com) at 37°C, 5% CO, under humidified condition.
Excitation 596 nm and emission 615 nm were used. Image analysis and
quantification were conducted using ImageJ (https://www.nih.gov).

Peptide localization

The NAF-1*% peptide was labeled with 5(6)-carboxyfluorescein at its
N-termini as described in [15]. In a 96 well plate, 15,000 cells per well were
allowed to grow for three days prior to experiments. Vesicles and PM were
labeled with 5 uM of SynaptoRed™ C2 in DMEM cell culture medium for
1h and washed with DMEM cell culture media. The cells were then
incubated in phenol red free DMEM with 100,000 U/ml Penicillin/
Streptomycin with 15 uM of the peptide (FI-NAF-1*4"%7). The cells were
imaged using a BioTek Lionheart FX (https://www.biotek.com) apparatus at
37°C, 5% CO, under humidified condition using the following wavelengths
586/647 nm for the SynaptoRed™ C2 and 469/525 nm for FI-NAF-144¢
Image analysis and quantification were conducted using ImageJ (https://
www.nih.gov). Briefly, the fluorescence signal of FI- NAF-1*4"%” peptide was
overlapped with phase contrast images and the intensity of signal was
then discriminated between PM and intracellular localization.

Cell velocity and protrusions measurements

15,000 cells per well were allowed to grow in a 96 well plate for three days
prior to experiments. The cells were imaged for 5h using the BioTek
Lionheart FX (BioTek; https://www.biotek.com) at 37°C, 5% CO, under
humidified condition. Cell movements, protrusion length and formation
rate were analyzed using ImageJ (https://www.nih.gov) form phase
contrast images captured over time laps of 12 h with interval of 5min.

Transmission electron microscope (TEM)

All reagents for fixing the cells and TEM analysis were obtained from the
Electron Microscopy Core at the University of Missouri (https://
research.missouri.edu/electron-microscopy). Cells, plated at a density of
500,000 cells per well, were incubated in the presence or absence of the NAF-
1#4°%7 peptide (15 uM). At 0 and 6 h post peptide application, the media was
removed to collect any cells that may have detached. These cells were spun
down at 1200 rpm and fixed in 2% paraformaldehyde, 2% glutaraldehyde in
100 mM sodium cacodylate buffer at pH 7.35 (detached cells). The remaining
(adhered cells) were rinsed once in Phosphate Buffered Saline (PBS) and
fixed in 2% paraformaldehyde, 2% glutaraldehyde in 100 MM sodium
cacodylate buffer of pH 7.35 for 1 h. Cells were then gently scraped off the
plate and allowed to remain in the fixative buffer for another 30 min. The
cells were then removed, and the plates rinsed several times with fixative.
The detached, fixed, and washed cells were added to the adhered fixed cells
and cells were subjected to further processing and imaging as described in
[15] using the JEOL JEM 1400 transmission electron microscope (JEOL,
Peabody, MA, USA). Images were acquired at 80 kV using a Gatan Rio CMOS
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camera (Gatan, Inc, Pleasanton, CA), and quantification was conducted using
ImageJ (https://www.nih.gov).

Image and statistical analysis

Images generated by the BioTek Lionheart FX (BioTek; https:/
www.biotek.com/) apparatus were processed using the manufacturer
analysis software BioTek Gen 5 version 3.08.01. The data obtained was
exported in excel format and analyzed using Graph Pad software version
9.4.1. ANOVA tests were performed using the GraphPad software version 9.

DATA AVAILABILITY

All data are included in the manuscript and Supplementary Material.

REFERENCES

1. Guidotti G, Brambilla L, Rossi D. Cell-penetrating peptides: from basic research to
clinics. Trends Pharmacol Sci. 2017;38:406-24.

2. Vale N, Duarte D, Silva S, Correia AS, Costa B, Gouveia MJ. et al. Cell-penetrating
peptides in  oncologic pharmacotherapy: a review. Pharmacol Res.
2020;162:105231.

3. Zorko M, Jones S, Langel U. Cell-penetrating peptides in protein mimicry and
cancer therapeutics. Adv Drug Deliv Rev. 2022;180:114044.

4. Derakhshankhah H, Jafari S. Cell penetrating peptides: a concise review with
emphasis on biomedical applications. Biomed Pharmacother. 2018;108:1090-6.

5. Lee HS, Park CB, Kim JM, Jang SA, Park IY, Kim MS, et al. Mechanism of anticancer
activity of buforin llb, a histone H2A-derived peptide. Cancer Lett.
2008;271:47-55.

6. Arpel A, Sawma P, Spenlé C, Fritz J, Meyer L, Garnier N, et al. Transmembrane
domain targeting peptide antagonizing ErbB2/Neu inhibits breast tumor growth
and metastasis. Cell Rep. 2014;8:1714-21.

7. Do TN, Rosal RV, Drew L, Raffo AJ, Michl J, Pincus MR, et al. Preferential induction
of necrosis in human breast cancer cells by a p53 peptide derived from the
MDM2 binding site. Oncogene. 2003;22:1431-44.

8. Jahanafrooz Z, Mokhtarzadeh A. Pore-forming peptides: a new treatment option
for cancer. Curr Med Chem. 2021;29:4078-96.

9. Wang C, Yang C, Chen YC, Ma L, Huang K. Rational design of hybrid peptides: a
novel drug design approach. Curr Med Sci. 2019;39:349-55.

10. Patel KD, De Zoysa GH, Kanamala M, Patel K, Pilkington LI, Barker D, et al. Novel
cell-penetrating peptide conjugated proteasome inhibitors: anticancer and
antifungal investigations. J Med Chem. 2020;63:334-48.

11. Arias M, Hilchie AL, Haney EF, Bolscher JG, Hyndman ME, Hancock RE, et al.
Anticancer activities of bovine and human lactoferricin-derived peptides1. Bio-
chem Cell Biol. 2016;95:91-98.

12. Wu H, You C, Chen F, Jiao J, Gao Z, An P, et al. Enhanced cellular uptake of near-
infrared triggered targeted nanoparticles by cell-penetrating peptide TAT for
combined chemo/photothermal/photodynamic therapy. Mater Sci Eng C.
2019;103:109738.

13. Wang X, Chen X, Yang X, Gao W, He B, Dai W, et al. A nanomedicine based
combination therapy based on QLPVM peptide functionalized liposomal
tamoxifen and doxorubicin against luminal A breast cancer. Nanomedicine.
2016;12:387-97.

14. Cai D, Gao W, He B, Dai W, Zhang H, Wang X, et al. Hydrophobic penetrating
peptide PFVYLI-modified stealth liposomes for doxorubicin delivery in breast
cancer therapy. Biomaterials. 2014;35:2283-94.

15. Sohn YS, Losub-Amir A, Cardenas AE, Karmi O, Yahana MD, Gruman T, et al. A
peptide-derived strategy for specifically targeting the mitochondria and ER of
cancer cells: a new approach in fighting cancer. Chem Sci. 2022;13:6929-41.

16. Cardenas AE, Drexler Cl, Nechushtai R, Mittler R, Friedler A, Webb LJ, et al. Peptide
permeation across a phosphocholine membrane: an atomically detailed
mechanism determined through simulations and supported by experimentation.
J Phys Chem B. 2022;126:2834-49.

17. Lamouille S, Xu J, Derynck R. Molecular mechanisms of epithelial-mesenchymal
transition. Nat Rev Mol Cell Biol. 2014;15:178-96.

18. Mittal V. Epithelial mesenchymal transition in tumor metastasis. Annu Rev Pathol.
2018;13:395-412.

19. He M, Guo S, Li Z. In situ characterizing membrane lipid phenotype of breast
cancer cells using mass spectrometry profiling. Sci Rep. 2015;5:1-13.

20. Szlasa W, Zendran |, Zalesinska A, Tarek M, Kulbacka J. Lipid composition of the
cancer cell membrane. J Bioenerg Biomembr. 2020;52:321-42.

21. Guardiola-Serrano F, Beteta-Gobel R, Rodriguez-Lorca R, Ibarguren M, Lépez DJ,
Terés S, et al. The triacylglycerol, hydroxytriolein, inhibits triple negative mam-
mary breast cancer cell proliferation through a mechanism dependent on
dihydroceramide and Akt. Oncotarget. 2019;10:2486-507.

Cell Death Discovery (2023)9:325


http://www.ezbiolab.com/
https://www.thermofisher.com
https://www.biotek.com/
https://www.biotek.com
https://www.nih.gov/
https://www.biotek.com/
https://www.nih.gov/
https://www.nih.gov/
https://www.biotek.com
https://www.nih.gov/
https://research.missouri.edu/electron-microscopy
https://research.missouri.edu/electron-microscopy
https://www.nih.gov/
https://www.biotek.com/
https://www.biotek.com/

22.

23.

24,

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

Antalis CJ, Arnold T, Rasool T, Lee B, Buhman KK, Siddiqui RA. High ACAT1
expression in estrogen receptor negative basal-like breast cancer cells is asso-
ciated with LDL-induced proliferation. Breast Cancer Res Treat. 2010;122:661-70.
Cavdarli S, Yamakawa N, Clarisse C, Aoki K, Brysbaert G, Le Doussal JM, et al.
Profiling of O-acetylated gangliosides expressed in neuroectoderm derived cells.
Int J Mol Sci. 2020;21:370.

Marijan S, Markoti¢ A, Masteli¢ A, Rezi¢-MuZzini¢ N, Pilkington LI, Reynisson J, et al.
Glycosphingolipid expression at breast cancer stem cells after novel thieno[2,3-b]
pyridine anticancer compound treatment. Sci Rep. 2020;10:1-12.

Mittler R, Darash-Yahana M, Sohn YS, Bai F, Song L, Cabantchik 1Z, et al. NEET
Proteins: a new link between iron metabolism, reactive oxygen species, and
cancer. Antioxid Redox Signal. 2019;30:1083-95.

Darash-Yahana M, Pozniak Y, Lu M, Sohn YS, Karmi O, Tamir S, et al. Breast cancer
tumorigenicity is dependent on high expression levels of NAF-1 and the lability
of its Fe-S clusters. Proc Natl Acad Sci USA. 2016;113:10890-5.

Holt SH, Darash-Yahana M, Sohn YS, Song L, Karmi O, Tamir S, et al. Activation of
apoptosis in NAF-1-deficient human epithelial breast cancer cells. J Cell Sci.
2016;129:155-65.

Sohn YS, Tamir S, Song L, Michaeli D, Matouk |, Conlan AR, et al. NAF-1 and
mitoNEET are central to human breast cancer proliferation by maintaining
mitochondrial homeostasis and promoting tumor growth. Proc Natl Acad Sci
USA. 2013;110:14676-81.

Lipper CH, Stofleth JT, Bai F, Sohn YS, Roy S, Mittler R, et al. Redox-dependent
gating of VDAC by mitoNEET. Proc Natl Acad Sci USA. 2019;116:19924-9.

Mu LH, Wang LH, Yu TF, Wang YN, Yan H, Liu P. et al. Triterpenoid saponin AG8 from
Ardisia gigantifolia Stapf. induces triple negative breast cancer cells apoptosis
through oxidative stress pathway. Oxid Med Cell Longev. 2020;2020:7963212
Castle J, Farnie G, Kirwan CC. PO-11 - Thrombin and cancer stem-like cells: in vitro
support for breast cancer anticoagulation. Thromb Res. 2016;140:5180.

Tate CR, Rhodes LV, Segar HC, Driver JL, Pounder FN, Burow ME, et al. Targeting
triple-negative breast cancer cells with the histone deacetylase inhibitor pano-
binostat. Breast Cancer Res. 2012;14:1-15.

Kim JH, Jung JH, Kim SH, Jeong SJ. Decursin exerts anti-cancer activity in MDA-
MB-231 breast cancer cells via inhibition of the Pin1 activity and enhancement of
the Pin1/p53 association. Phytother Res. 2014,28:238-44.

Oba T, Ono M, Matoba H, Uehara T, Hasegawa Y, Ito KI. HDAC6 inhibition
enhances the anti-tumor effect of eribulin through tubulin acetylation in triple-
negative breast cancer cells. Breast Cancer Res Treat. 2021;186:37-51.

Oba T, Ito K-I, Oba T, Ito K-I. Combination of two anti-tubulin agents, eribulin and
paclitaxel, enhances anti-tumor effects on triple-negative breast cancer through
mesenchymal-epithelial transition. Oncotarget. 2018;9:22986-3002.

Jones CB, Clements MK, Wasi S, Daoud SS. Sensitivity to camptothecin of human
breast carcinoma and normal endothelial cells. Cancer Chemother Pharmacol.
1997;40:475-83.

Randhawa HK, Gautam A, Sharma M, Bhatia R, Varshney GC, Raghava GP, et al.
Cell-penetrating peptide and antibiotic combination therapy: a potential alter-
native to combat drug resistance in methicillin-resistant Staphylococcus aureus.
Appl Microbiol Biotechnol. 2016;100:4073-83.

Cruz GS, Santos AT, dos, Brito EHSde, Radis-Baptista G. Cell-penetrating anti-
microbial peptides with anti-infective activity against intracellular pathogens.
Antibiotics. 2022;11:1772.

Kang HK, Park J, Seo CH, Park Y. PEP27-2, a potent antimicrobial cell-penetrating
peptide, reduces skin abscess formation during Staphylococcus aureus infections
in mouse when used in combination with antibiotics. ACS Infect Dis.
2021;7:2620-36.

David AA, Park SE, Parang K, Tiwari RK. Antibiotics-peptide conjugates against
multidrug-resistant bacterial pathogens. Curr Top Med Chem. 2018;18:1926-36.
Meyer AS, Hughes-Alford SK, Kay JE, Castillo A, Wells A, Gertler FB, et al. 2D
protrusion but not motility predicts growth factor-induced cancer cell migration
in 3D collagen. J Cell Biol. 2012;197:721-9.

Cell Death Discovery (2023)9:325

L. Rowland et al.

42. Whipple RA, Vitolo MI, Boggs AE, Charpentier MS, Thompson K, Martin SS. Par-
thenolide and costunolide reduce microtentacles and tumor cell attachment by
selectively targeting detyrosinated tubulin independent from NF-kB inhibition.
Breast Cancer Res. 2013;15:1-12.

ACKNOWLEDGEMENTS
We thank the Electron Microscopy Research Core Facility at the University of Missouri,
Columbia.

AUTHOR CONTRIBUTIONS
LR, H-BM, DG, and OK performed the experiments and analyzed the data. RM, H-BM,
LJW, AF, RN, and RE wrote the manuscript.

FUNDING

This work was supported by the National Institute of Health grant GM111364 (to RE,
LJW, and RM), the National Science Foundation (NSF)-Binational Science Foundation
(BSF) Grant NSF-MCB 1613462 (to RM) and BSF Grant 2015831 (to RN), and BSF grant
number 2020094 (to RE, LJW, AF, and RN).

COMPETING INTERESTS

The authors declare no competing interests.

ADDITIONAL INFORMATION

Supplementary information The online version contains supplementary material
available at https://doi.org/10.1038/541420-023-01627-3.

Correspondence and requests for materials should be addressed to Ron Mittler.

Reprints and permission information is available at http://www.nature.com/
reprints

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims
in published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons

5Y Attribution 4.0 International License, which permits use, sharing,
adaptation, distribution and reproduction in any medium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons license, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons license and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly
from the copyright holder. To view a copy of this license, visit http://
creativecommons.org/licenses/by/4.0/.

© The Author(s) 2023

SPRINGER NATURE

11


https://doi.org/10.1038/s41420-023-01627-3
http://www.nature.com/reprints
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/

	A combination of a cell penetrating peptide and a protein translation inhibitor kills metastatic breast cancer cells
	Introduction
	Results
	Susceptibility of different epithelial breast cancer cell lines to NAF-144–67
	Dose-dependent effect of NAF-144–67 on MDA-MB-231, MCF-10A, and MDA-MB-157
	Phenotype of MDA-MB-231, MCF-10A, and MDA-MB-157 cells
	The effect of NAF-144–67 on the mitochondria of MDA-MB-231, MCF-10A, and MDA-MB-157 cells
	Binding of NAF-144–67 to the plasma membrane of MDA-MB-231, MCF-10A, and MDA-MB-157 cells
	A combined treatment of MDA-MB-157 cells with NAF-144–67 and Cycloheximide decreases the vesicle content and cellular protrusions of MDA-MB-157 cells and renders them susceptible to treatment with a low dose of NAF-144–67

	Discussion
	Materials and methods
	Cells cultures
	Peptide
	Cell death measurement
	Vesicles labeling
	Peptide localization
	Cell velocity and protrusions measurements
	Transmission electron microscope (TEM)
	Image and statistical analysis

	References
	Acknowledgements
	Author contributions
	Funding
	Competing interests
	ADDITIONAL INFORMATION




