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Acute lung injury (ALI) carries a mortality rate of ~50% and is a hot topic in the world of critical illness research. Nuclear factor
erythroid 2-related factor 2 (Nrf2) is a critical modulator of intracellular oxidative homeostasis and serves as an antioxidant. The
Nrf2-related anti-oxidative stress is strongly associated with ferroptosis suppression. Meanwhile, telomerase reverse transcriptase
(TERT), the catalytic portion of the telomerase protein, is reported to travel to the mitochondria to alleviate ROS. In our study, we
found that TERT was significantly reduced in lung tissue of Nrf2−/− mice in the model of intestinal ischemia/reperfusion-induced
acute lung injury (IIR-ALI). In addition, MDA levels showed marked increase, whereas GSH and GPX4 levels fell drastically in ALI
models. Moreover, typical-related structural changes were observed in the type II alveolar epithelial cells in the IIR model. We
further employed the scanning transmission X-ray microscopy (STXM) to examine Fe levels and distribution within cells. Based on
our observations, massive aggregates of Fe were found in the MLE-12 cells upon OGD/R (oxygen and glucose deprivation/
reperfusion) induction. Additionally, Nrf2 silencing dramatically reduced TERT and SLC7A11 levels, and further exacerbated cellular
injuries. In contrast, TERT-overexpressing cells exhibited marked elevation in SLC7A11 levels and thereby inhibited ferroptosis.
Collectively, these data suggest that Nrf2 can negatively regulate ferroptosis via modulation of TERT and SLC7A11 levels. The
conclusion from this study brings insight into new candidates that can be targeted in future IIR-ALI therapy.
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INTRODUCTION
Ischemia reperfusion (IR) injury is a potential surgical compli-
cation that can inadvertently release cytotoxic agents from
ischemic tissues and inflammatory mediators and produce
secondary vascular disease [1]. This may ultimately result in
sepsis, systemic inflammatory response syndrome, and multi-
ple organ dysfunction syndrome [2]. Intestinal ischemia
reperfusion (IIR) can also lead to acute lung injury (ALI) and
can ultimately cause acute respiratory distress syndrome. It
carries a high mortality rate and is a major challenge to the
world of critical illness research [3–6].
Ferroptosis is a critical form of cell death that involves

destruction of the intracellular anti-oxidative process and
accumulation of massive amounts of reactive oxygen species
(ROS) in the mitochondria [7–10]. Furthermore, elevated
ferroptosis was shown to exasperate visceral dysfunction in
IR-induced renal and liver injury models [11, 12]. Unfortunately,
few studies have investigated the role of ferroptosis in the
distribution and content of iron (Fe) in the alveolar epithelial
cells during IIR-induced ALI (IIR-ALI).
Nuclear factor E2 related factor 2 (Nrf2) is a critical modulator of

oxidative homeostasis and is produced in response to elevated
oxidative stress. Nrf2 interacts with the antioxidant response
element (ARE) in the nucleus and exerts cellular protection by

targeting gene transcription and protein translation of antioxidant
and anti-inflammatory proteins [13–15]. It, therefore, regulates
critical cellular defense mechanisms and offers protection against
cerebral [16], liver [17], cardiac [18], and IIR damage [19, 20]. In a
recent study, Nrf2 silencing was shown to reverse ferroptosis
resistance normally seen with anti-tumor drug therapy [21–23].
But, its underlying mechanisms of ferroptotic regulation are not
fully understood.
Telomerase reverse transcriptase (TERT) is a rate-limiting

enzyme involved in telomere maintenance [24]. Overexpression
of the human TERT (hTERT) was shown to reduce oxidative stress-
induced intracellular ROS levels via elevation of the reduced/
oxidized glutathione ratio, thereby improving mitochondrial
function and cell survival [25]. However, whether TERT exerts an
indispensable effect on ferroptosis remains unknown.
Here, we examined cellular ferroptosis by exploring Fe

distribution and content in vitro IIR-ALI models, via a new
detection technique called scanning transmission X-ray micro-
scopy (STXM). We speculated that Nrf2 silencing during
ischemia induces ferroptosis via TERT and SLC7A11 modulation.
In addition, we evaluated whether TERT protected against
ferroptosis normally seen with IIR-ALI, via regulation of
SLC7A11. Our research will uncover potential therapeutic
targets in the management of IIR-ALI.
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RESULTS
II/R-induced ALI promotes ferroptosis
To explore the role of ferroptosis in the IIR-ALI model, we first
detected the endogenous ferric and ferrous levels in the lung
tissues of the IIR-ALI model. Total Fe, Fe2+, and Fe3+ levels in the
IIR mice were markedly higher, relative to the sham mice (Fig. 1A).

Additionally, using TEM, we showed that, relative to the sham
mice, the type II alveolar epithelial cells of IIR mice exhibited
characteristics typical of ferroptosis, namely, reduced mitochon-
drial size and smaller cristae (Fig. 1B). In addition, the GPX4 (critical
enzyme regulating lipid peroxidation) levels were markedly
diminished, whereas the ferritin and ferroportin (critical proteins

Fig. 1 II/R-induced ALI promotes ferroptosis. A Endogenous Fe levels in the lungs of IIR-ALI mice, as evidenced by Fe assay. B Representative
transmission electron micrographs of lung ultrastructure. Scale bars: 500 nm. C, D Evaluation and quantification of the GPX4, ferritin, and
ferroportin protein expressions, under all conditions. E Evaluation of the lipid peroxide MDA levels under all conditions. F GSH levels under all
conditions. G HE staining of the murine lung tissues after IIR and IIR+ Fer-1. Scale bars: 200 μm. H The lung pathological damage score
illustrating addition and decrease after Fer-1 administration, respectively. Data are expressed as mean ± SEM. *P < 0.05; **P < 0.01; ***P < 0.001.
Error bars denote standard error from three individual experiments.

Fig. 2 The Nrf2/TERT/SLC7A11 axis is activated during II/R and the ferroptotic process is dysregulated in the Nrf2−/− mice after II/R.
A Evaluation of Nrf2 and its potential downstream targets in the murine lung tissues, under different conditions, as evidenced by western
blotting. B Quantification of the examined proteins. C mRNA levels of the examined factors. D Representative transmission electron
micrographs of the lung tissue ultrastructures. Scale bar: 500 nm. E HE staining of lung sections, observed under a light microscope. Scale bar:
200 μm. F Pathological scores, as determined by an experienced pathologist. G MDA levels under different conditions. H GSH levels under
different conditions. I Evaluation of essential proteins involved in ferroptosis regulation within lung tissues, under different conditions.
J Quantification of the examined proteins. K mRNA levels of the examined factors. Error bars denote standard error from three individual
experiments. Data are expressed as mean ± SEM. *P < 0.05; **P < 0.01; ***P < 0.001. # relative to the IIR-WT mice.
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of ferroptosis) levels were strongly elevated in the IIR model versus
sham mice (Fig. 1C, D). Using hematoxylin and eosin (HE) staining
(Fig. 1G), we further demonstrated that IIR produced significant
damage to the lung tissue (P < 0.05). Moreover, the lipid peroxide
MDA levels rose (Fig. 1E), whereas the reduced glutathione (GSH)
levels fell (Fig. 1F), which again is highly characteristic of the

ferroptosis process. To further examine ferroptosis activation in
the IIR model, we introduced Fer-1, a specific inhibitor, into the
murine tail vein and harvested lung tissue at the end of the
experiment. We revealed via HE staining (Fig. 1G) that Fer-1
dramatically decreased the severity of damage in the IIR mice lung
tissue, compared to untreated IIR mice. Simultaneously, the MDA

Fig. 3 OGD/R accelerates ferroptosis within pulmonary epithelial cells and enhances Nrf2, TERT, and SLC7A11 levels during ferroptosis.
A Fe L3-edge NEXAFS (near edge X-ray absorption fine structure) spectrum was acquired from two absorption cellular images scanned at two
energies, E1 (709 eV) and E2 (705 eV) above and below the absorption edge of Fe, respectively. B Evaluation of Fe distribution and content
using scanning transmission X-ray microscopy. C Endogenous Fe levels within the pulmonary epithelial cells of the OGD/R model, as detected
by Fe assay. D Evaluation of the levels of ferroptosis-related proteins under different conditions. E Quantification of the examined proteins.
F Evaluation of ferritin and ferroportin levels (red) in lung tissues, using immunohistochemistry. Nuclear staining done with DAPI (blue) after
OGD/R. Scale bar: 100 μm. G Cell survival after OGD/R induction and the opposite effect with Fer-1 (0.1 μM). H GSH levels under different
conditions. I MDA levels under different conditions. Error bars denote standard error from three individual experiments. Data are expressed as
mean ± SEM. *P < 0.05; **P < 0.01; ***P < 0.001; *relative to control; #relative to OGD/R.
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levels (Fig. 1E) diminished and GSH increased with Fer-1
administration, relative to the untreated IIR mice (Fig. 1F). Taken
together, these data indicate that IIR-ALI mice exhibit accelerated
ferroptosis, which, in turn, aggravate severity of the disease.

Nrf2 knockout accelerates ferroptosis and aggravates IIR-ALI
by regulating TERT and SLC7A11
To delineate the Nrf2-mediated regulation of ferroptosis and IIR-
ALI, we examined the Nrf2 gene knockout (Nrf2−/−) mice. Nrf2 is
an essential modulator of anti-oxidative stress. Hence, Nrf2 levels
were markedly elevated in the IIR model versus sham mice
(Fig. 2A). Using TEM, we showed that the mitochondria was small
in size, the cristae was either reduced or absent, and the outer
membrane was torn in the Nrf2−/− IIR mice versus WT mice
(Fig. 2D). This indicates accelerated ferroptosis in the absence of
Nrf2. Likewise, the IIR-ALI pathology was more severe in the Nrf2−/

− IIR versus WT mice (Figs. 2E, F), suggesting that Nrf2 offers
protection against ALI, which is in line with other studies [17].
Moreover, we demonstrated strong GSH suppression in the IIR
model, which was more prominent in the Nrf2−/− mice (Fig. 2H)
and we observed an elevation in MDA levels in the IIR model,
which was more prominent in the Nrf2−/− mice (Fig. 2G).
Additionally, GPX4 levels, which were low in the IIR model, were
even lower in the Nrf2−/− mice, whereas critical Fe metabolic
proteins ferritin and ferroportin were high in the IIR model and
were present in even higher concentrations in the Nrf2−/− mice
(Fig. 2I, J). Collectively, these results suggest that the Nrf2−/− mice
lost their ability to modulate ferroptosis following II/R.
IIR-ALI induction dramatically increased the levels of total Nrf2,

TERT, and SLC7A11 protein and mRNA (Fig. 2A–C). To elucidate the
Nrf2 regulation of these proteins, we examined their expression in
the Nrf2−/− mice. Using western blotting, we demonstrated that

TERT and SLC7A11 fell dramatically in the Nrf2−/− versus WT mice
(Fig. 2I–K). Based on these data, it is possible that Nrf2 negatively
regulates cellular ferroptosis and IIR-ALI via modulation of TERT
and SLC7A11 levels.

Ferroptosis boosts OGD/R-driven lung epithelial cell damage
To validate our former data, we employed the MLE12 cell line to
analyze the distribution and content of cellular Fe, using STXM. We
scanned two absorption cell images at two separate energies,
namely, E1 (709 eV) and E2 (705 eV), above and below the Fe
absorption edge, respectively (Fig. 3A). Based on the different
cellular absorption rates to incident light at these energies, we
obtained the cellular Fe distribution and surface density informa-
tion by comparing the OD of the corresponding pixel points in
both images. We, thus, showed that the Fe surface density
in control cells was 5.09 × 10−6 to 1.04 × 10−5 g/cm2, while that in
the OGD/R group was 1.07 × 10−5 to 2.05 × 10−5 g/cm2. Compared
to the control cells, Fe aggregated in large amounts within the
MLE-12 cells after OGD/R induction, and its content was also
significantly increased (Fig. 3B). In addition, the endogenous Fe
level in MLE-12 cells was tested in both the control and OGD/R
group. We observed remarkably higher Fe in the OGD/R group, as
opposed to the control (Fig. 3C). Next, we tested the expression of
ferritin, ferroportin, and GPX4 proteins. OGD/R markedly down-
regulated GPX4 (Fig. 3D) and upregulated ferritin and ferroportin
levels (Fig. 3D, F). Moreover, OGD/R dramatically reduced the
quantity of adherent cells (all P < 0.001) (Fig. 3G) and levels of GSH
(Fig. 3H), while increasing MDA content (Fig. 3I). Moreover, these
oxidative stress-related markers were restored to normal levels via
co-incubation of MLE12 cells with Fer-1 (0.1 μM) (Fig. 3G–I). In all,
these data suggest that OGD/R promotes ferroptosis-mediated
cell death in pulmonary epithelial cells.

Fig. 4 Nrf2 stimulation prevents ferroptosis and the absence of Nrf2 produces more serious ferroptosis phenotype in OGD/R.
A Evaluation of Nrf2 and its potential downstream proteins via western blotting, under different conditions. B Quantification of the examined
proteins. C Fe distribution and content detected via scanning transmission X-ray microscopy. D, M Evaluation of cell viability after OGD/R
induction, as evidenced by CCK8 assay. Cells were assigned to three categories: (1) control, (2) OGD/R, and (3) OGD/R+ Fer-1 (0.1 μM).
E, N Endogenous Fe levels within pulmonary epithelial cells in the OGD/R model, as detected by Fe assay. F, O MDA levels after OGD/R
induction, as assessed by MDA assay. G, P GSH levels after OGD/R induction, as assessed by GSH assay. H, Q Evaluation of ferritin and
ferroportin (red), using immunohistochemistry. Nuclear staining done with DAPI (blue) after OGD/R induction. Scale bar: 100 μm. I–L, R–U
Evaluation and quantification of ferroportin and GPX4 protein levels. Error bars denote standard error from three individual experiments. Data
are expressed as mean ± SEM. *P < 0.05, **P < 0.01, ***P < 0.001 represent intergroup significant differences. *Relative to the sham control
mice. #Relative to the OGD/R control.
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Nrf2 deficiency downregulates TERT and SLC7A11, and
produces more extensive ferroptosis after OGD/R induction
Consistent with our in vivo studies, the Nrf2/TERT/SLC7A11
expression was dramatically increased after OGD/R induction in
the MLE-12 cells (Fig. 4A, B). To further explore the signaling
pathways mediating Nrf2 regulation of ferroptosis and ALI, these
cells were infected with the Nrf2-shRNA lentivirus. We demon-
strated that Fe formed aggregates in MLE-12 cells after OGD/R
induction, as opposed to non-induced MLE-12 cells. Moreover, its
content significantly increased in the shNrf2 group, and could be
reversed by overexpressing Nrf2. (Fig. 4C). Next, we examined the
levels of oxidative stress markers, namely, CCK8, GSH, MDA, and
Fe2+. The cell viability and GSH percentage reduced further,
whereas the percentage of MDA and Fe2+ levels augmented
further (Fig. 4D–G). In addition, with our evaluation of the ferritin,
ferroportin, and GPX4 proteins, we demonstrated that ferroptosis
and oxidative stress were significantly more evident in the shNrf2-
treated cells versus scramble-treated cells (Fig. 4H–L). Taken
together, the shNrf2-treated cells exhibited accelerated ferropto-
sis, relative to the scramble-treated cells. Conversely, Nrf2 over-
expression with a lentivirus significantly increased cell viability and
GSH content, and the MDA content and Fe2+ levels significantly
decreased (Fig. 4M–P). Moreover, evaluation of the ferritin,
ferroportin, and GPX4 proteins (Fig. 4Q–U) showed that ferroptosis
and oxidative stress were dramatically reduced in the OENrf2-
treated cells, compared to the NC-treated cells. Interestingly, we
observed that TERT and SLC7A11 expression was markedly
reduced in the shNrf2-treated cells and increased in the OENrf2-
treated cells, suggesting that Nrf2 can indeed suppresses
ferroptosis and abrogate ALI, and this process involves regulation
of the TERT and SLC7A11 proteins (Fig. 5A–H).

Overexpression of TERT (OETERT) alleviates ferroptosis via
modulation of SLC7A11
To delineate the TERT-mediated regulation of IIR-driven ALI, MLE-
12 cells were infected with either TERT-shRNA lentivirus or TERT-
overexpressing lentivirus. We demonstrated a large presence of Fe
aggregates in the OGD/R group, relative to controls. More
importantly, its content was significantly increased in the shTERT
group, and was reversed by TERT overexpression (Fig. 6A). We also
assessed the relative levels of CCK8, GSH, and MDA. Based on our
data, the cell viability and GSH levels experienced further decrease

and MDA levels saw further increase in the OGD/R shTERT-
incorporated cells versus OGD/R scramble-incorporated cells
(Fig. 6B–D). Next, using immunohistochemical staining lung
tissues (Fig. 6E), we demonstrated that ferroptosis was signifi-
cantly greater in the shTERT OGD/R-incorporated cells, as opposed
to the scramble OGD/R-incorporated controls. Moreover, TERT
overexpression significantly reversed all the above changes (Fig.
6I–L), indicating that both ferroptosis and oxidative stress were
drastically alleviated after OETERT OGD/R incorporation versus NC
OGD/R incorporation. We further explored the relationship
between TERT and SLC7A11 proteins via western blotting and
quantitative real-time PCR (QPCR). Based on our results, SLC7A11
were significantly reduced in the shTERT-infected cells and
increased in the OETERT-infected cells. However, there was no
discernible change in Nrf2 expression following TERT expression
(Fig. 6F–H, M–O), thereby indicating that the anti-ferroptotic role
of TERT may be exerted via modulation of SLC7A11 levels after
OGD/R induction.

TERT inhibited ferroptosis-dependent OGD/R injury by
facilitated SLC7A11 expression in vitro
In order to further verify whether TERT exerts its anti-ferroptosis
effect through SLC7A11, we down regulate TERT and overexpress
SLC7A11 in MLE cells simultaneously. We found that overexpression
of SLC7A11 can rescue the pro-ferroptotic effect of inhibiting TERT
by facilitating the expression of GSH and GPX4, while reducing the
levels of MDA and iron content (Fig. 7A–C, G, J). On the contrary,
when OETERT and shSLC7A11 lentiviruses were transfected into
MLE at the same time, downregulating SLC7A11 could eliminate
the inhibitory anti-ferroptotic effect of overexpression TERT by
inhibiting the expression of GSH and GPX4, while increasing the
levels of MDA and iron content (Fig. 7D–F, K, N).
Taken together, these data suggest that Nrf2 offers protection

against IIR-ALI via ferroptosis regulation, which is mediated by the
modulation of TERT and SLC7A11 levels.

DISCUSSION
Ferroptosis is a newly discovered type of programmed cell death
[26] that involves lipid peroxidation as well as Fe and ROS
accumulation. Emerging reports indicate a strong correlation
between ROS and IIR pathology. We, therefore, speculated that IIR

Fig. 5 Nrf2 positively regulates TERT and SLC7A11 levels during OGD/R-driven ferroptosis in pulmonary epithelial cells. A, E Evaluation of
Nrf2 and its potential downstream signaling proteins via western blotting, under different conditions. B–D, F–H Quantification of the
examined proteins. Error bars denote standard error from three individual experiments. Data are expressed as mean ± SEM. *P < 0.05, **P <
0.01, ***P < 0.001 represent intergroup significant differences.
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or OGD/R may be essential to the promotion of ferroptosis [27]. To
test this, we examined the relative levels of oxidative stress
markers like GSH, MDA, and Fe2+. We also detected the expression
of iron metabolism-related proteins, such as ferritin and ferro-
portin. Ferritin is found in most tissues that store and keep iron in
a soluble and nontoxic form [28]. It also represents an indirect
marker of the total amount of intracellular iron, which increases
with iron overload. Ferroportin is the only known mammalian iron
exporter [29] and a transmembrane protein that transfers iron
from cells, such as enterocytes, liver, spleen to plasma [30]. Studies
have shown that the intraperitoneal iron overload in mice results
in an increase in ferroportin mRNA expression and protein levels
[31], and an increase in ferroportin expression is an indicator of
iron accumulation in hepatic Kupffer cells [32]. Based on our
results, the GSH percentage reduced dramatically and the MDA
percentage, along with Fe2+ levels, showed a marked elevation.
Moreover, evaluation of the ferroptosis-related proteins ferritin,
ferroportin, and GPX4 suggested that both ferroptosis and
oxidative stress were markedly elevated in the IIR and OGD/R

groups versus controls. Simultaneously, we observed ferroptosis-
related mitochondrial structural changes in the type II alveolar
epithelial cells of IIR mice. Hence, the epithelium experienced
ferroptosis during IIR.
Previous studies have not reached a general consensus on an

effective way of measuring Fe distribution and content within
MLE-12 cells. In this study, we utilized STXM to perform this
analysis. STXM evaluation was performed at both above and
below the L3 absorption edge of Fe, namely, 709 and 705 eV,
respectively. Furthermore, Fe distribution and surface density
information was obtained by comparing the OD of the
corresponding pixel points in the two images, based on the
different cellular absorption rates in response to incident light at
different energies. Based on our results, compared to the controls,
the OGD/R group exhibited vastly increased Fe aggregates and
contents.
To elucidate the ferroptosis-mediated regulation of IIR-ALI, Fer-1

was administered via the murine tail vein. Being a strong
ferroptosis suppressor, Fer-1 alleviated lung damage via

Fig. 6 Low TERT levels enhance ferroptosis, whereas TERT overexpression (OETERT) alleviates ferroptosis via upregulating SLC7A11. A Fe
distribution and content. B, I Evaluation of cell viability after OGD/R, as evidenced by CCK8 assay. C, J MDA levels after OGD/R, as assessed by
MDA assay. D, K GSH levels after OGD/R, as assessed by GSH assay. E, L Evaluation of ferritin and ferroportin (red), using
immunohistochemistry. Nuclear staining done with DAPI (blue) after OGD/R. Scale bar: 100 μm. F, M Evaluation of Nrf2 and its potential
downstream proteins via western blotting under different treatment conditions. G, N Protein quantification. H, O mRNA levels of the
examined factors. Error bars denote standard error from three individual experiments. Data are expressed as mean ± SEM. *P < 0.05, **P < 0.01,
***P < 0.001 denotes intergroup significant difference. *Relative to the sham control mice. #Relative to the OGD/R controls.
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Fig. 7 TERT inhibited ferroptosis-dependent OGD/R injury by facilitated SLC7A11 expression in vitro. A, D GSH levels after OGD/R, as
assessed by GSH assay. B, E MDA levels after OGD/R, as assessed by MDA assay. C, F Endogenous Fe levels within pulmonary epithelial cells in
the OGD/R model, as detected by Fe assay. G, K Evaluation of TERT, SLC7A11, and GPX4 protein expression via western blotting under
different treatment conditions. H–J, L–N Protein quantification. Data are expressed as mean ± SEM. *P < 0.05, **P < 0.01, ***P < 0.001 denotes
intergroup significant difference.
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suppressing lipid peroxidation and enhancing epithelial cell
viability. Hence, we propose that IIR-ALI and OGD/R conditions
accelerate ferroptosis, which, in turn, aggravates both lung and
cellular destruction. Therefore, in contrast, ferroptosis suppression
prevents this lethal cascade.
Nrf2 is a critical responsive transcription factor of oxidative

stress that stimulates downstream pathways that regulate
ferroptosis via modulation of glutathione, Fe, and lipid metabo-
lism, as well as mitochondrial function [33]. Moreover,
Nrf2 stimulation was reported to accelerate cancer cell prolifera-
tion and abrogate response to ferroptosis activators [21, 34].
However, the exact role of Nrf2 on the ferroptosis associated with
IIR-ALI is not yet known. In a prior study, we demonstrated marked
Nrf2 upregulation in a IIR-ALI mouse model [35]. We speculated
that the Nrf2 role as an anti-oxidative modulator could potentially
prevent ferroptosis, thereby alleviating IIR-ALI [24]. Here, we
revealed that Nrf2 overexpression lead to a marked protection
against ferroptosis damage in the IIR-ALI models. Moreover, the
Nrf2−/− mice under IIR-ALI conditions exhibited markedly more
elevation in oxidative stress markers, namely, MDA and Fe2+, with
a substantial further decrease in GSH levels, compared to the WT
IIR mice. Additionally, examination of the ferroptosis-related
proteins ferritin, ferroportin, and GPX4 suggested that ferroptosis
and oxidative stress were significantly enhanced in the Nrf2−/−

mice, as opposed to the WT mice. At the same time, we found that
Nrf2 negatively regulates ferritin and ferroportin, which may be
due to the further progress or alleviation of ferroptosis after
interference or overexpression of Nrf2, thus make these two
proteins undergo compensatory changes to maintain the stability
of iron pool. Taken together, these data suggest that Nrf2
deficiency can further aggravate IIR-driven lung injury via
ferroptosis stimulation. Moreover, interestingly, TERT levels
showed a marked decrease in the Nrf2−/− IIR mice, compared to
WT IIR mice, suggesting a possible TERT involvement in the
regulation of ferroptosis and IIR-ALI.
Tert is a key gene regulating telomerase activity, which plays a

key role in IR disease [24]. More and more evidences suggest that
hTERT regulates cellular redox metabolic processes. But, no direct
link has yet been discovered between TERT and ferroptosis. In this
study, TERT expression was significantly reduced in the lung
tissues of Nrf2−/− mice with IIR, suggesting that TERT may be
under Nrf2 regulation and may reduce cell injury via modulation
of ROS levels. Additionally, TERT overexpression was shown to
prevent MLE12 cellular injury, reduce Fe accumulation, and levels
of ferroptosis-related proteins, while promoting levels of SLC7A11.
In contrast, TERT inhibition was shown to reverse all the above-
mentioned changes, thus demonstrating that TERT protected
against OGD/R-driven ferroptosis.
SLC7A11 is a specific light chain subunit of the cystine/

glutamate antiporter, which serves as an inverse ferroptosis
modulator that sustains a homeostatic redox state [15]. Sun et al.
[21] reported that Fe modulates SLC7A11 expression via the
ROS–Nrf2 axis. Here, both TERT and SLC7A11 levels were elevated
under IIR and OGD/R conditions, suggesting that they are
intricately involved in the IIR-ALI-mediated regulation of ferrop-
tosis. In addition, using Nrf2 silencing, we demonstrated that the
TERT and SLC7A11 proteins were markedly downregulated, thus
enabling lipid peroxide accumulation. Collectively, these data
demonstrate that Nrf2 serves its anti-ferroptosis function via
modulation of TERT and SLC7A11 expression.
To further examine the regulation between TERT and SLC7A11,

we employed lentiviral infection to either overexpress or suppress
TERT levels in MLE-12 cells. We demonstrated that overexpressing
TERT increased the production of SLC7A11, whereas TERT
deficiency dramatically decreased SLC7A11 generation. Addition-
ally, we transfected shTERT and OESLC7A11 lentiviruses into MLE
cells at the same time, and found that overexpression of SLC7A11
can rescue the pro-ferroptotic effect of inhibiting TERT by

facilitating the expression of GSH and GPX4, while reducing the
levels of MDA and iron content. On the other hand, when OETERT
and shSLC7A11 lentiviruses were transfected into MLE simulta-
neously, shSLC7A11 could eliminate the anti-ferroptotic effect of
OETERT. This suggests a modulatory role of TERT on ferroptosis via
SLC7A11.
In conclusion, we used the Nrf2−/− mice and the MLE-12 cell

line to establish the IIR and OGD/R model. Moreover, we utilized
the Shanghai light source device of the synchrotron radiation soft
X-ray spectroscopy microbeamline, with the synchrotron radiation
soft X-ray spectroscopy microscopic imaging technique, to
observe Fe distribution and content in MLE-12 cells and examine
the Nrf2/TERT/SLC7A11 axis of ferroptosis regulation and IIR-ALI
alleviation. Based on our results, we propose that Nrf2 offers
protection against IIR-ALI via modulating TERT and SLC7A11 levels,
and ultimately ferroptosis. Our work has great therapeutic
potential in the treatment of II/R-driven ALI.

MATERIALS AND METHODS
Animals
We received 60 C57BL/6J mice and 48 Nrf2 knockout (Nrf2−/−) mice of the
same genetic background from the RIKEN Bio-Resource Centre via the
National BioResource Project, MEXT, Japan. All animals were 8 weeks old
and were maintained at 21 ± 2 °C with a humidity of 60 ± 5% and a 12 h
light/12 h dark cycle. They received standard mouse chow and water ad
libitum. Our animal protocols followed the strict NIH guidelines and
received ethical approval from the Shanghai Ninth People’s Hospital for
Animal Research.

IIR mouse model
Animals were placed on a fast, with free access to water, for 24 h prior to
experimentation. Intestinal ischemia was simulated by clamping the
superior mesenteric artery following the intraperitoneal administration of
50mg/kg sodium pentobarbital. Forty-five minutes later, the intestine was
allowed to re-perfuse for 3 h. Sham control mice received the same
treatment, except for the vascular occlusion. In some cases, to evaluate the
ferroptosis-mediated regulation of IR-driven ALI, we administered mice
with ferrostatin-1 (Fer-1, 5 mg/kg; Sigma-Aldrich) via the caudal vein.

Histology and scoring of lung injury
We fixed lung tissues in 10% formalin, embedded in paraffin, and sliced
them into 5 µm slices, before staining with HE and observing with a digital
camera (Optronics DEI-470; Goleta, CA) attached to a light microscope
(Nikon-Ni-U; Japan). ALI was analyzed using a five-point scale (0–4)
involving multiple parameters, namely, alveolar and mesenchymal edema,
intra-alveolar inflammatory cell infiltrate, alveolar hemorrhage, and
atelectasis. The grades were defined as follows: 0: normal, <15% of space
is occupied by tissue (O-T) and >85% occupied by alveolar space (O-AS); 1:
15–25% of space is O-T and 75–85% is O-AS; 2: 25–50% is O-T and 50–75%
is O-AS; 3: 50–75% is O-T and 25–50% is O-AS; and 4: 75–100% is O-T and
0–25% is O-AS.

Transmission electron microscopy (TEM)
The lung tissues received a 2-h fixation in 0.05 M sodium cacodylate buffer
with 2.5% glutaraldehyde at a pH of 7.2 at 25 °C. Next, they were incubated
in 0.1 M sodium cacodylate buffer with 2% OsO4 for 2 h and, then, in 1%
aqueous uranyl acetate for 18 h. Following sequential ethanol-induced
dehydration, the specimens were embedded in Epon 812 and cut into
ultrathin sections using copper grids and stained with uranyl acetate and
lead citrate before visualization under a Tecnai G2 spirit BioTwin
transmission electron microscope (FEI Company, Hillsboro, Oregon).

Cell culture, OGD/R model procedures
MLE12 cells were acquired from the cell bank of the Chinese Academy of
Sciences (Shanghai, China) and grown in an incubator at 37 °C and 5% CO2

in Dulbecco’s modified Eagle’s medium (11965, Gibco, USA) with 10% fetal
bovine serum (0500, Gibco, USA), penicillin (100 IU/mL), and streptomycin
sulfate (100 μg/mL).To create a model of oxygen–glucose deprivation and
reoxygenation (OGD/R), the cells were cultured in glucose-free DMEM (TBI;
China). The cells were washed in PBS supplemented with 0.5 mM CaCl2 and
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1mM MgCl2 and placed in an anaerobic chamber (5% CO2, 95% N2;
Memmert; Schwabach, Germany) to induce OGD. After 8 h, the medium
was replaced with normal culture medium and the plates were incubated
in a normoxic chamber (37 °C, 5% CO2) for 12 h of reoxygenation.

Cell viability assay
Cell viability was assessed with the Cell Counting Kit-8 (CCK-8, CK04,
Dojindo, Tokyo, Japan), as per operational guidelines. In short, 5000 cells/
well were seeded in 96-well plates and incubated for 24 h. Next, they were
exposed to indicated treatments for a specified amount of time, at the end
of which 10 μL CCK8 reagent was introduced to the cells to stain viable
cells, followed by incubation at 37 °C for 3 h. Optical density (OD) was then
measured at 450 nm with a microplate reader. Viable cells are expressed as
percentage and compared against control cells. All experiments were
conducted in triplicates.

Western blotting
Total protein was isolated by lysing cells with RIPA lysis buffer
supplemented with protease inhibitor cocktail. Protein quantification was
done with BCA protein assay kit (PC0020, Solarbio, China). Equal quantities
of protein samples were then mixed with loading buffer, heated for 10min
at 100 °C, separated on 10% SDS-PAGE gels, and subsequently transferred
to PVDF membranes, which were then blocked with 5% nonfat milk for 1 h,
exposed overnight (O/N) to specified antibodies at 4 °C, followed by three
15-min TBST rinses, and further exposure to anti-mouse or anti-rabbit
horseradish peroxidase (HRP)-conjugated secondary antibody (2° Ab,
1:5000) at room temperature (RT) for 1 h, before visualization of the
protein bands with ECL reagent and Amersham Imager 600 (General
Electric Company, USA). Finally, the protein bands were quantified with
Image J gel analysis software. All experiments were repeated three times.
Among the primary antibodies (1° Abs) used were: Rabbit monoclonal anti-
TERT (ab191523, Abcam, 1:1000); anti-Nrf2 (ab137550, Abcam, 1:1000);
anti-SLC7A11 (ab37185, Abcam, 1:1000); anti-Ferritin (ab75973, Abcam,
1:1000); anti-Ferroportin (ab239583, Abcam, 1:1000); anti-GPX4 (ab125066,
Abcam, 1:1000); and anti-β-Actin (4970S, Cell Signaling Tech, 1:1000).

Quantitative real-time PCR
The total RNA was isolated using TRIzol reagent following the manufac-
turer’s protocol (Life Technologies) and subjected to cDNA synthesis using
a Prime Script RT-PCR kit (TAKARA Korea, Seoul, Korea). A real-time RT-PCR
analysis was performed using SYBR mix with a CFX384 real-time system
(BioRad, Hercules, CA, USA). The following real-time PCR primers were used
in the present study: Nrf2 upstream: 5′-TAGAGTCAGCAACGTGGAAG-3′
and downstream: 5′-TATCGAGGCTGTGTCGACTG-3′; TERT upstream: 5′-
TTTCCTTCCACCAGGTGTCATC-3′, and downstream: 5′-AGCCAAAAGCCAG-
CACATTC-3′. SLC7A11 upstream: 5′-GCTGACACTCGTGCTATT- 3′ and down-
stream: 5′-ATTCTGGAGGTCTTTGGT-3′.

Transient transfection
For overexpression and inhibition analysis, we acquired the M_Tert-
shRNA3 (PGMLV-SC5); PGMLV-CMV-M_Tert-3×Flag-PGK-Puro; M_Nrf2
(NFE2L2)-shRNA2(SB3); CMV-MCS-M_Nrf2-3×Flag-PGK-Puro; M_SLC7A11-
shRNA3(SB3); and CMV-M_SLC7A11-3×Flag-PGK-Puro lentiviral vectors
from Genomeditech (Shanghai, China). The purchased vectors were
incorporated into MLE12, whereas the corresponding scramble lentivirus
and empty vectors served as negative controls. To generate stable gene-
overexpression and gene-silenced cell lines, we seeded 2.5 × 105 cells/well
into six-well plates and cultured until 40–50% confluency before
incorporating corresponding vectors using lentiviruses, as per operational
guidelines. Next, stably incorporated cells were selected with 2 μg/mL
puromycin (1299MG025, BioFroxx, Germany). The overexpression and
silencing efficiencies were validated with western blotting and qRT-PCR
72 h after vector incorporation; the efficiency was obvious and was shown
in the subsequent figures

MDA assay
MDA generation in tissues and cells were monitored following the MDA
Assay Kit (D799762, Sangon Biotech, Shanghai, China) instructions.

GSH assays
GSH was evaluated with a total GSH assay kit (BC1175, Solarbio, China), as
per kit guidelines. In brief, lung tissues (100mg) or cells (5 × 106) were

rinsed in chilled PBS before homogenization on ice in solution 1, followed
by centrifugation at 8000 × g for 10 min at 4 °C to retrieve the supernatant
for the GSH assay. Twenty microliters of samples were pipetted into a 96-
well plate, followed by incubation at RT for 2 min with 140 µL solution 2
and solution 3, along with standards. Absorbance was read at 412 nm with
a microplate reader. Finally, GSH levels were calculated according to the
standard curve and normalized to protein levels, quantified by the
Bradford protein assay. All experiments were done in triplicates.

Fe assays
Intracellular total, ferric, and ferrous Fe levels was determined with the Fe
assay kit (ab83366, Abcam), as per the operational guidelines. In short, lung
tissues or cells were rinsed in chilled PBS before homogenization on ice in
Fe assay buffer with a Dounce homogenizer, followed by centrifugation at
16,000 × g for 10min, before collection of supernatant for Fe assay. Twenty-
five microliter samples were then diluted to 100 µL in a 96-well plate with
assay buffer, before incubation with 5 µL Fe reducer (for total Fe) or assay
buffer (for ferrous Fe) along with standards at 37 °C for 30min.
Subsequently, 100 µL Fe probe was introduced to each well, mixed well,
and maintained at 37 °C without light for 1 h. Absorbance was read at
593 nm with a microplate reader. Finally, Fe levels were calculated according
to the standard curve and normalized to protein levels, quantified by the
Bradford protein assay. All experiments were done in triplicates.

Evaluation of Fe distribution in cells by STXM
4 × 105 cells were plated in six-well plates with 100 nm Si3N4 membranes
and incubated for 48 h. Next, the cells were fixed in 4% paraformaldehyde
(PFA) for 15min, and dehydrated in a series of ethanol dilution (30, 50, 70,
80, 90, and 95%), before detecting Fe with a soft-X-ray STXM on beamline
08U1A in Shanghai Synchrotron Radiation Facility [26]. The L3 absorption
edge of Fe is chosen to analyze the distribution and content of Fe in the
cell to be tested. The same cell was imaged twice with different incident
photon energies above and below the absorption edge of Fe, respectively.
Consequently, the Fe distribution map could be established by comparing
the different absorption with incident beam.

Statistical analysis
Data are presented as mean± SEM. Intergroup comparisons were done with
unpaired two-sided Student’s t-test and multi-group comparisons were done
with one-way ANOVA test, followed by the Bonferroni post hoc test. A two-way
ANOVA was employed for the evaluation of the outcomes between two
independent variables. P< 0.05 was adjusted as the significance threshold.
Lastly, SPSS statistical software 20.0 for Windows was employed for all analyses.

DATA AVAILABILITY
The datasets generated and/or analyzed during the current study are available from
the corresponding author on reasonable request.

REFERENCES
1. Zhang F, Li ZL, Xu XM, Hu Y, Yao JH, Xu W, et al. Protective effects of icariin-

mediated SIRT1/FOXO3 signaling pathway on intestinal ischemia/reperfusion-
induced acute lung injury. Mol Med Rep. 2015;11:269–76.

2. Meng QT, Chen R, Chen C, Su K, Li W, Tang LH. et al. Transcription factors Nrf2
and NF-kappaB contribute to inflammation and apoptosis induced by intestinal
ischemia-reperfusion in mice. Int J Mol Med. 2017;40:1731–40.

3. Stallion A, Kou TD, Latifi SQ, Miller KA, Dahms BB, Dudgeon DL, et al. Ischemia/
reperfusion: a clinically relevant model of intestinal injury yielding systemic
inflammation. J Pediatr Surg. 2005;40:470–7.

4. Mura M, Andrade CF, Han B, Seth R, Zhang Y, Bai XH. et al. Intestinal ischemia-
reperfusion-induced acute lung injury and oncotic cell death in multiple organs.
Shock. 2007;28:227–38.

5. Cavriani G, Oliveira-Filho RM, Trezena AG, Da SZ, Domingos HV, de Arruda MJ.
et al. Lung microvascular permeability and neutrophil recruitment are differently
regulated by nitric oxide in a rat model of intestinal ischemia-reperfusion. Eur J
Pharmacol. 2004;494:241–9.

6. Fantozzi ET, Breithaupt-Faloppa AC, Ricardo-da-Silva FY, Rodrigues-Garbin S,
Romero DC, Da SRA, et al. Estradiol mediates the long-lasting lung inflammation
induced by intestinal ischemia and reperfusion. J Surg Res. 2018;221:1–7.

7. Dixon SJ, Lemberg KM, Lamprecht MR, Skouta R, Zaitsev EM, Gleason
CE, et al. Ferroptosis: an iron-dependent form of nonapoptotic cell death. Cell.
2012;149:1060–72.

H. Dong et al.

9

Cell Death and Disease         (2021) 12:1027 



8. Rennekamp AJ. The ferrous awakens. Cell. 2017;171:1225–7.
9. Imai H, Matsuoka M, Kumagai T, Sakamoto T, Koumura T. Lipid peroxidation-

dependent cell death regulated by GPx4 and ferroptosis. Curr Top Microbiol
Immunol. 2017;403:143–70.

10. Probst L, Dachert J, Schenk B, Fulda S. Lipoxygenase inhibitors protect acute
lymphoblastic leukemia cells from ferroptotic cell death. Biochem Pharmacol.
2017;140:41–52.

11. Muller T, Dewitz C, Schmitz J, Schroder AS, Brasen JH, Stockwell BR, et al.
Necroptosis and ferroptosis are alternative cell death pathways that operate in
acute kidney failure. Cell Mol Life Sci. 2017;74:3631–45.

12. Conrad M, Angeli JP, Vandenabeele P, Stockwell BR. Regulated necrosis: disease
relevance and therapeutic opportunities. Nat Rev Drug Discov. 2016;15:348–66.

13. Loboda A, Damulewicz M, Pyza E, Jozkowicz A, Dulak J. Role of Nrf2/HO-1 system
in development, oxidative stress response and diseases: an evolutionarily con-
served mechanism. Cell Mol Life Sci. 2016;73:3221–47.

14. Ganan-Gomez I, Wei Y, Yang H, Boyano-Adanez MC, Garcia-Manero G. Oncogenic
functions of the transcription factor Nrf2. Free Radic Biol Med. 2013;65:750–64.

15. Fan Z, Wirth AK, Chen D, Wruck CJ, Rauh M, Buchfelder M, et al. Nrf2-Keap1
pathway promotes cell proliferation and diminishes ferroptosis. Oncogenesis
2017;6:e371.

16. Zhai X, Chen X, Shi J, Shi D, Ye Z, Liu W, et al. Lactulose ameliorates cerebral
ischemia-reperfusion injury in rats by inducing hydrogen by activating Nrf2
expression. Free Radic Biol Med. 2013;65:731–41.

17. Kudoh K, Uchinami H, Yoshioka M, Seki E, Yamamoto Y. Nrf2 activation protects
the liver from ischemia/reperfusion injury in mice. Ann Surg. 2014;260:118–27.

18. Shen Y, Liu X, Shi J, Wu X. Involvement of Nrf2 in myocardial ischemia and
reperfusion injury. Int J Biol Macromol. 2019;125:496–502.

19. Zhao HD, Zhang F, Shen G, Li YB, Li YH, Jing HR, et al. Sulforaphane protects liver
injury induced by intestinal ischemia reperfusion through Nrf2-ARE pathway.
World J Gastroenterol. 2010;16:3002–10.

20. Dong H, Qiang Z, Chai D, Peng J, Xia Y, Hu R, et al. Nrf2 inhibits ferroptosis and
protects against acute lung injury due to intestinal ischemia reperfusion via
regulating SLC7A11 and HO-1. Aging (Albany NY). 2020;12:12943–59.

21. Sun X, Ou Z, Chen R, Niu X, Chen D, Kang R, et al. Activation of the p62-Keap1-
NRF2 pathway protects against ferroptosis in hepatocellular carcinoma cells.
Hepatology 2016;63:173–84.

22. Chen D, Tavana O, Chu B, Erber L, Chen Y, Baer R, et al. NRF2 is a major target of
ARF in p53-independent tumor suppression. Mol Cell. 2017;68:224–32.

23. Roh JL, Kim EH, Jang H, Shin D. Nrf2 inhibition reverses the resistance of cisplatin-
resistant head and neck cancer cells to artesunate-induced ferroptosis. Redox
Biol. 2017;11:254–62.

24. Hochegger K, Koppelstaetter C, Tagwerker A, Huber JM, Heininger D, Mayer G,
et al. p21 and mTERT are novel markers for determining different ischemic time
periods in renal ischemia-reperfusion injury. Am J Physiol Ren Physiol. 2007;292:
F762–8.

25. Indran IR, Hande MP, Pervaiz S. hTERT overexpression alleviates intracellular ROS
production, improves mitochondrial function, and inhibits ROS-mediated apop-
tosis in cancer cells. Cancer Res. 2011;71:266–76.

26. Xue C, Wang Y, Guo Z, Wu Y, Zhen X, Chen M, et al. High-performance soft x-ray
spectromicroscopy beamline at SSRF. Rev Sci Instrum. 2010;81:103502.

27. Stockwell BR, Friedmann AJ, Bayir H, Bush AI, Conrad M, Dixon SJ, et al. Ferrop-
tosis: a regulated cell death nexus linking metabolism, redox biology, and dis-
ease. Cell. 2017;171:273–85.

28. Brissot P, Ropert M, Le Lan C, Loreal O. Non-transferrin bound iron: a key role in
iron overload and iron toxicity. Biochim Biophys Acta. 2012;1820:403–10.

29. Ramey G, Deschemin JC, Durel B, Canonne-Hergaux F, Nicolas G, Vaulont S.
Hepcidin targets ferroportin for degradation in hepatocytes. Haematologica
2010;95:501–4.

30. Pantopoulos K, Porwal SK, Tartakoff A, Devireddy L. Mechanisms of mammalian
iron homeostasis. Biochemistry. 2012;51:5705–24.

31. Sonmez AF, Hukkamli B, Budak H. Coaction of hepatic thioredoxin and glu-
tathione systems in iron overload-induced oxidative stress. J Biochem Mol Tox-
icol. 2021;35:e22704 .

32. Pietrangelo A. Ferroportin disease: pathogenesis, diagnosis and treatment. Hae-
matologica 2017;102:1972–84.

33. Lee H, Ko EH, Lai M, Wei N, Balroop J, Kashem Z, et al. Delineating the rela-
tionships among the formation of reactive oxygen species, cell membrane

instability and innate autoimmunity in intestinal reperfusion injury. Mol Immunol.
2014;58:151–9.

34. Dodson M, Castro-Portuguez R, Zhang DD. NRF2 plays a critical role in mitigating
lipid peroxidation and ferroptosis. Redox Biol. 2019;23:101107.

35. Yan J, Li J, Zhang L, Sun Y, Jiang J, Huang Y, et al. Nrf2 protects against acute lung
injury and inflammation by modulating TLR4 and Akt signaling. Free Radic Biol
Med. 2018;121:78–85.

ACKNOWLEDGEMENTS
We would like to extend our deepest gratitude to Shanghai Synchrotron Radiation
Facility for the great support of testing Fe content of cellular samples.

AUTHOR CONTRIBUTIONS
HD and YX conducted experiments, analyzed data, prepared the manuscript. CX
tested the Fe content of the cells by using scanning transmission X-ray microscopy.
SJ and YW were involved in the RT-PCR and western blotting work. RH and HJ
planned the experiments, analyzed data, and prepared the manuscript. All authors
reviewed and approved the final manuscript.

FUNDING
This work is sponsored by National Natural Science Foundation of China (81970065),
Natural Science Foundation of Shanghai (19ZR1476500), the Incentive Project of
High-level Innovation Team for Shanghai Jiao Tong University School of Medicine
and Youth Innovation Promotion Association of the Chinese Academy of Sciences
(2017306).

ETHICS APPROVAL
All experiments were conducted in line with the NIH guidelines and approved by the
Ethical Committee of Shanghai Ninth People’s Hospital for Animal Research.

COMPETING INTERESTS
The authors declare no competing interests.

ADDITIONAL INFORMATION
Correspondence and requests for materials should be addressed to Rong Hu or
Hong Jiang.

Reprints and permission information is available at http://www.nature.com/
reprints

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims
in published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in anymedium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons license, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons license and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly
from the copyright holder. To view a copy of this license, visit http://creativecommons.
org/licenses/by/4.0/.

© The Author(s) 2021

H. Dong et al.

10

Cell Death and Disease         (2021) 12:1027 

http://www.nature.com/reprints
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/

	Nrf2 attenuates ferroptosis-mediated IIR-ALI by modulating TERT and SLC7A11
	Introduction
	Results
	II/R-induced ALI promotes ferroptosis
	Nrf2 knockout accelerates ferroptosis and aggravates IIR-ALI by regulating TERT and SLC7A11
	Ferroptosis boosts OGD/R-driven lung epithelial cell damage
	Nrf2 deficiency downregulates TERT and SLC7A11, and produces more extensive ferroptosis after OGD/R induction
	Overexpression of TERT (OETERT) alleviates ferroptosis via modulation of SLC7A11
	TERT inhibited ferroptosis-dependent OGD/R injury by facilitated SLC7A11 expression in�vitro

	Discussion
	Materials and methods
	Animals
	IIR mouse model
	Histology and scoring of lung injury
	Transmission electron microscopy (TEM)
	Cell culture, OGD/R model procedures
	Cell viability assay
	Western blotting
	Quantitative real-time PCR
	Transient transfection
	MDA assay
	GSH assays
	Fe assays
	Evaluation of Fe distribution in cells by STXM
	Statistical analysis

	References
	Acknowledgements
	Author contributions
	Funding
	Ethics approval
	Competing interests
	ADDITIONAL INFORMATION




