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Abstract
Targeted inhibition of cyclin-dependent kinase 7 (CDK7) via its covalent inhibitor THZ1 can suppress the growth of various
cancers, while its roles on colorectal cancer (CRC) remain obscure. Here we report that the expression of CDK7 is
upregulated in CRC cells and tissues. THZ1 exhibits high potency and selectivity against CRC cells both in vitro and in vivo
via induction of cell apoptosis rather than cell cycle disruption. Intriguingly, THZ1 treatment increases the ability of
epithelial mesenchymal transition (EMT) and in vivo metastasis to liver of CRC cells. Mechanistical studies reveal that
THZ1 increases the expression of Snail, while not other EMT-transcription factors, via enhancing its protein stability rather
than mRNA expression or translation. By screening Snail stability related factors via qRT-PCR, results indicate THZ1 and
si-CDK7 decrease the expression of protein kinase D1 (PKD1) in CRC cells. Down regulation of PKD1 mediates THZ1 up
regulated Snail via dephosphorylation of Snail Ser 11 and prevention of proteasome mediated degradation. Clinical analysis
confirms that CDK7 is significantly (p < 0.05) negatively correlated with the expression of mesenchymal markers including
FN1, VIM, and MMP2. CRC patients whose tumors expressing less CDK7/SNAI1 or PKD1/SNAI1 showed significant
(p < 0.05) poorer overall survival (OS) rate as compared with those with greater levels. Collectively, our data suggest that
targeted inhibition of CDK7 can trigger the metastasis of CRC during cancer development via PKD1/Snail axis, which
imposes great challenge that inhibition of CDK7 is a potential approach for cancer treatment.

Introduction

Colorectal cancer (CRC) is the second most common cause
of cancer death in the world, which responsible for
∼655,000 deaths globally each year [1]. As the major
metastasis organ, synchronous liver metastases exist in up
to 20% of newly diagnosed CRC patients [2], and only 13%
of 5-year survival rate of CRC patients has been reported
[3]. Luckily, due to numerous studies revealing alterations
in oncogenes and tumor suppressor genes contributed to the
tumorigenesis and development of CRC, the clinical treat-
ment and drug targeted therapies of CRC have been greatly
improved over the last decades [4]. However, the detailed
mechanisms underlying CRC progression and metastasis
are still far from being completely elucidated.

Cyclin-dependent kinases (CDKs), the critical regulatory
enzymes controlling all cell cycle transitions, have been
suggested as the potent therapeutic targets for cancers [5].
Among the identified CDKs, CDK7 has a general role in the
phosphorylation of the RNA polymerase II carboxyterminal
domain and therefore regulates the initiation and elongation of
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transcription [6, 7]. Although the detailed mechanisms remain
poorly understood, inhibition of the CDK7 can regulate Pol II
promoter occupancy [8, 9], promoter-proximal pausing [10–
12] and mRNA stability [13]. Targeted inhibition of CDK7
via a newly developed covalent inhibitor THZ1 can

negatively impact gene expression, suppress the proliferation
of cancer cells, and inhibit progression of animal xenograft
models [10, 12, 14, 15].

There are only limited data about the expression of
CDK7 and its roles in the progression of CRC. Selective
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inhibition of CDK7 can block the activation of Cdk1 and
Cdk2 and cause arrest at both G1/S and G2/M transitions
of colon cancer HCT-116 cells [16]. Resveratrol can
induce G2 arrest in colon carcinoma HT29 cells through
inhibition of CDK7 [17]. Our present study revealed that
targeted inhibition of CDK7 can suppress the proliferation
of CRC cells; however, it increased the in vitro and
in vivo metastasis of CRC cells via upregulation of Snail,
a key transcription factor of epithelial-mesenchymal
transition (EMT).

Results

THZ1 exhibited high potency to suppress growth of
CRC cells

CDK7 can be widely detected in all measured 9 CRC cell
lines and human colonic epithelial NCM460 cells (Fig. 1a).
The expression of CDK7 in HCT-116, SW480 and SW620
CRC cells were much higher than that in human colonic
epithelial NCM460 cells (Fig. 1a). IHC analyses by use of
tissue microarrays demonstrated the expression of CDK7 in
CRC tumor was significantly (p < 0.05) greater than that in
the adjacent normal mucosal tissues (Fig. 1b, Table S1).
Data set obtained from the Gene Expression Profiling
Interactive Analysis (GEPIA) online database (http://gepia.
cancer-pku.cn) showed that CDK7 expression was higher in
CRC compared with that in other tumor types (Figure S1A).
In addition, TCGA data confirmed that the expression of
CDK7 in colon and rectal carcinoma (COAD, READ),
diffuse large B-cell lymphoma, pancreatic cancer (PAAD)
and thyroid carcinoma (THYM) tissues were significantly
(p < 0.05) greater than that in the adjacent normal tissues
(Figure S1B).

Effects of CDK7 on growth of CRC cells were analyzed
by treating cells with THZ1, a covalent CDK7 inhibitor
[10]. The sensitivity of CRC cells to THZ1 were much
higher than that of human colonic epithelial NCM460 cells
(Fig. 1c). The IC50 value of THZ1 for NCM460 cell was
greater than other nine tested CRC cell lines, except HCT8
(Fig. 1c). The suppression effects of THZ1 on proliferation
of CRC and NCM460 cells were confirmed by the cell
morphology (Figure S1C) and colony formation assay
(Figure S1D). We measured the effects of THZ1 on cell
cycle progression. Surprisingly, THZ1 treatment did not
alter the cell cycle of HCT-116 (Fig. 1d) or SW480 (Fig-
ure S1E) cells. Further, THZ1 had no effect on the
expression of cyclin A/B/D in HCT-116 (Fig. 1e) or SW480
(Figure S1F) cells.

We then investigated the effect of THZ1 on cell apop-
tosis. THZ1 can increase the apoptosis of HCT-116 cells via
a concentration-dependent manner (Fig. 1f). Consistently,
THZ1 treatment induced the PARP cleavage and activation
of caspases 7 and caspases 3 (Fig. 1g). Similar effects of
THZ1 on apoptosis (Figure S1G) and cleavage of PARP
and caspase-3 (Figure S1H) in SW480 cells were observed.

Next, we examined the effects of THZ1 on growth of
HCT-116 tumor xenografts in nude mice. At the end of
experiment, tumor sizes, volumes and weights in THZ1-
injected group were significantly lower than control group
(Fig. 1h, i and j). Decreased Ki67-positive and increased
cleaved caspase-3-positive cells in THZ1 group were
detected in vivo (Figure S1I). Collectively, these data sug-
gested that THZ1 can selectively inhibit the in vitro and
in vivo growth of CRC cells via induction of cell apoptosis.

THZ1 induced EMT and in vivo metastasis of CRC
cells

We then evaluated the potential roles of THZ1 on in vitro
motility of CRC cells. Firstly, both HCT-116 and SW480
cells were treated with or without 100 nM THZ1 for 3 days,
then cells withdrawn of THZ1 was resuspended and cul-
tured for further assay. Results showed that both HCT-116
cells (Fig. 2a) and SW480 cells (Figure S2A) treated with
THZ1 had significant greater migration abilities than control
cells. Consistently, transwell assay confirmed that THZ1
treatment can increase the in vitro invasion of both HCT-
116 and SW480 cells (Fig. 2b). EMT has been considered
as one of the most important step for cancer cell metastasis
[18]. Western blot analysis showed that THZ1 treatment
increased the expression of vimentin and fibronectin (FN),
while decreased the expression of E-Cadherin (E-Cad) in
both HCT-116 and SW480 cells via a concentration-
dependent manner (Fig. 2c), suggesting that THZ1 may
induce EMT of CRC cells. Similarly, knockdown of CDK7
(Figure S2 B) by siRNA can increase the expression of

Fig. 1 THZ1 exhibited high potency to suppress growth of CRC cells.
a The expression of CDK7 in CRC and human colonic epithelial
NCM460 cells was checked by western blot analysis; b Typical IHC
staining for CDK7 expression in tumor tissues from CRC patients (c)
Dose-response curves (left) and IC50 values (right) of CRC and human
colonic epithelial NCM460 cells after treated with increasing con-
centrations of THZ1 for 48 h; d, e HCT-116 cells were synchronized at
the G1/S transition by a double TdR block, and then treated with 100
nM THZ1 for indicated time periods. The cell cycles were analyzed by
FCM (d), and cell cycle related proteins were measured by western
blot analysis (e); f, g HCT-116 cells were treated with increasing
concentrations of THZ1 for 48 h, stained with annexin V-FITC and PI,
and then analyzed by FCM for cell apoptosis (f). Apoptotic proteins
were measured by western blot analysis (g). h Tumor growth curves of
HCT-116 cells in xenograft models treated with or without THZ1 at
indicated time intervals; i, j Tumor volumes (i) and weights (j) of
HCT-116 cells in xenograft models treated with or without THZ1 at
the end of experiment; Data were presented as means ± SD from three
independent experiments
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vimentin while decrease the expression of E-Cad in HCT-
116 cells (Fig. 2d). Further, si-CDK7 increased the in vitro
invasion of HCT-116 cells (Fig. 2e). Collectively, our data
suggested that targeted inhibition of CDK7 induced the
migration, invasion and EMT of CRC cells.

We examined the expression of EMT-related markers
in THZ1-treated HCT-116 tumor xenografts in nude
mice. IHC data showed that THZ1 increased the expres-
sion of vimentin and FN in HCT-116 tumor xenografts

(Fig. 2f). We further determined the impacts of THZ1
on in vivo metastasis of HCT-116 and SW480 cells.
As shown in Fig. 2g, h, the numbers and sizes of liver
tumors derived from THZ1-treated HCT-116 and SW480
cells were significantly increased compared to cells
without treatment. Collectively, our data showed that
targeted inhibition of CDK7 can enhance the in vitro and
in vivo metastasis ability of CRC cells via induction of
EMT.

Fig. 2 THZ1 induced EMT and in vivo metastasis of CRC cells.
a HCT-116 cells were treated with or without 100 nM THZ1 for 48 h,
wound healing was recorded (left) and quantitatively analyzed (right);
b HCT-116 or SW480 cells were treated with or without 100 nM
THZ1 for 48 h. The in vitro invasion was tested by the use of Cyto-
Select™ 24-well Cell Invasion assay kits (left) and quantitatively
analyzed (right); c HCT116 or SW480 cells were treated with or
without THZ1 for 72 h, protein levels of E-Cad, vimentin and Fibro-
nectin were measured by western blot analysis; d, e After transfected
with si-NC or si-CDK7 for 72 h, protein levels of E-Cad, vimentin and
fibronectin in HCT116 cells were measured by western blot analysis

(d). The in vitro invasion (48 h) was tested by use of CytoSelect™ 24-
well Cell Invasion assay kits (left) and quantitatively analyzed (right)
(e); f IHC (vimentin and fibronectin)-stained paraffin-embedded sec-
tions obtained from xenografts. Red bar= 50 μm; g, h HCT-116 or
SW480 cells treated with or without THZ1 were injected into the nude
mice by tail vein injection. Representative images of metastatic liver
tumors were shown (left, g). Numbers of liver tumors derived from
HCT-116 or SW480 cells treated with or without THZ1were quanti-
tatively analyzed (h). Data were presented as means ± SD from three
independent experiments. Scale bar equals to 50 μm, *p < 0.05; **p <
0.01 compared with control

Targeting CDK7 increases the stability of Snail to promote the dissemination of colorectal cancer 1445



Targeting CDK7 post-translationally increased Snail
in CRC cells

EMT-related transcription factors (EMT-TFs) such as Snail,
Slug, Twist and Zeb1 can regulate progression of EMT via
targeting E-cad expression [19]. Results showed that THZ1
dose-dependently increased the protein levels of Snail, but

not Slug, Twist or Zeb1, in both HCT116 and SW480 cells
after treatment for 6 h (Fig. 3a). Further, 100 nM THZ1 was
sufficient to increase the protein expression of Snail in most
measured CRC cells, including HCT-116, SW480, Caco2,
SW620, RKO and LS147T, while it had no significant
effect in HT29, HCT8 or NCM460 cells (Fig. 3b). THZ1
treatment rapidly increased the protein expression of Snail

Fig. 3 Targeting CDK7 post-translationally increased Snail in CRC
cells a HCT-116 or SW480 cells were treated with increasing con-
centrations of THZ1 for 4 h, the expression of EMT-TFs was detected
by western blot analysis; b CRC cells were treated with or without
100 nM THZ1 for 4 h, the expression of Snail was detected by western
blot analysis; c HCT-116 or SW480 cells were treated with 100 nM
THZ1 for the indicated times, the expression of Snail was detected by
western blot analysis; d CRC cells were treated with or without 100
nM THZ1 for 4 h, the mRNA expression of Snail was detected by
qRT-PCR; e HCT-116 or SW480 cells were transfected with si-NC or

si-CDK7 for 24 h, the expression of Snail was detected by western blot
analysis; f HCT-116 and SW480 cells were treated with 100 nM THZ1
or MG132 (10 μM) for 4 h; g HCT-116 cells were treated with 10 μg/
ml CHX combined with or without 100 nM THZ1 for the indicated
times; h IHC (Snail)-stained paraffin-embedded sections obtained from
xenografts based on HCT-116 cells. Red bar= 50 μm; i, j After treated
with 100 nM THZ1 for 4 h, the cytoplasm and nucleus of HCT-116 (i)
or SW480 (j) cells were separated, and the expression of Snail was
checked by western blot analysis. Data were presented as means ± SD
from three independent experiments
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in both HCT116 and SW480 cells after 2 h of incubation
(Fig. 3c). However, the mRNA expression of all checked
EMT-TFs including Snail, Slug, Twist and Zeb1 was no
affected by THZ1 in either HCT116 or SW480 cells (Fig-
ure S3A). Similarly, THZ1 did not affect the mRNA
expression of Snail in all detected CRC cells and human
colonic epithelial NCM460 cells (Fig. 3d). Knockdown of
CDK7 also increased the protein expression of Snail in both
HCT116 and SW480 cells (Fig. 3e). However, transfection
of si-CDK7 did not affect the mRNA expression levels of
Snail in either HCT-116 or SW480 cells (Figure S3B).

The results indicated the rapid increase of protein levels
of Snail might be due to post-translational regulation. Both
HCT-116 and SW480 cells were incubated with proteasome
inhibitor MG-132. Results showed that protein levels of
MG132-treated Snail were comparable to those induced by
THZ1 (Fig. 3f). Ubiquitylation of Snail is critical for its
stabilization. Immunoprecipitation results showed that the
relative ubiquitylation of Snail was dramatically decreased
in THZ1-treated cells (Figure S3C). Further, THZ1 can
extend the half-lives of Snail in both HCT116 (Fig. 3g) and
SW480 (Figure S3C) cells. We further evaluated the effects
of THZ1 on translation efficiency of Snail in CRC cells. We
separated the RNA fractions to monosome translation
initiation fraction (including non-translating fraction < 40S,
40S/60S ribosomes, and 80S monosomes) as well as
translation active polysome (>80S) (Figure S3E). qRT-PCR
showed that THZ1 did not alter the monosome and poly-
some distribution of Snail mRNA in HCT-116 cells treated
with or without THZ1 (Figure S3F).

In xenograft models based on HCT-116 cells, THZ1
treatment can also markedly increase the Snail expression in
tumor tissues (Fig. 3h). The subcellular localization of Snail
was further verified. Western blot analysis revealed that
THZ1 treatment remarkably increased the nuclear locali-
zation of Snail in HCT-116 (Fig. 3i) and SW480 (Fig. 3j)
cells. Collectively, targeted inhibition of CDK7 can increase
the protein expression of Snail in CRC cells and tissues via
stabilizing Snail protein, rather than increasing its mRNA
expression or translation efficiency.

Down regulation of PKD1 mediated THZ1 induced
stabilization of Snail

GSK-3β is a major kinase that phosphorylates Snail and
induces its degradation [20], while activation of NF-κB
induced COP9 signalosome 2 (CSN2) can block the ubi-
quitination and degradation of Snail [21]. Our data showed
that the phosphorylation levels of GSK-3β, p65 and Akt
were not affected by THZ1 in either HCT-116 (Fig. 4a) or
SW480 (Figure S4A) cells. Immunoprecipitation assay
confirmed that CDK7, GSK-3β and CSN2 can directly bind
to Snail in HCT-116 cells; however, these interactions were

independent to THZ1 treatment in HCT-116 cells (Fig. 4b).
Since GSK-3β, p65, MAPK/ERK, PI3K/Akt, p38 and
EGFR were important signals for the upregulation of Snail
[22], we further pretreated cells with their corresponding
inhibitors. No obvious effect of all tested inhibitors was
observed in THZ1-treated HCT116 cells (Fig. 4c). It sug-
gested that targeted inhibition of CDK7-induced stabiliza-
tion of Snail regardless of the phosphorylated status of
GSK-3β and NF-κB.

We then checked the mRNA expression of 27 factors
that related to post-translational regulation of Snail stability
or nuclear turnover of Snail (Summarized at Table S2).
THZ1 treatment can significantly (p < 0.05) decrease the
expression of PKD1, but had no significant effect on other
factors, in both HCT-116 (Fig. 4d) and SW480 (Fig-
ure S4B) cells. Similarly, THZ1 can decrease the mRNA
expression of PKD1 in both LS147T and RKO cells (Fig-
ure S4 C). Western blot analysis confirmed that THZ1 can
decrease the expression of PKD1 in both HCT116 and
SW480 cells (Fig. 4e). Inversely, over expression of CDK7
can increase the expression of PKD1 in both HCT116 and
SW480 cells (Figure S4D). In xenograft models based on
HCT116 cells, THZ1 treatment obviously decreased the
PKD1 expression in tumor tissues (Fig. 4f).

To verify the roles of PKD1 in THZ1-induced upregu-
lation of Snail, cells were transfected with PKD1 constructs
(Fig. 4g). Results indicated that over expression of PKD1
not only decreased the expression of Snail but also com-
pletely abolished THZ1 induced upregulation of Snail
(Fig. 4g). In addition, half-lives of Snail decreased when
overexpressing PKD1 in HCT-116 (Fig. 4h) and SW480
(Figure S4E) cells. CID755673, the inhibitor of PKD1, can
increase the expression of Snail in both HCT-116 and
SW480 cells (Figure S4F), while CID755673 increased the
protein stability of Snail in HCT-116 cells (Figure S4 G).

It was indicated that Ser 11 of Snail is phosphorylated by
PKD1 in cancer cells [23]. We performed immunoprecipi-
tation assay with anti-FLAG antibody to pull down Snail
protein and examined its Ser-11 phosphorylation status by
using an antibody that specifically recognizes p-Ser-11-
SNAIL. Our data showed that Snail protein presented a very
strong protein band at the size of phosphorylated Snail, and
it was strengthened in cells transfected with pcDNA/PKD1.
However, treating cells with THZ1 or PKD1 inhibitor
CID755673 resulted in a loss of phosphorylated Snail
(Fig. 4i). To verify the roles of PKD1 and Ser 11 phos-
phorylation in CDK7-regulated Snail expression, we sub-
stituted Serine to Alanine at its Ser11 (pcDNA/Snail S11A)
and Ser97/Ser101 (pcDNA/Snail 2SA). Our data showed
that THZ1 increased the expression of pcDNA/Snail WT
and pcDNA/Snail 2SA, while this effect was partially
attenuated for pcDNA/Snail S11A (Fig. 4j). Further, THZ1
extended the half-life of wild type Snail, which was less
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efficient for Snail S11A in HCT-116 cells (Fig. 4k). Simi-
larly, CID755673 had no significant effect on the half-life of
Snail S11A in HCT-116 cells, either (Figure S4H).

Collectively, our data suggested that downregulation of
PKD1 mediated THZ1-induced Snail stabilization via
dephosphorylation of Ser 11.

Fig. 4 Downregulation of PRKD1 mediated THZ1-induced stabiliza-
tion of Snail. a HCT-116 cells were treated with 100 nM THZ1 for the
indicated times. Phosphorylated and total expression of GSK-3β, p65
and Akt were detected; b HCT116 cells treated with or without 100
nM THZ1 for 4 h, and Snail was immunoprecipitated for detection of
GSK-3β, CSN2, and CDK7; c HCT-116 cells were pretreated with
inhibitors of NF-κB (10 μM BAY 11-7082, BAY), GSK-3β (10 μM
LiCl), PI3K/Akt (10 μM, LY294002, LY), ERK1/2 (10 μM PD98059,
PD), EGFR (10 μMAG1478, AG) and p38 MAPK (10 μM SB203580,
SB) for 90 min, respectively, followed by 4 h incubation of 100 nM
THZ1; d HCT-116 cells treated with or without 100 nm THZ1 for 4 h,
and mRNA expression levels of Snail stability-related factors were
analyzed by qRT-PCR; e HCT-116 and SW480 cells were treated with
or without 100 nm THZ1 for 4 h. Protein levels of PKD1 were ana-
lyzed by western blot analysis; f IHC (Snail)-stained paraffin-
embedded sections obtained from xenografts based on HCT-116
cells. Red bar= 50 μm; g After 24 h transfection of empty vector or

pcDNA/PKD1, HCT-116 or SW480 cells were treated with or without
100 nm THZ1 for 4 h. Protein levels of Snail and PKD1 were analyzed
by western blot analysis; h After 24 h transfection of empty vector or
pcDNA/PKD1, HCT-116 cells were treated with 50 μg/ml CHX for
the indicated times. Protein levels of Snail were analyzed by western
blot analysis; i HCT-116 cells were treated as indicated, and further
treated with MG132 for 6 h before co-IP experiments. Ser11 phos-
phorylation of immunoprecipitated Snail protein were detected; j After
transfection of pcDNA/Snail WT, pcDNA/Snail S11A, or pcDNA/
Snail 2SA for 24 h, HCT-116 cells were further treated with or without
100 nM THZ1 for 4 h. Expression levels of Snail were analyzed by
western blot analysis; k After transfection of pcDNA/Snail S11A for
24 h, HCT-116 cells were further treated with 50 μg/ml CHX for the
indicated times. Expression levels of Snail were analyzed by western
blot analysis. Data were presented as means ± SD from three inde-
pendent experiments. **p < 0.01 compared with control
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Clinical characteristics of CDK7 in CRC patients and
its association with PKD1/Snail

We analyzed the protein expression of CDK7 in tissue
microarrays containing 65 samples of CRCs with patient-
matched normal mucosal tissues. IHC data showed that
the expression of CDK7 was significantly (p < 0.05)
decreased with the increase of tumor stage in CRC

patients (Fig. 5a, Table S1), suggesting that CDK7 might
positively trigger the tumorigenesis while inhibit the
metastasis of CRC. As summarized in Table S1, CDK7
expression decreased in CRC patients with higher regio-
nal lymph nodes (N), which showed a marginal statistical
significance of p= 0.149. There was no significant dif-
ference in the expression of CDK7 expression among ages
and sexes (Table S1).

Fig. 5 Clinical characteristics of CDK7 in CRC patients and its
association with PKD1/Snail. a Typical immunohistochemical staining
for CDK7 expression in stage I~IV CRC patient in the commercial
tissue microarray; b The Pearson correlation between CDK7 and FN1
in 324 CRC tissues from TCGA data base; c The Pearson correlation
between CDK7 and VIM in 324 CRC tissues from TCGA data base; d
The relative mRNA expression of CDK7 in stage I, II, III, IV CRC
patients based on data available from TCGA database; e Overall

survival (OS) in patients with high (n= 135) vs low (n= 135) levels
of SNAI1 in CRC patients was plotted by the Kaplan–Meier method; f
Overall survival (OS) in patients with high (n= 135) vs low (n= 135)
levels of CDK7/SNAI1 in CRC patients was plotted by the
Kaplan–Meier method; g Overall survival (OS) in patients with high
(n= 135) vs low (n= 135) levels of PKD1/SNAI1 in CRC patients
was plotted by the Kaplan–Meier method
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We assessed the correlation between CDK7 and EMT-
related markers in CRC patients with the data downloaded
from LinkedOmics (http://www.linkedomics.org). Although
there was no statistical correlation between CDK7 and
CDH1 (E-Cad, Figure S5A), the expression of CDK7 was
significantly (p < 0.05) negatively correlated with the
expression of FN1 (Fig. 5b), VIM (Fig. 5c), CDH2, MMP2
and MMP9 (Figure S5 B~D) in 324 CRC patients. It sug-
gested that CDK7 might act as a suppressor for motility of
cancer cells in CRC patients.

We questioned the possibility of a link between CDK7,
PKD1, Snail and CRC clinical development. We further
analyzed their expression in 315 samples from TCGA
Colorectal data bases. Our results showed that the mRNA
expression of CDK7 significantly decreased in CRC tissues
with increasing pathologic stages (Fig. 5d). CRC patients
with greater number of lymph node metastasis showed less
expression of CDK7 mRNA (Figure S5E). Similarly, the
expression of CDK7 mRNA decreased with the increase of
pathologic N stage (Figure S5F) and T stage (Figure S5G)
of CRC patients. As to the expression of SNAI1, our data
showed that CRC patients whose tumors expressing higher
SNAI1 (n= 135) showed poorer survival rate as compared
with those with less levels (n= 135) of SNAI1 (p= 0.08)
(Fig. 5e). There was no correlation between the mRNA
expression of CDK7 and SNAI1 in CRC tissues (Fig-
ure S5H). Overall survival rate of CRC patients was inde-
pendent to the expression level of CDK7 (Figure S5I) or
PKD1 (Figure S5J). However, CRC patients whose tumors
expressing less CDK7/SNAI1 (n= 135) showed poorer
survival rate as compared with those with greater levels (n
= 135, p < 0.05) (Fig. 5f). Similarly, CRC patients whose
tumors expressing less PKD1/SNAI1 (n= 135) showed
poorer survival rate as compared with those with greater
levels (n= 135) of PKD1/SNAI1 (p < 0.01) (Fig. 5g). Col-
lectively, our data suggested that CDK7 may contribute to
the growth of CRC during tumorigenesis; however, it can
suppress the metastasis during cancer development via
PKD1/Snail axis.

Discussion

As a super enhancer inhibitor, THZ1 is a covalent CDK7
inhibitor that can efficiently suppress MYC targets and the
MYC driven transcriptional amplification in cancers [10,
12, 24]. It has been reported that THZ1 treatment can sig-
nificantly inhibit the in vitro and in vivo growth of multiple
cancers, including small cell lung cancer [15], oesophageal
squamous cell carcinoma [25], tripe negative breast cancer
[26], ovarian cancer [27], T-cell lymphomas [28] and neu-
roblastoma [12]. We herein revealed that the expression of
CDK7 in CRC cells and tissues were greater than their

corresponding controls. THZ1 can selectively inhibit the
in vitro and in vivo growth of CRC cells without the var-
iation of cell cycle but induction of cell apoptosis. As
reported, THZ1 treatment did not alter the cell cycle in
TNBC [14] and T-cell lymphomas [28] cells. It has been
suggested that THZ1 led to a profound induction of apop-
tosis in high MYCN-expressing cells, but not in cells
expressing non-amplified MYCN [12]. This might be the
reason that NCM460, HCT8 and HT29 cells were less
sensitive to the treatment of THZ1 in the present study.

One major important finding in our present study was that
motility of CRC cells treated with THZ1 was significantly
increased. THZ1 treatment can induce EMT-like properties
and trigger in vivo metastasis of CRC cells. CDK7 was
significantly (p < 0.05) negatively correlated with the
expression of mesenchymal markers including FN1, VIM
and MMP2. Role of CDK7 on cancer metastasis has been
reported by one group that CCNH/CDK7 can interact with
CtBP2 to promote cell migration of breast cancer [29] and
esophageal squamous cell carcinoma [30]. In agreement
with our findings, recent studies suggested that CDKs con-
trolled the migration and metastatic potential of cancer cells
[31]. For example, CDK3 can suppress breast cancer
metastasis via inhibiting Wnt/β-catenin pathway [32].
Interestingly, CDK3 has also been considered as a tumor
promoter, due to its ability of promoting cell growth and
transformation [33, 34]. Inhibition of CDK4/6 activity with
PD-0332991 suppressed the growth of pancreatic cancer
cells, while enhanced their invasion via induction of EMT
[35]. Further, depletion of cyclin A2 [36] and cyclin D1 [37]
decreased proliferation, but increased migration of cancer
cells. THZ1-induced metastasis of CRC cells was consistent
with previous viewpoint that two cellular processes, pro-
liferation and migration, do not occur simultaneously, which
called “migration-proliferation dichotomy” [38].

We revealed that targeted inhibition of CDK7 can sta-
bilize Snail via downregulation of PKD1. Snail is the first
one that reported to repress the CDH1 gene (encoding E-
cadherin) transcription and induce EMT [39, 40]. We found
that targeted inhibition of CDK7 recruited protein stability
of Snail while it had no effect on its mRNA expression. By
screening the factors involved in Snail stability, we found
that PKD1, which can phosphorylate Ser11 on Snail [41],
was significantly inhibited by THZ1 and si-CDK7. Phos-
phorylation of Ser11 will trigger the nuclear export of Snail
via 14-3-3σ binding and then degradated by E3 ligase
FBXO11 via ubiquitylation [23]. As reported, PKD1-
dependent phosphorylation of Ser11 on SNAG domain is
the rate limiting step for FBXO11-mediated Snail protein
ubiquitylation and degradation [23]. We confirmed that
mutation of Ser11 can attenuate the THZ1-extended protein
stability of Snail. Multiple signaling pathways, such as β-
catenin, NF-κB, MYC/MAX, androgen receptor and Sp1,
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can regulate the transcription of PKD1 in cancer cells via
binding with its promoter [42]. As reported, CDK7 inhibi-
tion by THZ1 has revealed integral roles for CDK7 in both
transcriptional pausing and mRNA cap methylation [43]. A
recent study showed that MYC mediates phosphorylation of
S5 on the carboxy-terminal domain of RNA Pol II through
recruitment of CDK7, which leads to the activation of tar-
geted transcripts [44]. Whether MYC or other transcription
factors are involved in CDK7 regulated transcription of
PKD1 via similar approach needs further investigation.

In vivo study and clinical analysis confirmed the sup-
pression effects of CDK7 on the metastasis of CRC. We
revealed that expression of CDK7 was elevated in CRC
tissue as compared with the adjacent normal tissues. This
was consistent with recent reports that CDK7 was increased
in cancer tissues [45, 46]. We observed a strong negative
correlation of CDK7 and mesenchymal markers including
VIM, FN1, N-Cad, MMP2 and MMP9 expression in CRC
patients. The expression of CDK7 was negatively correlated
with the in vivo metastasis of CRC patients. Although there
was no significant difference for the overall survival rate of
patients with CDK7 expression level, CRC patients with
less CDK7/SNAI1 or PKD1/SNAI1 showed poorer survival
rate as compared with those with greater levels. In estrogen
receptor positive (ER+) breast cancer, high-level expres-
sion of CDK7 was associated with longer survival in uni-
variate and multivariate analyses [45]. However, patients
with high expression of CDK7 exhibited worse overall
survival as compared to those with low CDK7 in hepato-
cellular carcinoma (HCC) [47], gastric [48] and triple
negative breast cancer [26]. For an unstratified cohort of
2656 breast cancer patients, no significant association was
observed between CDK7 expression and recurrence-free
survival [26]. It suggested that the roles of CDK7 on cancer
progression might be cancer type specific.

Collectively, our data suggested that CDK7 contributes
to the growth of CRC during tumorigenesis. However,
CDK7 can suppress the metastasis during cancer develop-
ment via a PKD1/Snail-dependent manner. The promotive
effects on cancer metastasis of THZ1 in the present study
imposed great challenge that targeted inhibition of CDK7 is
a potential approach for cancer treatment, at least for CRC
patients.
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