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Correction to: Cancer Gene Therapy https://doi.org/10.1038/
s41417-022-00473-2, published online 26 April 2022

In this article Zhimin Fan (Department of Breast Surgery, The First
Hospital of Jilin University, Changchun, Jilin, 130021, China) was
missing from the author list.

The author list has been updated as follows:

Jiulong Ma1, Chen Chen2, Shan Liu1, Jiahua Ji1, Di Wu1, Peng
Huang1, Dexian Wei1, Zhimin Fan3,*, Liqun Ren1,*

1Department of Experimental Pharmacology and Toxicology,
School of Pharmaceutical Sciences, Jilin University, 1266 Fujin
Road, Changchun, Jilin 130021, China

2Department of Pharmacology, School of Pharmaceutical Sciences,
Jilin University, 1266 Fujin Road, Changchun, Jilin 130021, China

3Department of Breast Surgery, The First Hospital of Jilin
University, Changchun, Jilin, 130021, China

*Co-Corresponding author: Zhimin Fan and Liqun Ren

Email address: fanzm@jlu.edu.cn and renlq@jlu.edu.cn

The author contribution statement has also been updated:

AUTHOR CONTRIBUTIONS
J.M., Z.F. and L.R. conceived and designed experiments. J.M. performed experiments.
C.C. and S.L. carried out data analysis. D.W., J.J., P.H. and D.W. participated in the
preparation of reagents/materials/analysis tools. J.M. wrote the manuscript. Z.F. and
L.R. supervised the manuscript. All data were generated in-house, and no paper mill
was used. All authors agree to be accountable for all aspects of this work including
the integrity and accuracy of the data presented.
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