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Colorectal cancer cells secreting DKK4 transform fibroblasts to
promote tumour metastasis
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Wnt/β-catenin signalling is aberrantly activated in most colorectal cancer (CRC) and is one key driver involved in the initiation and
progression of CRC. However, mutations of APC gene in CRC patients retain certain activity of APC protein with decreased β-catenin
signalling and DKK4 expression significantly upregulates and represses Wnt/β-catenin signalling in human CRC tissues, suggesting
that a precisely modulated activation of the Wnt/β-catenin pathway is essential for CRC formation and progression. The underlying
reasons why a specifically reduced degree, not a fully activating degree, of β-catenin signalling in CRC are unclear. Here, we showed
that a soluble extracellular inhibitor of Wnt/β-catenin signalling, DKK4, is an independent factor for poor outcomes in CRC patients.
DKK4 secreted from CRC cells inactivates β-catenin in fibroblasts to induce the formation of stress fibre-containing fibroblasts and
myofibroblasts in culture conditions and in mouse CRC xenograft tissues, resulting in restricted expansion in tumour masses at
primary sites and enhanced CRC metastasis in mouse models. Reduced β-catenin activity by a chemical inhibitor MSAB promoted
the CRC metastasis. Our findings demonstrate why reduced β-catenin activity is needed for CRC progression and provide a
mechanism by which interactions between CRC cells and stromal cells affect disease promotion.
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Graphical Abstract

INTRODUCTION
Dickkopf‐related protein 4 (DKK4) is a member of the Dickkopf
family and is a soluble extracellular LRP5/6 antagonist that
prevents the formation of the FRIZZLED (FZD)-LRP6 complex [1].
The FZD-LRP6 complex with Wnt ligands forms a ternary complex
to promote the stabilization of β-catenin to activate the Wnt
pathway [2]. The dynamic state of DKK4 itself and its interaction
with LRP6 modulate Wnt pathways in cells. The DKK protein binds
to Kremen to form a three-component complex with LRP5/6. The

DKK-Kremen-LRP5/6 complex leads to rapid endocytosis and
removal of LRP5/6 from the plasma membrane, resulting in
inactivation of the Wnt/β-catenin pathway [3]. Human DKK4 is
located on chromosome 8p11.2‐p11.1 and encodes a secreted
DKK4 protein [4]. DKK4 is downregulated in hepatocellular
carcinoma [5] and is upregulated in many other cancers, including
ovarian cancer [6], renal cell carcinoma [7], gastric cancer [8], and
colorectal cancer (CRC) [9]. DKK4 might be involved in the invasion
of epithelial ovarian cancer [6], inhibits the invasion of
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hepatocellular carcinoma [10] and colorectal carcinoma, and
suppresses colorectal cancer metastasis [11, 12]. DKK4 inhibition
enhances chemosensitivity to current treatments in CRC [13] and
non-small cell lung cancer [14]. Thus, DKK4 might act as a tumour
suppressor gene or an oncogene in cancers.
CRC is one of the leading causes of cancer-related death

worldwide. Mutational inactivation of the adenomatous polyposis
coli (APC) tumour suppressor gene is known to be the initiating
event in most sporadic and familial CRCs. Disruption of APC is
linked to the activation of WNT pathways [15]. WNT was first
identified to regulate Drosophila embryonic segment polarity and
to be a proto-oncogene in breast tumours induced by mouse
mammary tumour virus [16]. WNT has been implicated in diverse
biological processes, including cell fate specification, cell pro-
liferation, cell migration, dorsal axis formation, and asymmetric cell
division [17]. The canonical Wnt signalling cascade is a multistep
process that involves the relocalization, phosphorylation, and
degradation of multiple proteins, culminating in a coordinated
transcriptional response. Briefly, WNT ligands bind FZD and LRP
receptor complexes, initiating membrane recruitment of key
scaffold proteins and disruption of the β-catenin destruction
complex (minimally composed of AXIN, APC, CK1, GSK3β) to
release β-catenin. β-catenin accumulates in the cytoplasm and
then translocates into the nucleus to drive the transcription of
target genes by associating with transcription factors and
coactivators [18]. The majority of CRCs have high levels of WNT
pathway activity [19]. The accumulated evidence indicates that
WNT activation is one key driver involved in the initiation and
progression of CRCs [19]. Mutations of AXIN and β-catenin are
found in only a small fraction (5–6%) of CRC cases. In contrast, up
to 92% of sporadic CRCs contained at least one alteration in a
known WNT regulator APC protein and showed a notable bias
towards truncating mutations, such as retention of one or, less
frequently, two of the same 20-amino-acid repeats in APC within a
central 200 amino acid region of the protein, which down-
regulates β-catenin protein expression [20]. The selected muta-
tions for APC genotypes that are likely to retain some activity with
decreased β-catenin signalling [21–23]. The expression of DKK4,
an inhibitor of β-catenin signalling, has been shown significantly
to upregulate and to repress Wnt/β-catenin signalling in human
CRC tissues. The observations suggest that a precisely modulated
activation of the Wnt/β-catenin pathway is essential for CRC
formation and progression. Thus, the underlying reasons why a
specifically reduced degree, not a fully activating degree, of
activation in Wnt/β-catenin signalling pathways, is needed in CRCs
are unknown, which may impact our ability to exploit such
alterations in the mechanisms by which CRC develops and
progresses for therapeutic approaches for the diseases. Previously,
we isolated CRC stem cells from patient samples and screened the
gene expression in CRC stem cells [24–26]. The results showed
that DKK4 highly expressed in CRC stem cells and greatly
decreased its expression in cancer cells derived from the
differentiation of CRC stem cells. The distinctive DKK4 expressing
patterns in CRC cells drive us to address roles of DKK4, an inhibitor
of Wnt/β-catenin signalling pathway, in CRC formation and
progression. Our data provide evidence to show a mechanism
by which reduced β-catenin activity is needed for the disease
progression of colorectal cancers.

RESULTS
DKK4 is an independent factor for poor outcomes in CRC
patients
After induction to differentiation of CRC stem cells from patients,
the progenies of the colorectal stem cells were subjected to gene
expression profiling. Many components of Wnt signalling path-
ways were substantially reduced in cancer cells derived from
colorectal stem cells (Fig. 1A). Among them, DKK4 expression was

decreased mainly in differentiated cancer cells (Fig. 1B, C). RT‒PCR
and Western blotting results showed that DKK4 was expressed in
CRC stem cells from the samples of three patients and the CRC cell
lines SW480, SW620, and HCT116 (Fig. 1C, D; and Supplementary
Fig. S1A‒G). To identify potential correlations with the outcomes
of CRC patients, we analyzed DKK4 protein expression in sections
of CRC tissues and matched colorectal mucosa tissues resected
from 187 CRC patients. Immunohistochemical staining revealed
that DKK4 expression was negative in the colorectal mucosa and
positive in the CRC tissues of 145 patients (Fig. 1E). Next, we
investigated whether DKK4 expression was associated with the
prognosis and/or clinical characteristics of 187 CRC patients.
Kaplan‒Meier analysis showed that DKK4 expression was corre-
lated with poor overall survival (Fig. 1F, Kaplan–Meier curves,
p= 0.012; and Fig. 1G, univariate analysis, p= 0.008). Multivariate
Cox regression analysis revealed DKK4 expression to be an
independent prognostic factor for poor survival (Fig. 1H). The
results are inconsistent with published data [12]. Thus, an analysis
of mRNA expression data from The Cancer Genome Atlas (TCGA)
(dataset ID: TCGA.COADREAD.sampleMap/HiSeqV2) were per-
formed to verify our results and revealed that the level of DKK4
expression was higher in cancer tissues than in normal tissues and
was positively correlated with advanced diseases (Fig. 1I; and
Supplementary Fig. S1H‒J). Kaplan‒Meier estimation showed
significantly shorter overall survival in colorectal adenocarcinoma
patients with higher DKK4 gene expression (Supplementary Fig.
S1H‒J). The expression level of DKK4 was also positively correlated
with the pathological grade of CRC tissues and venous invasion of
CRC (Fig. 1I‒K). An additional analysis of DKK4 mRNA expression
data from another resource (dataset ID: TCGA.COAD.sampleMap/
GAV2) revealed similar results. Thus, DKK4 is an independent
factor for poor outcomes in CRC patients.

DKK4 restricts the expansion of CRC xenografts in mice
To address the roles of DKK4 in CRC progression, we employed
shRNA to knock down DKK4 expression in CRC stem cells derived
from samples of three patients and cancer cell lines, including
SW480 and SW620 cell lines (Supplementary Fig. S1A‒C; and
Supplementary Fig. S1E‒G). Moreover, cancer stem cells from the
three patients and the HCT116 cancer cell line were infected with
lentiviruses carrying the DKK4 coding sequence for overexpres-
sion and the corresponding control lentiviruses (Supplementary
Fig. S1D‒G). After the evaluation of DKK4 expression (Supple-
mentary Fig. S1A‒G), cancer stem cells and cancer cell lines with
reduced expression or overexpression of DKK4 were subcuta-
neously implanted in the flank region of athymic nude mice. The
mice with cancer stem cells from the samples of two patients
(1597, 3431) showed a large increase in tumour volume as well as
tumour weight when DKK4 expression was knocked down in the
cancer cells compared to those of the shRNA control groups (Fig.
2A‒C; and Supplementary Fig. S2A‒C). The cancer stem cells from
the samples of one patient (3117) did not result in obvious
alterations in growth in mice after DKK4 expression was reduced
by knockdown (Supplementary Fig. S2D‒F). The cancer cell lines
SW480 and SW620, with reduced DKK4 expression, were
subcutaneously injected into mice. A large increase in tumour
volumes as well as tumour weights of xenografts was observed in
the mice injected with SW620 cells carrying DKK4 shRNA
(Supplementary Fig. S2G‒I). In contrast, reduced expression of
DKK4 by knockdown did not increase the masses of xenografts in
the mice injected with SW480 cells (Supplementary Fig. S2J‒L).
The cancer stem cells and cancer cell line HCT116 with DKK4
overexpression substantially reduced the tumour volume and
tumour weight in mice (Supplementary Fig. S2M‒O). Administra-
tion of the human DKK4 recombinant protein into the xenograft
sites restored the effects of reduced DKK4 expression by knocking
down tumour growth of cancer stem cells from the patient
sample (1597) in mice (Fig. 2A‒C). Thus, the reduced expression
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of DKK4 promotes the expansion of xenografts in two CRC stem
cells tested (1597 and 3431) and one CRC cell line (SW620). The
increased expression of DKK4 restricts the expansion of
xenografts derived from all cancer cells tested. The results
indicate that differential effects of DKK4 on the growth of primary

CRC cancers might be that different types of CRC cancers are
respectively required a specific activation of Wnt/β-catenin
signalling pathways. As mentioned above, detectable DKK4
protein levels are correlated with a negative effect on the overall
survival of CRC patients. The phenotypes of CRC xenograft
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experiments in mice are inconsistent with the outcome of CRC
patients.

A proper level of DKK4 promotes the metastasis of CRC
xenografts in mice
Metastasis has been shown to be a major factor for poor
outcomes in CRC patients. Thus, we tested whether DKK4 plays
roles in CRC metastatic processes. First, cancer stem cells (1597)
and cancer cell lines (SW480) with reduced expression or
overexpression of DKK4 were intravenously administered to mice.
The results showed that DKK4 did not show any alteration in
metastatic abilities in mice (Supplementary Fig. S3A‒D). The
intrasplenic injection with two cancer stem cells (3431 and 1597)
showed similar results (Supplementary Fig. S3E, F). These results
indicate that DKK4 expression does not directly alter the
metastatic abilities of CRC cells and cancer stem cells.
For further determination of the metastatic abilities of cancer

stem cells and cancer cell lines, cells with reduced DKK4
expression were intraperitoneally injected into mice. The exam-
inations showed that the numbers and volumes of lung tumour
foci were dramatically higher in the mice injected with 3117 cells
with control shRNA than in the mice injected with cells with
shDKK4 (Supplementary Fig. S3G, H). The survival time of the
control group was much shorter than that of the shDKK4 group
(Supplementary Fig. S3I). The phenotypes in which reduced DKK4
expression attenuated lung metastasis were also demonstrated by
tests of 3431 and SW620 cells (Supplementary Fig. S3J, K).
In previous experiments, subcutaneous CRC xenografts quickly

reached large masses. Due to ethical principles, the mice were
sacrificed before lung metastatic masses were detected. Therefore,
we subcutaneously injected decreased cell numbers into nude
mice. The results showed that the numbers and volumes of
tumour masses in the lungs were dramatically higher in the mice
injected with cancer cells (1597, 3117 and 3431) with control
shRNA than in the mice injected with cells with reduced DKK4
expression (Fig. 2D, E; and Supplementary Fig. S3L, M). The survival
time of the control group was much shorter than that of the
shDKK4 group (Fig. 2F). Administration of the human DKK4
recombinant protein into the xenograft sites diminished the
effects of shDKK4 on lung metastasis and the survival time of
xenografts generated from 1597 cells in mice (Fig. 2D‒F). Reduced
expression of DKK4 was able to inhibit CRC metastasis by
subcutaneous inoculation and intraperitoneal inoculation but
not by intravenous or intrasplenic injection, suggesting that the
function of DKK4 has no significant effects on the migration, the
survival in the blood circulation, and distal colonization of CRC
cells and might mainly display roles in the primary tumour tissues
to promote CRC metastasis.
Cancer stem cells and cancer cell lines overexpressing DKK4

were intraperitoneally and subcutaneously injected into mice. The
results showed that the lung metastases and the survival time of
the mice injected with DKK4-overexpressing cells were not
obviously altered compared to those of the mice injected with
control vectors (Fig. 2D‒F; and Supplementary Fig. S3G‒I). All the
results indicate that the DKK4 level plays an essential role in the
metastatic abilities of CRC xenografts in mice. The fact that a

proper degree of DKK4 expression increases the metastatic
abilities of CRC cells is consistent with the clinical outcomes of
CRC patients.

DKK4 secreted from CRC cells transforms fibroblasts in
stromal tissues of xenografts in mice
To determine the underlying mechanism by which DKK4
promotes CRC metastatic abilities, we initially determined the
characteristics of CRC stem cells and cancer cell lines in culture
conditions. In vitro experiments showed that reduced DKK4
expression did not consistently alter the proliferation, apoptosis
or migration of cancer stem cells and their differentiated
progenies (Supplementary Fig. S4A‒J) or the ratios of cancer
stem cells in xenografts (Supplementary Fig. S4K). These results
are consistent with the observations that DKK4 does not directly
modulate the metastatic abilities of CRC cells through intrave-
nous and intrasplenic injections. All the results suggest that
DKK4 displays essential functions in the microenvironments of
cancer tissues for CRC metastatic abilities. The microenviron-
ment of cancer includes blood vessels, neural tissue, stromal
tissues, and immune cells [27]. Nude mice carry immunodefi-
ciency of mature T cells and have few specific immune reactions
[28]. We identified macrophages instead of all immune cells in
the xenografts and found that macrophages were not altered in
the CRC xenografts generated with CRC stem cells and cancer
cell lines with reduced expression of DKK4 (data not shown).
Then, we examined endothelial cells and neurons, the cellular
components of blood vessels and neural tissues, in CRC
xenografts. The results showed that there was no difference
among the xenografts generated from CRC stem cells and
cancer cell lines with reduced expression of DKK4 (Supplemen-
tary Fig. S5A‒F). All the tests indicate that the expression of
DKK4 in CRC cells could not change the distributions and
features of blood vessels, neural tissues, and immune cells in the
microenvironments of cancer tissues.
The major cellular components of stromal tissues are fibroblasts

[27]. Thus, the subcutaneous and intraperitoneal CRC xenografts
were sectioned and stained with anti-Vimentin (a protein marker
of fibroblasts) and α-SMA (a marker of myofibroblasts) [29]
antibodies. The examinations showed substantially reduced
Vimentin+α-SMA+

fibroblasts distributed in the stromal tissues
of xenografts generated from CRC stem cells (1597) and cancer
cell lines with reduced expression of DKK4 (Fig. 3A‒C), suggesting
that reduced expression of DKK4 in colorectal cancer cells reduces
myofibroblasts in tumour stromal tissues. To confirm these results,
we assessed the class II nonmuscle myosin isoform protein MYH9,
another marker of myofibroblasts [30], in xenograft sections. The
results showed that CRC xenografts generated from cancer stem
cells and cancer cell lines with reduced expression of DKK4 carried
much fewer α-SMA+MYH9+ myofibroblasts in the tumour stromal
tissues (Supplementary Fig. S5G‒I). Administration of recombinant
human DKK4 (rhDKK4) protein restored the expression of α-SMA
and Vimentin in xenografts generated from CRC stem cells with
reduced expression of DKK4 by knockdown (Fig. 3A‒C). Over-
expression of DKK4 in cancer stem cells and cancer cell lines
greatly enhanced the number of Vimentin+α-SMA+

Fig. 1 DKK4 is an independent factor for poor outcomes in CRC patients. A Top 10 pathways predicted to be most discrepant between CRC
stem cells (CCSCs) and differentiated colorectal cancer cells (CCCs). B Volcano plot of gene expression in CCSCs versus CCCs. C DKK4 mRNA
expression in each CCSCs and CCCs (n= 3). D Western blot images and quantification of DKK4 protein in each CCSCs (n= 3). E Representative
immunohistochemical images of DKK4 expression in normal intestinal mucosa (NM) or CRC tissues (CRC) of 187 patients. Scale bar, 100 μm. F,
G Kaplan–Meier curves (F) and univariate analysis (G) of DKK4 expression for overall survival in CRC patients from a Chinese cohort collected
from 187 CRC patients who were diagnosed and operated on in West China Hospital between 2009 and 2010 (n= 187). H Multivariate
analyses of DKK4 expression and clinical features for overall survival in CRC patients from a Chinese cohort (n= 187). I, J Correlation of DKK4
expression and pathological T stages in CRC tissue of patients from the TCGA database (dataset ID: TCGA.COADREAD.sampleMap/HiSeqV2,
n= 358). K Correlation of DKK4 expression and venous invasion in CRC tissue of patients from the TCGA database (n= 358). *p < 0.05;
**p < 0.01; ***p < 0.001; ****p < 0.0001 by Student’s unpaired t test unless stated otherwise.
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Fig. 2 DKK4 restricts the expansion of CRC xenografts and promotes the metastasis of xenografts in mice. A–C Tumour images (A),
tumour volume (mm3) change curves (B), and tumour weights (C) of harvested xenografts dissected from nude mice harbouring 1597-C-CSCs
subcutaneously (s.c.) and treated with human recombinant DKK4 protein (20mg/kg) or an equal volume of vehicle every 7 days (n ≥ 4). Scale
bars, 10 mm. D–F H&E images and quantification of lung metastasis (D, E) and survival curves (F) of nude mice harbouring 1597-CCSCs s.c. and
treated with human recombinant DKK4 protein (20 mg/kg) or an equal volumes of vehicle every 7 days (n ≥ 4). The dashed blue line of
shDKK4+Veh overlapped with the solid blue line of shDKK4. Scale bars, 100 μm. Mean ± SD, *p < 0.05; **p < 0.01; ***p < 0.001; ****p < 0.0001 by
Student’s unpaired t test (B, C), Mann‒Whitney u test (E) and log-rank test (F).
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Fig. 3 DKK4 secreted from CRC cells transforms fibroblasts in stromal tissues of xenografts in mice. A–C Representative images (A) and
quantification of Vimentin (red, B) and α-SMA (green, C) immunofluorescence staining in xenografts dissected from nude mice harbouring
1597-CCSCs s.c. and treated with human recombinant DKK4 protein (20mg/kg) or an equal volume of vehicle every 7 days. Scale bars, 50 μm.
At least 3 xenografts were performed in each group, and 3-5 images of each xenograft were taken randomly. Mean ± SD, *p < 0.05; **p < 0.01;
***p < 0.001; ****p < 0.0001 by Student’s unpaired t test.
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myofibroblasts distributed in the stromal tissues of CRC xenografts
(Fig. 3A‒C). The results indicate that DKK4 expressed in CRC cancer
cells strongly induces the formation of Vimentin+α-SMA+

fibroblasts and α-SMA+ MYH9+ myofibroblasts in cancer stromal
tissues in mouse models.

DKK4 secreted from CRC cells transforms fibroblasts in vitro
Next, we obtained media from cancer stem cell and CRC cell line
culture dishes and cultured mouse embryonic fibroblasts (MEFs),
3T3 fibroblasts, and human colon cancer-associated fibroblasts
(CAFs) with conditioned culture media. The results showed that
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fibroblasts cultured in media from DKK4-expressing cancer stem
cells and cancer cell lines presented a large, star shape and had
cytoplasmic stress fibres. Actin, α-SMA, and MYH9 staining showed
stress fibres in fibroblasts and myofibroblasts (Fig. 4A‒D; and
Supplementary Fig. S6A‒F). In comparison, the fibroblasts cultured
in the media from cancer stem cells and cancer cell lines with
reduced expression of DKK4 had an elongated spindle shape with
much fewer stress fibres and were small in diameter. The
elongating fibroblasts were reduced with the expression of F-
actin, α-SMA, and MYH9 proteins (Fig. 4A‒D; and Supplementary
Fig. S6A‒F). The experiments of fibroblasts cocultured with CRC
stem cells with or without the expression of DKK4 obtained the
same results. Increased expression of DKK4 in cancer stem cells
enhanced the expression of F-actin and MYH9 in fibroblasts but
did not further change the morphologies of fibroblasts and
myofibroblasts. The RNA expression results confirmed that
reduced expression of DKK4 in cancer stem cells reduced α-SMA
and collagen expression in fibroblasts (Fig. 4E‒H; and Supple-
mentary Fig. S6G). Thus, DKK4 expression in cancer stem cells and
CRC cell lines can transform fibroblasts into fibroblasts and
myofibroblasts containing stress fibres.

β-catenin modulates fibroblast transformation signalling
via DKK4
DKK4 is one component of the major Wnt/β-catenin signalling
pathways [1, 10]. Thus, we first examined the gene activities
involved in the Wnt/β-catenin signalling pathway in fibroblasts in
culture conditions. The results showed that after downregulating
DKK4 expression in the culture media of cancer stem cells and
cancer cell lines, the expression of genes involved in the Wnt/
β-catenin signalling pathway, including Axin1, Axin2, Let, and
Ctnnb1, was highly enhanced in fibroblasts (Supplementary Fig.
S7A‒C). Western blotting also showed that proteins involved in
the Wnt/β-catenin signalling pathway, including Met and Cyclin
D1, were increased in fibroblasts cocultured with cancer stem cells
and cancer cell lines with reduced DKK4 expression (Supplemen-
tary Fig. S7D‒E). The total protein levels and the active form of
β-catenin were significantly enhanced in fibroblasts cocultured
with cancer stem cells and cancer cell lines with reduced
expression of DKK4. Moreover, the total protein levels and active
form of β-catenin were dramatically reduced in fibroblasts
cultured in conditional media obtained from cultured cancer
stem cells and cancer cell lines with overexpressing DKK4.
Therefore, the mRNA expression or protein levels of genes
involved in the Wnt/β-catenin signalling pathway in fibroblasts
after culture with the overexpression of DKK4 in cancer stem cells
and cancer cell lines were determined. DKKs were reported to
bind to the WNT receptor LRP5/6 and inhibit Wnt signal
transduction [31]. Coimmunoprecipitation experiments demon-
strated that DKK4 bound to LRP6, which in turn led to the
phosphorylation of β-catenin at Ser33/Ser37/Thr41 in fibroblasts
(Fig. 5A‒E). Increased phospho-β-catenin was able to enhance the
ubiquitination of β-catenin (Fig. 5F‒H). Increased ubiquitinated
β-catenin promotes the degradation of β-catenin by the protea-
some [31], resulting in reduced levels of β-catenin protein (Fig.
5C, E; and Supplementary Fig. S7D, E). The results suggest that the

secretion of DKK4 from cancer stem cells and cancer cell lines can
inhibit the Wnt/β-catenin signalling pathway via reduced
β-catenin protein in fibroblasts.
To test whether the activity of β-catenin modulates the

transformation of fibroblasts, we used a selective inhibitor of
Wnt/β-catenin signalling, MSAB (methyl 3-{[(4-methylphenyl)sul-
fonyl] amino}benzoate) [32], to inhibit the activation of β-catenin
in fibroblasts in culture. MSAB has been shown to bind to
β-catenin, promoting its degradation, and specifically to down-
regulate Wnt/β-catenin target genes [32]. After treatment with
MSAB, the fibroblasts showed a large star shape and had
cytoplasmic stress fibres, and similar phenotypes were observed
when the fibroblasts were cocultured with DKK4-expressing
cancer stem cells and cancer cell lines (Supplementary Fig. S7F‒
H). MSAB treatment was able to restore stress fibre expression in
fibroblasts cultured with cancer cells carrying shDKK4 (Fig. 5I, J).
Treatment with LiCl, a chemical activator of β-catenin [33],
induced an elongated spindle shape and smaller fibroblasts with
fewer stress fibres (Supplementary Fig. S7F‒H). LiCl treatment
strongly reduced fibroblast transformation by DKK4-
overexpressing cancer cells (Fig. 5I, J).
Then, we stained the sections of subcutaneous and intraper-

itoneal CRC xenografts with anti-β-catenin antibody. The exam-
inations showed that β-catenin was highly enhanced in the
stromal cells in CRC xenografts generated from cancer stem cells
and cancer cell lines with reduced expression of DKK4 (Supple-
mentary Fig. S7I, J). DKK4 overexpression in CRC cancer cells
dramatically reduced the protein expression of β-catenin in
stromal cells in CRC xenografts (Supplementary Fig. S7I, J). In
contrast, the α-SMA+

fibroblasts were strongly negatively
correlated with the expression of β-catenin in the stromal tissues
in CRC xenografts (Supplementary Fig. S7I‒K). Together, these
results indicate that DKK4-induced fibroblast transformation
occurs via the inhibition of β-catenin signalling in fibroblasts.

Α β-catenin inhibitor modulates fibroblast transformation and
the metastasis of xenografts in mouse models
To address the activity of β-catenin in the transformation of
fibroblasts in mice, we intraperitoneally injected MSAB into
APCmin/+ and nude mice. After 14 days, the skin and intestines
were collected, sectioned, and stained with anti-Vimentin, F-actin,
MYH9, and α-SMA antibodies. The Vimentin+ F-actin +MYH9+

myofibroblasts were largely enhanced in the stromal tissues in the
skin and intestines of the mice (Supplementary Fig. S8A‒H).
However, the sizes and amounts of skin and intestinal stromal
tissues were not altered by the MSAB treatments. Then, we
intraperitoneally injected MSAB into nude mice with subcuta-
neous xenografts derived with CRC stem cells (3431). After 20 days
of treatment with MSAB, the skin, intestines and xenografts were
harvested, sectioned, and stained with Vimentin, F-actin, and α-
SMA. The results showed that MSAB treatments enhanced
Vimentin+ F-actin+ α-SMA +

fibroblasts within the xenografts
(Supplementary Fig. S9A‒D). The results confirm that the
inhibition of β-catenin increases the transformation of fibroblasts
in stromal tissues in tumour tissues and in mouse organs. Thus,
the reduced activity of β-catenin can modulate the transformation

Fig. 4 DKK4 secreted from CRC cells transforms fibroblasts in vitro. A, B α-SMA (red) immunofluorescence staining with F-actin (green) (A)
and quantification (B) in MEFs cultured with conditioned medium (CM) obtained from 1597-CCSCs. At least three technical replicates were
performed and 4-6 immunofluorescence images of each group were taken randomly. C, DMYH9 (green) immunofluorescence staining with α-
SMA (red) (C) and quantification (D) in MEFs cultured with CM obtained from 1597-CCSCs. At least three technical replicates were performed
and 4-6 immunofluorescence images of each group were taken randomly. E, F Myofibroblast-associated gene expression of MEFs cocultured
with 1597-CCSCs. E shCtrl vs. shDKK4; F FLAG vs. DKK4-FLAG (n= 3). G Acta2 expression in NIH/3T3 cells cultured with CM obtained from the
respective CCSCs (n= 3). H Collagen expression of MEFs cultured with different CM obtained from the respective 1597-CCSCs (n= 3). Scale
bars, 50 μm. MFI, mean fluorescence intensity. At least three independent experiments were performed for each assessment. Mean ± SD,
*p < 0.05; **p < 0.01; ***p < 0.001; ****p < 0.0001 by Student’s unpaired t test.
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of fibroblasts in vitro in culture conditions, in vivo in animal
models and in tumour tissues.
We wondered whether the transformation of fibroblasts by a

β-catenin inhibitor in whole animal bodies affected the progression
of CRC xenografts in mice. After intraperitoneal injection of MSAB

into nude mice with subcutaneous xenografts implanted with CRC
stem cells (3431), the xenografts were greatly reduced in growth,
volume, and weight (Supplementary Fig. S9E, F). To evaluate
whether MSAB treatment affected the lung metastatic capacity of
CRC stem cells with reduced expression of DKK4, we
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subcutaneously injected decreased cell numbers of CRC stem cells
(1597 and 3431) into nude mice. The results confirm that the
inhibition of β-catenin increases the transformation of fibroblasts in
stromal tissues and reduced the growth of xenografts (Fig. 6A‒G;
and Supplementary Fig. S9G). MSAB treatment did not alter the lung
metastatic capacity of CRC cells with normal DKK4 expression. In
contrast, MSAB treatment greatly increased the lung metastatic
capacity of CRC cells carrying shDKK4 and reduced the survival time
of mice (Fig. 6H‒J; and Supplementary Fig. S9H, I). These results
suggest that the transformation of fibroblasts by the reduced
activity of β-catenin by an inhibitor in whole animal bodies can
restrict the expansion of CRC tumours in mice and that the DKK4
change in cancer cells is able to alter the metastatic progression of
CRC xenografts in mice.

DKK4 antibodies modulate fibroblast transformation and the
metastasis of xenografts in mouse models
The therapeutic potential of DKK4 blockade in CRC metastasis was
further evaluated. CRC stem cells (1597) were subcutaneously
injected into nude mice, and DKK4 antibodies or IgG isotype
control antibodies were subsequently administered into the
xenograft sites every 7 days. The results showed that anti-DKK4
treatment promoted the growth of xenografts (Fig. 7A‒C) and
reduced the distribution of Vimentin+ α-SMA+ MYH9+ myofibro-
blasts in the xenografts (Fig. 7D‒H). To determine whether DKK4
blockade could reduce the metastatic burden, we subcutaneously
injected decreased numbers of 1597 cells into nude mice, and
DKK4 antibodies or IgG isotype control antibodies were subse-
quently administered into the xenograft sites every 7 days for
11 weeks. The results showed that DKK4 blockade reduced the
lung metastasis of CRC and increased the survival time of mice
(Fig. 7I‒K). The results confirm that the transformation of
fibroblasts by DKK4 at primary tumour sites restricts tumour
growth and enhances the metastasis of CRCs. In addition, these
data suggest that DKK4 blockade may be a potential therapeutic
approach to block metastasis in CRC.
Thus, DKK4 expression in CRC cancer cells reduces the

expression of β-catenin in stromal cells in cancer tissues, resulting
in the transformation of fibroblasts to form stress fibre-containing
fibroblasts and Vimentin+F-actin+MYH9+α-SMA+ myofibroblasts
in cancer stromal tissues. The transformation of fibroblasts inhibits
CRC expansion in local regions and promotes the remote
metastasis of CRC.

DISCUSSION
Previous observation suggested that the survival time of CRC
patients with high DKK4 expression was longer than that of
patients with medium-low DKK4 expression [12]. However, we
show here that DKK4 expression levels are negatively correlated
with patient prognosis (Fig. 1F‒H; and Supplementary Fig. S1H‒J).
Our results are contradicting to the previous observations [12] and
indicate that DKK4 acts as a key factor of poor prognosis of
patients with colorectal cancers and promotes the CRC metastasis
in mouse models. In our studies, CCSCs (3117, 3431, and 1597)

derived from samples of three patients were used to address the
role of DKK4 in CRC. The results show that DKK4 expression
significantly restricts the growth of xenografts generated by the
CCSC 3431 and 1597 and does not display roles on the growth of
xenografts generated by the CCSC 3117 in the primary regions.
The lowest DKK4 protein level is detected in 1597. The DKK4
protein level of 3117 is lower than the one of 3431 (Fig. 1D). The
differential growing phenotypes obtained from the three CCSCs in
mice could not be explained by the DKK4 protein levels in CCSCs
and may be due to the specific characteristics of the cancer tissues
that are used to derive CCSCs. Indeed, 1597 was derived from the
samples of colon adenocarcinoma with lower DKK4 expression
(Supplementary Fig. S10A, B). 3431 was derived from a sample of
rectal adenocarcinoma and 3117 was derived from a sample of
rectal mucinous adenocarcinoma. The two tissue samples of rectal
adenocarcinoma carried almost equal DKK4 protein levels
(Supplementary Fig. S10A, B). The results suggest that DKK4
expression might inhibit the growth of some CRC tissues in the
primary regions. Taken together, our results suggest that DKK4
acts as an oncogene in colorectal cancers. CRC cells secrete DKK4
to suppress the activity of β-catenin in fibroblast in stromal tissues.
The inhibition of β-catenin function transforms fibroblasts and
induces the differentiation of myofibroblasts. Transformed fibro-
blasts and myofibroblasts can constrain the expansion of tumour
masses in local regions and promote remote metastasis of CRC
cells. The signalling triggered by factors that mediate the
communication between fibroblasts and myofibroblasts and CRC
cells plays important roles during CRC initiation, progression, and
therapeutic resistance [34]. Various Wnt ligands are secreted
mostly by fibroblasts in cancer microenvironments [35, 36].
Fibroblast-derived hepatocyte growth factor (HGF) activates
Wnt/β-catenin signalling and subsequently clonogenicity in
cancer stem cells isolated from CRC patients and then promotes
the development of CRC [37]. The Wnt ligand Wnt2 acts in an
autocrine manner, generates morphogenetic changes in fibro-
blasts, and promotes the invasive and metastatic capacity of CRC-
derived cells. The treatment of DLD1 and HCT116 cells, two CRC
cell lines, with conditioned medium obtained from fibroblasts
transfected with small interfering RNA targeting Wnt2 significantly
reduced cell invasion and migration [35]. Aberrant accumulation
of DKK4 promotes tumour progression via forming the immune
suppressive microenvironment in gastrointestinal stromal tumour
[38]. Meanwhile, DKK4 could inhibit osteoblast differentiation in
MC3T3-E1 cells [39]. Taken together, our findings, combined with
previous observations, indicate that the complex interactions
between stromal cells and CRC cells lead to modulation of the
activity of β-catenin in cancer cells and stromal cells and
consequent effects on disease progression.
Our data show that fibroblasts and myofibroblasts containing

stress fibres in cancer microenvironments can restrict the
expansion of primary tumour masses and promote remote
metastasis of CRC. Fibroblasts play key roles in cancer initiation
and progression [40]. Elucidation of CAFs can offer prognostic and
therapeutic value, especially in that a specific CAF population is
associated with a particular cancer progression, which can help to

Fig. 5 β-catenin modulates fibroblast transformation signalling via DKK4. A, B Western blot images (A) and quantification (B) of DKK4 by
coimmunoprecipitation with LRP6 in MEFs cultured with CM obtained from the 1597-CCSCs. Statistical analysis was carried out with three
technical replicates using each protein sample. C–E Western blot images (C) and quantification of the phosphorylation of β-catenin (Ser33/
Ser37/Thr41) (D) and total β-catenin (E) in MEFs cultured with CM obtained from the 1597-CCSCs. Statistical analysis was carried out with three
technical replicates using each protein sample. F–H Western blot images (F) and quantification of GSK3β (G) and ubiquitin (H) by
coimmunoprecipitation with β-catenin in MEFs cultured with each CM obtained from the 1597-CCSCs and pretreated with 10 μM MG132 for
6 h. Statistical analysis was carried out with three technical replicates using each protein sample. I, J Representative images (I) and
quantification (J) of F-actin (green) and α-SMA (red) double staining in MEFs cultured with (+) or without (-) WNT signalling modulators based
on each CM obtained from 1597-CCSCs. MSAB, 2.5 μM; LiCl, 20 mM. Scale bars, 50 μm. MFI, mean fluorescence intensity. At least three
independent experiments were performed. Mean ± SD, *p < 0.05; **p < 0.01; ***p < 0.001; ****p < 0.0001; ##p < 0.01; ###p < 0.001; ####p < 0.0001
by Student’s unpaired t test.
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provide proper therapies for specific cancer subtypes. However,
CAFs have also been shown to have tumour-restraining functions.
Various stromal transcriptional signatures in human cancer
specimens and preinvasive or invasive malignancies have been
associated with different stromal signatures [41]. Recently, the

development of new culture models and the implementation of
single-cell RNA-sequencing techniques have revealed CAF hetero-
geneities in many cancer types [42]. The discovery of CAF types
may provide potential explanations for the controversy of CAFs
playing both tumour-restraining and tumour-promoting functions
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in cancer. However, the roles of distinct CAF subtypes and how to
selectively target these subtypes remain unclear. In this study, we
show that DKK4 secreted from CRC cells enhances the formation
of stress fibres containing fibroblasts. Many stress fibre-containing
fibroblasts are Vimentin+F-actin+MYH9+α-SMA+ myofibroblasts.
The transformation of fibroblasts and myofibroblasts in cancer
tissues restrains the expansion of cancer masses in primary
regions in mouse models and promotes the metastasis of CRC.
However, further increasing transformation of fibroblasts and
myofibroblasts by overexpressing DKK4 in cancer tissues could
not enhance the metastasis of CRC (Fig. 2D, E; and Fig. 3A‒C). It
may be a reason that enhancing stress fibre-containing fibroblasts
and myofibroblasts had more restrictive effect on the growth of
CRC tissues (Fig. 2A‒C; and Supplementary Fig. S2A‒F) and limit
the cancer cells releasing from cancer tissues for remoting
metastasis. The reduced number of CRC cells might decrease
the enhanced remote metastasis by increasing formation of stress
fibre-containing fibroblasts and myofibroblasts. Consequently,
additionally increasing fibroblasts and myofibroblasts in cancer
tissues could not enhance the metastasis. We also measured the
production of extracellular matrix from DKK4-induced fibroblasts
and myofibroblasts but did not detect significant alterations
except for the production of a few collagens (Fig. 4H). After
reviewing the literature, we realize that the results could not
explain the mechanisms by which fibroblasts and myofibroblasts
promote the metastasis of CRC. In the present work, we failed to
determine how stress fibre-containing fibroblasts and myofibro-
blasts promote the metastasis of CRC. Next, new specific
experiments, especially experiments to test the stress tension
and contractile properties of fibroblasts and myofibroblasts, are
needed to address these questions.
We show that the reduced activity of β-catenin modulates the

transformation of fibroblasts into fibroblasts and myofibroblasts
containing stress fibres in vitro and in animal models. Fibroblasts
are widely distributed in stromal tissues and are needed for
embryonic development, tissue homoeostasis, and tissue and
organ repair and play critical roles in the initiation and progression
of many diseases [43]. Fibroblasts are not terminally differentiated
cells and have multidifferentiation potential depending on
conditions in tissues and organs. A variety of signalling pathways
promote the cellular differentiation of fibroblasts to produce
myofibroblasts [43, 44]. Therefore, an understanding of the
regulation of fibroblast differentiation is critical for promoting
the functional repair of damaged tissues and limiting cancers and
other diseases, including fibrosis. Regardless of the origin,
increasing evidence strongly supports that the resultant myofi-
broblasts share the same properties and signalling cascade events
that lead to their formation. The activity of Wnt/β-catenin
signalling is implicated in the fibrogenesis of multiple organs
[45, 46]. The increased nuclear accumulation of β-catenin was
observed in human tissue samples from systemic scleroderma
[47], idiopathic pulmonary fibrosis [48], and liver cirrhosis [49]. Wnt
signalling stimulated by TGF-β1-induced inhibition of DKK1 has
been shown to induce myofibroblast differentiation [50]. However,
we tested fibroblasts cocultured with CRC stem cells and cancer
cell lines and did not identify any altered activity of TGF-β1-

induced signalling in fibroblasts. Thus, DKK4 secreted from CRC
cells has no effect on TGF-β1 signalling when it transforms
fibroblasts to myofibroblasts. Reduced β-catenin activity caused
either by DKK4 or the β-catenin-inhibitor MSAB contributes to the
differentiation of myofibroblasts. Next, how and under which
conditions Wnt/ β-catenin signalling prevents the differentiation
of fibroblasts to myofibroblasts should be intensively addressed.

MATERIALS AND METHODS
Animals
The animals were maintained and bred under specific-pathogen-free
conditions, and all animal studies were carried out according to the animal
protocol approved by the Sichuan University Institutional Animal Care and
Use Committee. For tumour transplantation or drug treatments, only 5- to
6-week-old male nude mice were used.

Patients and tissue samples
Expression of DKK4 protein and clinicopathological features of 187 primary
CRC tissues and corresponding distant normal mucosa tissues were
obtained from West China Hospital, Sichuan University. Informed consent
was obtained from all patients. The protocol conformed to the Declaration
of Helsinki, and all procedures were performed with the approval of the
Institutional Review Board of West China Hospital, Sichuan University.
Moreover, the expression of DKK4 mRNA and clinicopathological

features of TCGA-COREAD patients were obtained from the UCSC Xena
Browser (https://xenabrowser.net/, dataset ID: TCGA.COADREAD.sample-
Map/HiSeqV2), and 358 definite staging primary CRC tissues and 51 normal
mucosal tissues were used for Kaplan‒Meier survival analysis.

Cell culture and transduction
The CRC stem cells 1597, 3117 and 3431 were derived respectively from
colon adenocarcinoma (1597), rectal adenocarcinoma (3431) and rectal
mucinous adenocarcinoma (3117). The CCSCs were cultured in serum-
free medium containing EGF (Peprotech, Cat# AF-100) and bFGF
(Peprotech, Cat#100-18B) as described previously [24]. For in vitro
differentiation, the culture medium was changed to high glucose DMEM
(HyClone, Cat# SH30022.01B) with 10% foetal bovine serum (Gemini,
Cat# 900-108).
The human intestinal cancer cell lines SW480, SW620 and HCT116 were

acquired from ATCC and cultured according to the supplier’s instructions.
The mouse fibroblast line NIH/3T3 was kindly provided by the Cell Bank/
Stem Cell Bank, Chinese Academy of Sciences. Primary MEFs were obtained
from 12- to 14-day-old foetuses of green fluorescent transgenic mice
according to reported methods [51]. Primary human colon CAFs were
obtained from fresh tumour tissue of a CRC patient according to reported
methods [52]. Fibroblasts were cultured in high glucose DMEM (10% FBS).
Third- or fourth-passage MEFs/CAFs were used for individual experiments.
Knockdown and overexpression of DKK4 were achieved by lentiviral

infection. The sequence of DKK4 was obtained from the National Center for
Biotechnology Information. The targeting sequences of each shRNA are
listed in Supplementary Table S1. The plasmids and lentivirus for
knockdown or overexpression of DKK4 were constructed as described
elsewhere [53]. In brief, 293T cells were cotransfected with PSPAX2 and
PMD2.G and respective lentiviral vectors. The supernatants were collected
at 48 h and 72 h after incubation at 37°C and 5% CO2 saturation. Virus-
containing supernatants of 293T cells were filtered through 0.45 μm filters
and concentrated by PEG reagent (BioVision, Cat# K904-50). For lentivirus
transduction, 1 × 106 CRC cells were coincubated with lentivirus carrying
shRNA constructs or the CDS of DKK4 overnight at 37°C. Then, the culture

Fig. 6 β-catenin inhibitor modulates fibroblast transformation and the metastasis of xenografts in mice models.
A–D Immunofluorescence staining images (A) and quantification of F-actin (white, B), α-SMA (green, C) and Vimentin (red, D) triple staining
in xenografts dissected from nude mice harbouring 1597-CCSCs s.c., and MSAB (20mg/kg) or an equal volume of DMSO was administered
every two days (n= 5). Scale bar, 50 μm. The multi-panel images were shown in Supplementary Fig. S9G. E–G Tumour images (E), tumour
volume (mm3) changing curves (F), and tumour weights (G) of harvested xenografts dissected from nude mice harbouring 1597-CCSCs s.c.
and administered MSAB (20mg/kg) or an equal volume of DMSO every two days (n= 5). H–J H&E images and quantification of lung
metastasis (H, I) and survival curves (J) of nude mice harbouring the respective 3431-CCSCs s.c. and administered MSAB (20 mg/kg) or an
equal volume of DMSO every two days (n= 5). Scale bar, 100 μm. MFI, mean fluorescence intensity. Three independent experiments were
performed for each assessment. Mean ± SD, *p < 0.05; **p < 0.01; ***p < 0.001; ****p < 0.0001 by Student’s unpaired t test (B, C, D, F, G), Mann‒
Whitney u test (I) and log-rank test (J).
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Fig. 7 DKK4 antibodies modulate fibroblast transformation and the metastasis of xenografts in mouse models. A–C Tumour images (A),
tumour volume (mm3) changing curves (B), and tumour weights (C) of harvested xenografts dissected from nude mice harbouring 1597-
CCSCs subcutaneously and administered IgG isotype control or DKK4 antibody (100mg/kg) every 7 days (n= 3). D–F Representative images
(D) and quantification of α-SMA (green, E) and Vimentin (red, F) staining in xenografts of nude mice. Scale bar, 50 μm. G, H Representative
images (G) and quantification of MYH9 (green, H) and α-SMA (red) staining in xenografts of nude mice. Scale bar, 50 μm. I–K H&E images and
quantification of lung metastasis (I, J) and survival curves (K) of nude mice harbouring 1597-CCSCs subcutaneously and administered IgG
isotype control or DKK4 antibody (100mg/kg) every 7 days (n= 5). Scale bar, 100 μm. Mean ± SD, *p < 0.05; **p < 0.01 by Student’s unpaired t
test (B, C, E, F, H, J), and log-rank test (K).
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medium was replaced, and 5 μg/mL puromycin (InvivoGen, Cat# ant-pr-1)
was used for positive transformant screening.

Xenograft and metastasis model
Nude mice were randomly assigned to treatment groups and transplanted
with CCSCs (1597, 3117 and 3431) and CRC cell lines (SW480, SW620 and
HCT116). CRC cells (1‒3 × 105) were suspended in PBS with or without
Matrigel (Corning, Cat# 354262) and injected into 5-week-old nude mice
subcutaneously, intraperitoneally, or intravenously (3-6 mice per group).
Body weight and xenograft volume (if visible) were measured twice a
week. MSAB (Selleck, Cat# S6901) administration was started at a dose of
10mg/kg i.p. every 2 days. In situ subcutaneous administration of anti-
DKK4 antibody (R&D Systems, Cat# MAB1269-500, 100 μg/kg) or human
recombinant DKK4 protein (BIOINTRON, customized product, 20 μg/kg)
was carried out every 7 days after CRC inoculation. When the established
criteria for end-stage diseases were reached, mice were anaesthetized
according to the 2020 AVMA Guidelines on Euthanasia state. The
xenografts, lungs, livers, intestines and skins were dissected and fixed
with 4% paraformaldehyde or Bouin’s fixative for subsequent analysis. Two
experienced pathologists (blinded to the treatments of mice) assessed the
metastasis of CRC independently. All animal experiments were approved
by the Institutional Animal Care and Use Committee of Sichuan University.
All staining was assessed by 3 persons with blinding.

Conditioned medium experiments
Conditioned media of CRC cells were collected by centrifugation and
immediately added to MEFs, CAFs or NIH/3T3 fibroblasts. For inhibition or
activation of WNT signalling pathways, MEFs were treated with 2.5 μM
MSAB (Selleck, Cat# S6901) or 20mM LiCl (Sigma, Cat# L9650). Fibroblasts
were allowed to grow for 3 days in conditioned medium before being
harvested for further analysis.

Cell proliferation and apoptosis analysis
Cells from different groups were dissociated with 0.25% trypsin-EDTA and
harvested by centrifugation. Cell proliferation assays were performed using
a Cell-Light EdU Apollo643 In Vitro Kit (RiboBio, Cat# C10310-2) following
the manufacturer’s guidelines. Briefly, cells were incubated with 10 μM EdU
for 2 hours and subsequently fixed in 4% paraformaldehyde. After Apollo
643 staining, cell nuclei were stained with Hoechst 33342, and cell
proliferation was detected by a BD FACSCanto™ System (BD
Biosciences, USA).
Cell apoptosis was determined using an Annexin V Apoptosis Detection

Kit (KeyGEN, Cat# KGF004). Briefly, cells were incubated with 100 μL of
binding buffer containing 2 μL of APC-conjugated Annexin V antibody and
1 μL of propidium iodide staining solution for 15min at room temperature.
After incubation, the cells were immediately analyzed by flow cytometry.

Immunofluorescence and Imaging
Xenograft tissues for immunofluorescence were fixed with 4%
paraformaldehyde for 1 h at room temperature, dehydrated with
30% sucrose and embedded with tissue-Tek OCT (Sakura, Cat# 4583).
Then, OCT-embedded tissue samples were frozen and sectioned at
5 μm thickness immediately. Cells for immunofluorescence were fixed
with 4% paraformaldehyde for 15 min at room temperature, washed
with PBS and permeabilized with 0.5% Triton X-100 in PBS for 20 min.
Thereafter, samples were blocked in PBS with 1% donkey serum
(Solarbio, Cat# SL050) and 1% goat serum (Solarbio, Cat# SL038) for 1 h
at room temperature. After blocking, the samples were incubated with
primary antibodies specific for rabbit-anti-DKK4 (Abcepta, Cat#
AP11649b, RRID: AB_10819953), rabbit-anti-α-SMA (Proteintech, Cat#
14395-1-AP, RRID: AB_2223009), mouse-anti-α-SMA (Proteintech, Cat#
67735-1-Ig, RRID: AB_2918504), rabbit-anti-Vimentin (Proteintech, Cat#
10366-1-AP, RRID: AB_2273020), mouse-anti-Vimentin (Proteintech,
Cat# 60330-1-lg, RRID: AB_2881439), rabbit-anti-CD31 (Abcam, Cat#
ab28364, RRID: AB_726362), chicken-anti-MAP2 (Aves Labs, Cat #: MAP,
RRID: AB_2313549), mouse-anti-β-catenin (Santa Cruz, Cat# sc-7963,
RRID: AB_626807), and mouse-anti-MYH9 (Proteintech, Cat# 60233-1-
lg, RRID: AB_2881357), or Actin stainTM 555 phalloidin (Cytoskeleton,
Cat #PHDH1-A) overnight at 4 °C. Incubation of Alexa Fluor-conjugated
secondary antibodies (Invitrogen) was carried out for 1 h at room
temperature. DAPI was then used to counterstain the nuclei, and
images were obtained by a Zeiss Axio Scope A1 ordinary polarizing
microscope. At least 3 xenografts were stained in each group, and 3‒5

images of each xenograft were taken randomly. The images with large
necrotic areas (a lot non-specific staining) were excluded for
quantification. The quantification of the staining results was evaluated
by positive area or mean fluorescence intensity (MFI) using ImageJ
analysis software.

Immunohistochemistry
Paraffin-embedded samples were sectioned at 5 μm thickness. Antigen
retrieval was performed in a 95 °C water bath for 45‒60min in 0.01 M
citrate buffer (pH 6.0) to remove aldehyde links formed during the initial
fixation of tissues. Tissue samples were blocked with 1% H2O2 for 20min
and incubated with antibodies specific for DKK4 (Abcepta, Cat# AP11649b,
RRID: AB_10819953) overnight at 4 °C, and immunodetection was
performed on the following day using DAB (Gene Tech, Cat# GK600510)
according to the manufacturer’s instructions.

Western blot
Protein was extracted from the cells using RIPA or IP buffer containing
cocktails, resolved by SDS–polyacrylamide gels and then transferred to
PVDF membranes. Primary antibodies against DKK4 (Abcepta, Cat#
AP11649b, RRID: AB_10819953), β-catenin (Santa Cruz, Cat# sc-7963, RRID:
AB_626807), nonphospho-β-catenin (Cell Signaling Technology, Cat# 4270,
RRID: AB_1903918), phospho-β-catenin (Cell Signaling Technology, Cat#
9561, RRID: AB_331729), Met (Cell Signaling Technology, Cat# 8198, RRID:
AB_10858224), Cyclin D1 (Cell Signaling Technology, Cat# 2978, RRID:
AB_2259616), ubiquitin (Santa Cruz, Cat# sc-8017, RRID: AB_628423), LRP6
(Santa Cruz, Cat# sc-25317, RRID: AB_627894), and β-actin (Proteintech,
Cat# 66009-1-lg, RRID: AB_2687938) were used. Peroxidase-conjugated
secondary antibody (ZSGB-BIO, China) was used, and the antigen-antibody
reaction was visualized by an automatic digital chemiluminescence
imaging system (4600SF, Tanon, China). Band intensities were measured
with ImageJ software. Statistical analysis was carried out with three
technical replicates using each protein sample.

Coimmunoprecipitation
For determination of whether DKK4 interacts with LRP6 and the changes in
ubiquitination of β-catenin, MEFs were treated with different conditioned
media for 48 hours and pretreated with 10 μM MG132 proteasome
inhibitor (Selleck, Cat# S2619) for 6 h before being homogenized in IP
buffer (50mM Tris-HCl pH 7.4, 150mM NaCl, 2 mM EDTA, 1% NP-40)
containing protease inhibitor cocktail (Thermo Fisher, Cat# 78442). After
centrifugation, the supernatant was collected and combined with beads
(Beyotime, Cat# P2108) and antibodies against LRP6 (Santa Cruz, Cat# sc-
25317, RRID: AB_627894) or β-catenin (Santa Cruz, Cat# sc-7963, RRID:
AB_626807) overnight at 4 °C. After rinsing with wash buffer, subsequent
analysis was performed according to the Western blotting method
described above. Band intensities were measured with ImageJ software.
Statistical analysis was carried out with three technical replicates using
each protein sample.

RNA purification and qRT-PCR
Cellular total RNA was extracted using TRIzol reagent (Molecular Research
Center, Cat# TR118) according to the manufacturer’s instructions. Purified
RNA was reverse transcribed using the Prime-Script RT Reagent Kit
(TaKaRa, Cat# RR037A). Quantitative reverse transcription PCR (qRT-PCR)
was performed using ChamQ SYBR qPCR Master Mix (Vazyme, Cat# Q311-
02) according to the manufacturer’s instructions. The primer sequences are
listed in Supplementary Table S2. Data were collected and analyzed with a
CFX Connect Real-Time System (Bio-Rad, USA).

Extreme limiting dilution analysis
Xenografts were collected and digested into single cells using
collagenase type IV. Cells were stained with DAPI or 7AAD to exclude
dead cells and seeded at a prescribed amount (1, 10, 100, 1000 cells/
well) by a BD FACSAria II cell sorter. Cancer cells were cultured in 96-well
or 24-well cell culture plates (BIOFIL, China) in serum-free medium as
described above. After culture for 14 days, tumour spheres with
diameters ≥ 75 μm were counted. More than six replicate wells were
included in each analysis, and at least three independent experiments
were conducted. Stem cell frequency was evaluated by Extreme Limiting
Dilution Analysis software (ELDA, Walter and Eliza Hall Institute of
Medical Research).
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Gene microarrays
mRNA microarray analysis was performed with 50 μg of total RNA using
the Human 4 × 44 K Gene Expression Array (SHBIO, China). The data were
analysed using an Agilent Microarray Scanner (Agilent technologies). Data
were extracted with Feature Extraction software 10.7 (Agilent technolo-
gies). Raw data were normalized by Quantile algorithm, Gene Spring
Software 11.0 (Agilent technologies). The microarray data were deposited
in the public database. The differential expression of mRNAs was
identified using the Limma package in R 3.6.0 and selected based on
adjusted p-values (p < 0.1). The absolute value of log2 fold change was
>1.5. Biological process, cell component, molecular function, and KEGG
pathways were carried out using the clusterProfiler (version 3.14.3). The
top 10 GO terms and pathways were visualized using the “ggplot2”
package in R 3.6.0.

Statistical analysis
All statistical analyses were performed with Prism 9.5 (GraphPad) and SPSS
22 (IBM). Estimating of variation within each group was performed before
comparation. The variance similar between groups was statistically
compared. Two-tailed unpaired Student’s t test, Mann‒Whitney u test,
Chi-square test, and Kaplan‒Meier analysis were applied appropriately for
statistical comparisons in this study. Data are presented as the mean ± SD
or mean ± 95% confidence interval for a minimum of three independent
experiments. Significant differences between the two groups are noted by
asterisks (*p < 0.05; **p < 0.01; ***p < 0.001; ****p < 0.0001).

DATA AVAILABILITY
The microarray data has been deposited in the OMIX, China National Center for
Bioinformation / Beijing Institute of Genomics, Chinese Academy of Sciences (https://
ngdc.cncb.ac.cn/omix; accession no.OMIX005383). All data are available within the
article, supplementary materials, or available from the corresponding author upon
reasonable request.

REFERENCES
1. Patel S, Barkell AM, Gupta D, Strong SL, Bruton S, Muskett FW, et al. Structural and

functional analysis of Dickkopf 4 (Dkk4): New insights into Dkk evolution and
regulation of Wnt signaling by Dkk and Kremen proteins. J Biol Chem.
2018;293:12149–66.

2. Tsutsumi N, Mukherjee S, Waghray D, Janda CY, Jude KM, Miao Y, et al. Structure
of human Frizzled5 by fiducial-assisted cryo-EM supports a heterodimeric
mechanism of canonical Wnt signaling. eLife. 2020;9:e58464.

3. Giralt I, Gallo-Oller G, Navarro N, Zarzosa P, Pons G, Magdaleno A, et al. Dickkopf
proteins and their role in cancer: a family of Wnt antagonists with a dual role.
Pharmaceuticals. 2021;14:810.

4. Ouyang Y, Pan J, Tai Q, Ju J, Wang H. Transcriptomic changes associated with
DKK4 overexpression in pancreatic cancer cells detected by RNA-Seq. Tumour
Biol. 2016;37:10827–38.

5. Liao CH, Yeh CT, Huang YH, Wu SM, Chi HC, Tsai MM, et al. Dickkopf 4 positively
regulated by the thyroid hormone receptor suppresses cell invasion in human
hepatoma cells. Hepatology. 2012;55:910–20.

6. Wang S, Wei H, Zhang S. Dickkopf-4 is frequently overexpressed in epithelial
ovarian carcinoma and promotes tumor invasion. BMC cancer. 2017;17:455.

7. Zhai W, Hu GH, Zheng JH, Peng B, Liu M, Huang JH, et al. High expression of the
secreted protein dickkopf homolog 4: roles in invasion and metastasis of renal
cell carcinoma and its association with Von Hippel-Lindau gene. Int J Mol Med.
2014;33:1319–26.

8. Aung PP, Oue N, Mitani Y, Nakayama H, Yoshida K, Noguchi T, et al. Systematic
search for gastric cancer-specific genes based on SAGE data: melanoma inhibi-
tory activity and matrix metalloproteinase-10 are novel prognostic factors in
patients with gastric cancer. Oncogene. 2006;25:2546–57.

9. Matsui A, Yamaguchi T, Maekawa S, Miyazaki C, Takano S, Uetake T, et al.
DICKKOPF-4 and -2 genes are upregulated in human colorectal cancer. Cancer
Sci. 2009;100:1923–30.

10. Fatima S, Lee NP, Tsang FH, Kolligs FT, Ng IO, Poon RT, et al. Dickkopf 4 (DKK4)
acts on Wnt/β-catenin pathway by influencing β-catenin in hepatocellular car-
cinoma. Oncogene. 2012;31:4233–44.

11. He S, Shen J, Hu N, Xu X, Li J. DKK4 enhances resistance to chemotherapeutics
5-Fu and YN968D1 in colorectal cancer cells. Oncol Lett. 2017;13:587–92.

12. Liang J, Sun L, Li Y, Liu W, Li D, Chen P, et al. Wnt signaling modulator DKK4
inhibits colorectal cancer metastasis through an AKT/Wnt/β-catenin negative
feedback pathway. J Biol Chem. 2022;298:102545.

13. Ebert MP, Tänzer M, Balluff B, Burgermeister E, Kretzschmar AK, Hughes DJ, et al.
TFAP2E-DKK4 and chemoresistance in colorectal cancer. N Engl J Med.
2012;366:44–53.

14. Yang X, Liu Y, Li W, Li A, Sun Q. DKK4-knockdown enhances chemosensitivity of
A549/DTX cells to docetaxel. Acta Biochim Biophys Sin. 2017;49:899–906.

15. Zhang L, Shay JW. Multiple roles of APC and its therapeutic implications in
colorectal cancer. J Natl Cancer Inst. 2017;109:djw332.

16. McMahon AP, Moon RT. int-1-a proto-oncogene involved in cell signalling.
Development. 1989;107:161–7.

17. Routledge D, Scholpp S. Mechanisms of intercellular Wnt transport. Develop-
ment. 2019;146:dev176073.

18. MacDonald BT, Tamai K, He X. Wnt/beta-catenin signaling: components,
mechanisms, and diseases. Dev Cell. 2009;17:9–26.

19. Bian J, Dannappel M, Wan C, Firestein R. Transcriptional regulation of Wnt/
β-catenin pathway in colorectal Cancer. Cells. 2020;9:2125.

20. Schatoff EM, Leach BI, Dow LE. Wnt signaling and colorectal cancer. Curr Color-
ectal Cancer Rep. 2017;13:101–10.

21. Rudeen AJ, Douglas JT, Xing M, McDonald WH, Lamb AL, Neufeld KL. The 15-
amino acid repeat region of adenomatous polyposis coli is intrinsically dis-
ordered and retains conformational flexibility upon binding β-catenin. Bio-
chemistry. 2020;59:4039–50.

22. Segditsas S, Tomlinson I. Colorectal cancer and genetic alterations in the Wnt
pathway. Oncogene. 2006;25:7531–7.

23. Albuquerque C, Breukel C, van der Luijt R, Fidalgo P, Lage P, Slors FJ, et al. The
‘just-right’ signaling model: APC somatic mutations are selected based on a
specific level of activation of the beta-catenin signaling cascade. Hum Mol Genet.
2002;11:1549–60.

24. Fan CW, Chen T, Shang YN, Gu YZ, Zhang SL, Lu R, et al. Cancer-initiating cells
derived from human rectal adenocarcinoma tissues carry mesenchymal pheno-
types and resist drug therapies. Cell Death Dis. 2013;4:e828.

25. Lu R, Fan C, Shangguan W, Liu Y, Li Y, Shang Y, et al. Neurons generated from
carcinoma stem cells support cancer progression. Signal Transduct Target Ther.
2017;2:16036.

26. Shangguan W, Fan C, Chen X, Lu R, Liu Y, Li Y, et al. Endothelium originated from
colorectal cancer stem cells constitute cancer blood vessels. Cancer Sci.
2017;108:1357–67.

27. Mao X, Xu J, Wang W, Liang C, Hua J, Liu J, et al. Crosstalk between cancer-
associated fibroblasts and immune cells in the tumor microenvironment: new
findings and future perspectives. Mol Cancer. 2021;20:131.

28. Bosticardo M, Yamazaki Y, Cowan J, Giardino G, Corsino C, Scalia G, et al. Het-
erozygous FOXN1 variants cause low TRECs and severe T cell lymphopenia,
revealing a crucial role of FOXN1 in supporting early thymopoiesis. Am J Hum
Genet. 2019;105:549–61.

29. Risom T, Glass DR, Averbukh I, Liu CC, Baranski A, Kagel A, et al. Transition to
invasive breast cancer is associated with progressive changes in the structure
and composition of tumor stroma. Cell. 2022;185:299–310.e218.

30. Sun X, Zhu M, Chen X, Jiang X. MYH9 Inhibition Suppresses TGF-β1-Stimulated
Lung Fibroblast-to-Myofibroblast Differentiation. Front Pharmacol.
2020;11:573524.

31. Mao B, Wu W, Li Y, Hoppe D, Stannek P, Glinka A, et al. LDL-receptor-related
protein 6 is a receptor for Dickkopf proteins. Nature. 2001;411:321–5.

32. Hwang SY, Deng X, Byun S, Lee C, Lee SJ, Suh H, et al. Direct targeting of
β-catenin by a small molecule stimulates proteasomal degradation and sup-
presses oncogenic Wnt/β-catenin signaling. Cell Rep. 2016;16:28–36.

33. van Neerven SM, de Groot NE, Nijman LE, Scicluna BP, van Driel MS, Lecca MC,
et al. Apc-mutant cells act as supercompetitors in intestinal tumour initiation.
Nature. 2021;594:436–41.

34. Koliaraki V, Pallangyo CK, Greten FR, Kollias G. Mesenchymal cells in colon cancer.
Gastroenterology. 2017;152:964–79.

35. Kramer N, Schmöllerl J, Unger C, Nivarthi H, Rudisch A, Unterleuthner D, et al.
Autocrine WNT2 signaling in fibroblasts promotes colorectal cancer progression.
Oncogene. 2017;36:5460–72.

36. Hirashima T, Karasawa H, Aizawa T, Suzuki T, Yamamura A, Suzuki H, et al. Wnt5a
in cancer-associated fibroblasts promotes colorectal cancer progression. Biochem
Biophys Res Commun. 2021;568:37–42.

37. Vermeulen L, De Sousa EMF, van der Heijden M, Cameron K, de Jong JH, Borovski
T, et al. Wnt activity defines colon cancer stem cells and is regulated by the
microenvironment. Nat Cell Biol. 2010;12:468–76.

38. Wang M, Ni B, Zhuang C, Zhao WY, Tu L, Ma XL, et al. Aberrant accumulation of
Dickkopf 4 promotes tumor progression via forming the immune suppressive
microenvironment in gastrointestinal stromal tumor. Cancer Med.
2019;8:5352–66.

39. Hiramitsu S, Terauchi M, Kubota T. The effects of Dickkopf-4 on the proliferation,
differentiation, and apoptosis of osteoblasts. Endocrinology. 2013;154:4618–26.

X. Li et al.

15

Oncogene

https://ngdc.cncb.ac.cn/omix
https://ngdc.cncb.ac.cn/omix


40. Kalluri R. The biology and function of fibroblasts in cancer. Nat Rev Cancer.
2016;16:582–98.

41. Chen Y, McAndrews KM, Kalluri R. Clinical and therapeutic relevance of cancer-
associated fibroblasts. Nat Rev Clin Oncol. 2021;18:792–804.

42. Lavie D, Ben-Shmuel A, Erez N, Scherz-Shouval R. Cancer-associated fibroblasts in
the single-cell era. Nat Cancer. 2022;3:793–807.

43. Plikus MV, Wang X, Sinha S, Forte E, Thompson SM, Herzog EL, et al. Fibroblasts:
Origins, definitions, and functions in health and disease. Cell. 2021;184:3852–72.

44. Gibb AA, Lazaropoulos MP, Elrod JW. Myofibroblasts and fibrosis: mitochondrial
and metabolic control of cellular differentiation. Circulation Res.
2020;127:427–47.

45. Chen X, Shi C, Cao H, Chen L, Hou J, Xiang Z, et al. The hedgehog and Wnt/
β-catenin system machinery mediate myofibroblast differentiation of LR-MSCs in
pulmonary fibrogenesis. Cell Death Dis. 2018;9:639.

46. Zhang H, Pan B, Huang W, Ma M, Zhang F, Jiang L, et al. IKKα aggravates renal
fibrogenesis by positively regulating the Wnt/β-catenin pathway. Immunology.
2022;168:120–34.

47. Beyer C, Schramm A, Akhmetshina A, Dees C, Kireva T, Gelse K, et al. β-catenin is a
central mediator of pro-fibrotic Wnt signaling in systemic sclerosis. Ann Rheum
Dis. 2012;71:761–7.

48. Hu Y, Wang Q, Yu J, Zhou Q, Deng Y, Liu J, et al. Tartrate-resistant acid phos-
phatase 5 promotes pulmonary fibrosis by modulating β-catenin signaling. Nat
Commun. 2022;13:114.

49. Nishikawa K, Osawa Y, Kimura K. Wnt/β-Catenin signaling as a potential target for
the treatment of liver cirrhosis using antifibrotic drugs. Int J Mol Sci.
2018;19:3103.

50. Akhmetshina A, Palumbo K, Dees C, Bergmann C, Venalis P, Zerr P, et al. Acti-
vation of canonical Wnt signalling is required for TGF-β-mediated fibrosis. Nat
Commun. 2012;3:735.

51. Wang X, Sipila P, Si Z, Rosales JL, Gao X, Lee KY. CDK5RAP2 loss-of-function
causes premature cell senescence via the GSK3β/β-catenin-WIP1 pathway. Cell
Death Dis. 2021;13:9.

52. Hu JL, Wang W, Lan XL, Zeng ZC, Liang YS, Yan YR, et al. CAFs secreted exosomes
promote metastasis and chemotherapy resistance by enhancing cell stemness
and epithelial-mesenchymal transition in colorectal cancer. Mol Cancer.
2019;18:91.

53. Gu YZ, Fan CW, Lu R, Shao B, Sang YX, Huang QR, et al. Forced co-expression of
IL-21 and IL-7 in whole-cell cancer vaccines promotes antitumor immunity. Sci
Rep. 2016;6:32351.

ACKNOWLEDGEMENTS
This work was supported by the National Natural Science Foundation of China
(81972592, 32200587, 81402446) and the 1.3.5 project for disciplines of excellence of
West China Hospital (ZYGD23026, ZYJC21003). The authors thank Sisi Wu, Hongying
Chen, Huifang Li, Yan Wang, Xuemei Chen and Xiangyi Ren (Research Core Facility,
West China Hospital, Sichuan University) for technical assistance; Wei Huang and
Jialei Xi (West China Biobanks, West China Hospital, Sichuan University) for clinical
samples support; Zhaoying Lv and Bin Zhou (Institute of Digestive Surgery, West
China Hospital, Sichuan University) for work in histologic studies; Li Li and Fei Chen

(Institute of Clinical Pathology, West China Hospital, Sichuan University) for assistance
in processing pathological sections; Fangfang Wang (Institute of Hematology, West
China Hospital, Sichuan University) for help in flow cytometry.

AUTHOR CONTRIBUTIONS
XL.: Data validation, analysis, and interpretation, performed immunological data
acquisition, analysis, and interpretation. YC, RL: Data validation and analysis
performed the experimental design and execution. MH, LG, QH, WM, HZ: performed
experiments and data collection. CF: Clinical data collection, project initiation,
experimental design, and execution. ZZ: Clinical supervision, resources and clinical
data collection and analysis. XM: Performed conceptualization and supervision, data
validation, analysis and interpretation and manuscript writing.

COMPETING INTERESTS
The authors declare no competing interests.

ADDITIONAL INFORMATION
Supplementary information The online version contains supplementary material
available at https://doi.org/10.1038/s41388-024-03008-1.

Correspondence and requests for materials should be addressed to Chuanwen Fan,
Zongguang Zhou or Xianming Mo.

Reprints and permission information is available at http://www.nature.com/
reprints

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims
in published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in anymedium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons licence, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons licence, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons licence and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly
from the copyright holder. To view a copy of this licence, visit http://
creativecommons.org/licenses/by/4.0/.

© The Author(s) 2024

X. Li et al.

16

Oncogene

https://doi.org/10.1038/s41388-024-03008-1
http://www.nature.com/reprints
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/

	Colorectal cancer cells secreting DKK4 transform fibroblasts to promote tumour metastasis
	Introduction
	Results
	DKK4 is an independent factor for poor outcomes in CRC patients
	DKK4 restricts the expansion of CRC xenografts in�mice
	A proper level of DKK4 promotes the metastasis of CRC xenografts in�mice
	DKK4�secreted from CRC cells transforms fibroblasts in stromal tissues of xenografts in�mice
	DKK4 secreted from CRC cells transforms fibroblasts in�vitro
	β-catenin modulates fibroblast transformation signalling via�DKK4
	Α β-catenin inhibitor modulates fibroblast transformation and the metastasis of xenografts in mouse�models
	DKK4 antibodies modulate fibroblast transformation and the metastasis of xenografts in mouse�models

	Discussion
	Materials and methods
	Animals
	Patients and tissue samples
	Cell culture and transduction
	Xenograft and metastasis�model
	Conditioned medium experiments
	Cell proliferation and apoptosis analysis
	Immunofluorescence and Imaging
	Immunohistochemistry
	Western�blot
	Coimmunoprecipitation
	RNA purification and qRT-PCR
	Extreme limiting dilution analysis
	Gene microarrays
	Statistical analysis

	References
	Acknowledgements
	Author contributions
	Competing interests
	ADDITIONAL INFORMATION




