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CORRECTION ) Check for updates
Correction: EGFR activates GDH1 transcription to promote

glutamine metabolism through MEK/ERK/ELK1 pathway in
glioblastoma
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Correction to: Oncogene https://doi.org/10.1038/5s41388-020-1199-2, Following the publication of this article, the authors noted that

published online 07 February 2020 image of Fig. 6C was inadvertently misplaced during figure
assembly. The corrected Fig. 6 are now shown in this correction.
The authors confirm that the conclusions of this paper are not
affected, and sincerely apologized for the mistake and any
inconvenience that may have caused. The correct figure is given
below.
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The original article has been corrected.
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