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Abstract
Metastasis is a complex multistep process that involves critical interactions between cancer cells and a variety of stromal
components in the tumor microenvironment, which profoundly influence the different aspects of the metastatic cascade and
organ tropism of disseminating cancer cells. Ovarian cancer is the most lethal gynecological malignancy and is characterized
by peritoneal disseminated metastasis. Evidence has demonstrated that ovarian cancer possesses specific metastatic tropism
for the adipose-rich omentum, which has a pivotal role in the creation of the metastatic tumor microenvironment in the
intraperitoneal cavity. Considering the distinct biology of ovarian cancer metastasis, the elucidation of the cellular and
molecular mechanisms underlying the reciprocal interplay between ovarian cancer cells and surrounding stromal cell types
in the adipose-rich metastatic microenvironment will provide further insights into the development of novel therapeutic
approaches for patients with advanced ovarian cancer. Herein, we review the biological mechanisms that regulate the highly
orchestrated crosstalk between ovarian cancer cells and various cancer-associated stromal cells in the metastatic tumor
microenvironment with regard to the omentum by illustrating how different stromal cells concertedly contribute to the
development of ovarian cancer metastasis and metastatic tropism for the omentum.

Introduction

Epithelial ovarian cancer is the leading cause of death
among malignancies of the female genital tract, and the past
few decades have witnessed only slight improvements in

survival outcomes for patients with ovarian cancer [1–3].
The high mortality rate of ovarian cancer is attributed, in
part, to its nonspecific symptoms, which usually appear
when the cancer has progressed to an advanced stage, and
the lack of effective screening strategies to detect it at an
early stage [4, 5]. Despite ongoing efforts to organize and
unify screening programs for ovarian cancer [6, 7], only a
limited number of women are diagnosed before the cancer
spreads beyond the ovaries (stage I). In the initial stage, a
large number of patients can be cured by conventional
therapeutic strategies. However, despite advances in surgi-
cal techniques and intensive combination chemotherapy
approaches, the survival rate substantially decreases after
ovarian cancer has metastasized to pelvic organs, such as
the uterus, fallopian tube, bladder, and rectum (stage II);
metastasized across the pelvic cavity to abdominal organs,
such as the omentum, small intestine, and retroperitoneal
lymph nodes (stage III); or metastasized beyond the peri-
toneal cavity to distant parenchymal organs, such as the
liver, and lung (stage IV) [1, 5, 8]. Although many patients
with advanced-stage disease initially respond to a
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combination of taxane and platinum-based chemotherapy,
some chemoresistant cancer cells can persist in metastatic
sites and remain dormant, eventually causing relapse
[2, 3, 9].

The majority of ovarian cancers are epithelial in origin
and are histopathologically classified into the following five
main types: high-grade serous carcinoma, low-grade serous
carcinoma, endometrioid carcinoma, clear cell carcinoma,
and mucinous carcinoma [10]. These cancer types are
inherently diverse diseases that are characterized by dif-
ferences in precursor lesions, molecular mechanisms of
carcinogenesis, patterns of progression and metastasis,
responses to chemotherapy, and clinical outcomes [11–14].
In the early twenty-first century, a series of morphological
and molecular genetic studies led researchers to propose a
dualistic model of ovarian carcinogenesis that divided
ovarian cancer into two groups: type I and type II [15, 16].
High-grade serous carcinoma, which is a prototypical type
II tumor, is the most common and extremely aggressive
subtype and contributes primarily to the poor prognosis of
ovarian cancer patients [5, 17, 18]. Because of the high
metastatic potential of high-grade serous carcinoma, a large
proportion of patients are diagnosed at an advanced stage
with multiple intraperitoneal disseminated tumors. Fur-
thermore, a marked predilection for the adipose-rich
omentum as the site of metastasis can be observed [4, 5].
Considering that most ovarian cancer-related deaths are
directly attributable to the development of metastatic dis-
ease, an in-depth understanding of the cellular and mole-
cular aspects of ovarian cancer metastasis is crucial to
overcome this life-threatening disease [19–21].

Over a century ago, the English surgeon Stephen Paget
proposed the “seed and soil” hypothesis, which stated that
the pattern of metastasis is not random and that the devel-
opment of cancer metastasis depends on the crosstalk
between particular cancer cells “the seeds” and a specific
organ microenvironment “the soil” [22, 23]. Since then,
extensive efforts have been made to evaluate the reciprocal
interactions between cancer cells and tumor microenviron-
ments, which are heterogeneously composed of different
cell types, including fibroblasts, endothelial cells, adipo-
cytes, various bone marrow-derived cells, such as myeloid-
derived suppressor cells, mesenchymal stem cells (MSCs),
and macrophages [24, 25]. Researchers have shown that a
host of stromal cells within the tumor microenvironment
possess the ability to not only promote the progression of
the primary tumor but also influence all aspects of the
metastatic process by dynamically communicating with
cancer cells via direct interactions and paracrine signaling
networks [24, 26]. In fact, ovarian cancer cells acquire the
capacity to recruit a variety of stromal cells via the secretion
of numerous soluble factors to establish a specialized tumor
microenvironment. Various activated cancer-associated

stromal cells then coevolve with cancer cells and govern
the multistep metastatic cascade of ovarian cancer in this
milieu [27]. Given that the omentum is the preferred site of
ovarian cancer metastasis and represents a central player in
creating a metastatic tumor microenvironment in the intra-
peritoneal cavity [28, 29], knowledge of the cell-biological
and molecular mechanisms that regulate the elaborate
interactions between ovarian cancer cells and stromal
components within the orchestrated tumor microenviron-
ment will shed light on novel therapeutic strategies for the
improvement of survival outcomes in patients with
advanced ovarian cancer.

Here we present an overview of the mechanisms
underlying ovarian cancer metastasis and metastatic pre-
dilection for the adipose-rich omentum in the intraperitoneal
milieu. We also highlight the recent advances in the
understanding of the reciprocal interactions between ovar-
ian cancer cells and various cancer-associated stromal cells
in the omental metastatic microenvironment, with a special
focus on the functional roles of adipocytes, MSCs, fibro-
blasts, and macrophages in association with a complex array
of tumor-promoting signaling molecules.

Ovarian cancer metastasis and organ
tropism for the adipose-rich omentum

Ovarian cancer is characterized by rapid proliferative
growth, peritoneal disseminated metastasis, and malignant
ascites within the intraperitoneal cavity [20, 30]. The bio-
logical mechanisms that regulate ovarian cancer metastasis
are distinctive and notably different from the classic
mechanisms of hematogenous metastasis that frequently
occurs in most solid cancers [31]. In certain cancers, such as
breast, lung, liver, colorectal, and prostate cancers, the
metastatic cascade represents a multifaceted process that
includes local invasion, intravasation, survival in circula-
tion, extravasation, and metastatic colonization at distant
metastatic sites. Thereby, cancer cells frequently encounter
with a number of environmentally grueling challenges [32].
In ovarian cancer, peritoneal disseminated metastasis seems
to be easier because of the lack of anatomical barriers
around the primary ovarian cancer in the milieu of the
peritoneal cavity [33, 34]. Upon successful detachment
from primary tumor, ovarian cancer cells can survive by
forming multicellular spheroids with some stromal com-
ponents, which float in the specific microenvironment of
ascitic fluid, and then metastasize predominantly to the
omentum and peritoneum via a direct mechanism. This
phenomenon leads to multiple disseminated tumors within
the intraperitoneal cavity [20].

In the metastatic process, the phenomenon wherein cells
of particular types of cancer preferentially colonize only a
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limited subset of target organs is defined as “organ trop-
ism,” which is classically referred to as the “seed and soil”
hypothesis [22, 25]. Previous studies and clinical observa-
tions have highlighted the fact that ovarian cancer cells
inherently possess a distinct metastatic tropism for the
adipose-rich omentum and peritoneal surfaces [20, 35]. The
omentum is a large fold of visceral peritoneum covering the
intestine anteriorly in the abdominal cavity [29]. As a
central modulator of peritoneal homeostasis, the omentum
regulates inflammation, controls fluid exchange, promotes
angiogenesis, acts as a source of stem cells and various
immune cells, and stores and supplies lipids in the perito-
neal milieu [29, 36]. The metastatic behavior of ovarian
cancer with tropism for the omentum indicates that the
intraperitoneal metastatic microenvironment centering on

the omentum plays a critical role in driving metastatic
progression of ovarian cancer cells.

Emerging evidence about the hematogenous metastasis
of ovarian cancer cells with a strong predilection for the
omentum has prompted a rethink of the theory of ovarian
cancer metastasis [37]. Ovarian cancer is generally assumed
to metastasize preferentially via direct transcoelomic dis-
semination instead of the hematogenous route [20, 34].
However, a recent paper by Pradeep et al. demonstrated a
novel mechanism of hematogenous metastasis to the
omentum by using a parabiosis mouse model that involves
the surgical union of two mice to allow the sharing of blood
circulation [37]. The authors revealed that host mice-
derived circulating ovarian cancer cells were able to first
metastasize to the omentum of the conjoined guest mice and

Fig. 1 Adipocytes represent a central player in the creation of the
metabolic tumor microenvironment in the omentum during ovarian
cancer metastasis. Adipocytes are reprogrammed into cancer-
associated adipocytes by cancer-derived mediators. These activated
adipocytes release a wealth of lipids and various adipokines, including
IL-6, IL-8, MCP-1, and TIMP-1, which contribute to the establishment
of the omental metastatic niche for ovarian cancer. FABP4, which is
an intracellular chaperone for free fatty acids, regulates lipolysis in
adipocytes and β-oxidation in ovarian cancer cells, and plays a crucial
role in the interaction of ovarian cancer cells with adipocytes, pro-
moting omental metastasis. In addition, omental adipocytes induce the

calcium-dependent activation and autophosphorylation of SIK2 in
ovarian cancer cells and activate cancer cell proliferation through the
PI3K/AKT pathway. SIK2 can increase ovarian cancer cell fatty acid
oxidation by augmenting AMPK-induced ACC phosphorylation and
activating CPT1 during peritoneal disseminated metastasis. Thus, the
highly orchestrated crosstalk between ovarian cancer cells and omental
adipocytes induces metabolic synergies by reprogramming fatty acid
metabolism and tumor-promoting signaling pathways that enhance the
proliferation, invasion, and metastatic progression of ovarian cancer
cells with specific metastatic tropism for the omentum
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subsequently spread to the peritoneum and other abdominal
organs across the intraperitoneal cavity. Mechanistically,
elevated levels of ErbB3, which is a member of the epi-
dermal growth factor (EGF) receptor (EGFR) family, in
circulating ovarian cancer cells and neuregulin 1, which is
an ErbB3 ligand, in the omentum have been shown to play
functional roles in the hematogenous spread of ovarian
cancer with metastatic tropism for the omentum [37]. With
regard to the metastatic routes of ovarian cancer cells to the
omentum, further studies are required to explore the clinical
relevance of these observations and clarify the precise
mechanisms involved in ovarian cancer peritoneal
metastasis.

Orchestration of the metastatic tumor
microenvironment in the adipose-rich
omentum

The tumor microenvironment represents a dynamic milieu
that involves a complex network of interactions between
cancer cells and various stromal components and plays a
crucial role in cancer cell survival, proliferation, invasion,
and metastasis [24, 38]. A number of studies of late years
have provided a theoretical foundation to clarify the active
crosstalk between ovarian cancer cells and several types of
stromal cells in the omental metastatic tumor micro-
environment [27, 28, 39]. The omentum harbors a variety of
stromal cell types, including adipocytes, MSCs, fibroblasts,
and macrophages, under steady-state physiological condi-
tions. In a malignant setting, these stromal cells can be
dynamically converted to distinct cancer-associated stromal
cells via cancer-derived mediators, which attract cancer
cells to the omentum and support their rapid metastatic
growth [27, 40]. A recent study by Pearce et al. demon-
strated the complexity and dynamic nature of matrisome
remodeling in the omental tumor microenvironment during
development of ovarian cancer metastasis by measuring
gene expression, matrisome proteomics, cytokine and che-
mokine expression, cellularity, extracellular matrix organi-
zation, and biomechanical properties. These multi-layered
gene and protein profiles of the metastatic site provided
insight into the comprehensive mechanisms underlying the
establishment and deconstruction of the metastatic tumor
microenvironment of the omentum [41]. Therefore, unco-
vering the cellular and molecular organization of the intra-
peritoneal metastatic microenvironment with a central focus
on the omentum will yield novel insights into the evolving
biology of ovarian cancer metastasis and provide a useful
framework for the further investigation and development of
molecular therapies targeting the tumor microenvironment
in patients with ovarian cancer.

Adipocytes and metabolic tumor microenvironment

Adipocytes are the most important and abundant cellular
component of omental and peritoneal tissue [29] (Fig. 1).
As the master regulator of lipid storage and through the
production of a panel of adipokines and endocrine mole-
cules, adipocytes contribute to a variety of biological
functions, including cellular metabolism, inflammation, and
cancer development, under both physiological and patho-
logical circumstances [36, 42]. Emerging evidence has
indicated that bidirectional interactions between cancer cells
and adipocytes cause the reprogramming of adipocytes into
“cancer-associated adipocytes,” [43] and these activated
adipocytes are able to release large amounts of lipids, adi-
pokines, tumor-promoting factors, and hormones, which
represent a major part of the metabolic tumor micro-
environment and promote aggressive cancer growth and
metastatic progression [36, 44]. It is interesting to note that
Chau et al. recently demonstrated that both omental and
peritoneal adipocytes arise from Wilms’ tumor 1 (WT1)-
expressing methothelial progenitor cells during their
development by using a lineage-tracing model [45]. These
findings raise the possibility that omental and peritoneal
adipocytes, which share a common embryological back-
ground, concertedly contribute to the establishment of the
intraperitoneal metastatic microenvironment and ovarian
cancer dissemination by inducing metabolic changes that
occur in interacting cancer cells and adipocytes.

In recent years, researchers have started to identify the
molecular basis for the establishment of the intraperitoneal
metastatic tumor microenvironment associated with the
interplay between ovarian cancer cells and adipocytes, as
well as the metastatic tropism for the omentum [35, 46].
Nieman et al. showed that omental adipocytes are intimately
associated with the ovarian cancer metastatic cascade,
including invasion, migration, and homing to omental tissue
[47]. After undergoing coevolution with ovarian cancer
cells, activated omental adipocytes increase the secretion of
various types of adipokines, such as interleukin-6 (IL-6),
IL-8, monocyte chemoattractant protein-1 (MCP-1), tissue
inhibitor of metalloproteinase-1 (TIMP-1), and adipo-
nectine, and these adipokines promote the multistep process
of ovarian cancer dissemination with metastatic tropism for
the omentum. It should be noted that omental and peritoneal
adipocytes can transfer fatty acids to ovarian cancer cells by
direct interactions, thus resulting in the alteration of intra-
cellular metabolic activities within cancer cells and the rapid
metastatic growth of cancer cells by energy generation via
β-oxidation [47].

Fatty acid binding protein 4 (FABP4) is an intracellular
chaperone for free fatty acids, which is induced during adi-
pocyte differentiation, and plays an important role in the
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regulation of lipid metabolism, inflammatory responses, and
angiogenesis in several types of solid cancers [48, 49]. In
patients with high-grade serous carcinoma, a high-level
FABP4 in primary ovarian cancer tissue was found to be
significantly associated with increased incidence of residual
disease after primary debulking surgery, indicating the pos-
sibility that FABP4 expression is an important decision factor
for beneficial surgical interventions [50]. Furthermore, the
expression of FABP4 was found to be greater in omental
metastatic tumors, particularly at the adipocyte-cancer cell
interface, than in the primary ovarian tumor. Intriguingly, in a
Fabp4-knockout mouse model, FABP4 deficiency impaired
the metastatic progression of ovarian cancer cells in the
peritoneal cavity by altering lipid availability, indicating that
FABP4 is a crucial modulator of ovarian cancer metastatic
progression in the omentum [47]. Moreover, recent work
identified the additional functional roles of FABP4 in fatty

acid metabolism, angiogenesis, and peritoneal dissemination
in ovarian cancer [48]. siRNA-mediated FABP4 knockdown
in endothelial cells resulted in an increase of fatty acid oxi-
dation and reactive oxygen species, and a decrease in blood
vessel formation in in vitro assays. More importantly, in a
xenograft ovarian cancer mouse model, the therapeutic
delivery of siRNA targeting FABP4 in tumor vessels inhib-
ited the tumor angiogenesis and peritoneal metastasis of
ovarian cancer [48]. These findings provide a therapeutic
rationale for targeting specific molecules in the metastatic
tumor microenvironment [42, 44, 46].

Our research group has previously demonstrated the
multifaceted roles of salt-inducible kinase 2 (SIK2), which
is a member of the AMP-activated protein kinase (AMPK)-
related kinase family [51, 52], in the regulation of various
biological and molecular functions in ovarian cancer,
including cell survival, proliferation, and sensitivity to

Fig. 2 MSCs are an important cellular component of the omental
metastatic microenvironment of ovarian cancer. Omental adipose-
derived MSCs promote tumor vascularization via the upregulation of
VEGF, FGF, and SDF1-α, thereby increasing ovarian cancer cell
survival in the metastatic tumor microenvironment. These MSCs can
enhance glycolysis and suppress oxidative stress in ovarian cancer
cells by regulating nitric oxide levels during the establishment of the
omental metastatic niche. In addition, adipose-derived MSCs promote
ovarian cancer cell proliferation and metastasis by elevating the
expression of MMP2 and MMP-9. Ovarian cancer cells possess the
ability to recruit cancer-associated MSCs to the metastatic tumor
microenvironment by producing the pro-tumorigenic peptide LL-37.

LL37 activates MSCs to secrete a variety of inflammatory and pro-
angiogenic factors, including IL-1 receptor antagonist, IL-6, IL-10,
CCL5, VEGF, and MMP-2, which are involved in metastatic pro-
gression of ovarian cancer cells. Ovarian cancer-associated MSCs,
determined by CD44, CD73, and CD90 expressions, play a key role in
the formation of the cancer stem cell niche microenvironment in the
intraperitoneal cavity, and promote ovarian cancer growth, correlated
with enhanced cancer stem cell properties. Mechanistically, these
cancer-associated MSCs are involved in the upregulation of the TGF-β
superfamily/ BMP family members, especially BMP2, BMP4, and
BMP6, and thereby accelerate the aggressiveness of ovarian cancer
cells
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paclitaxel [53]. More recently, we found that SIK2 plays an
important role in the regulation of ovarian cancer cell
metabolism in the context of cancer metastasis to the
adipocyte-rich metastatic niche [54]. Among patients with
high-grade serous ovarian carcinoma, SIK2 was found to be
significantly overexpressed in omental metastatic tumors,
with the highest SIK2 level observed at the interface
between cancer cells and adipocytes, compared with the
level in the corresponding primary tumor. Consistent with
these clinical observations, we also showed that the forced
expression of SIK2 enhances the metastatic ability of
ovarian cancer cells in the intraperitoneal cavity, whereas
SIK2 depletion prevents the formation of peritoneal dis-
seminated tumors in in vivo mouse models. Using a co-
culture system, we demonstrated that adipocytes isolated
from omental tissue induce the calcium-dependent activa-
tion and autophosphorylation of SIK2 in ovarian cancer
cells and stimulate cancer cell proliferation via the PI3K/
AKT pathway. Furthermore, our comprehensive in vitro
studies have clearly identified the pivotal role of adipocyte-
activated SIK2 in the promotion of fatty acid oxidation via
the augmentation of the AMPK-induced phosphorylation of
acetyl-CoA carboxylase (ACC) and the activation of car-
nitine palmitoyltransferase 1 (CPT1) transcription during
the metastatic progression of ovarian cancer [54]. These
findings indicate that SIK2 plays critical roles in the mod-
ulation of fatty acid oxidation and metastatic cancer pro-
gression by the orchestration of reciprocal interactions
between ovarian cancer cells and adipocytes at the omental
metastatic niche. With regard to SIK2-targeted therapeutic
strategies, Zhou et al. recently reported the promising
effects of the small-molecule SIK2 inhibitor in preclinical
models of ovarian cancer [55]. These findings and others
pave the way towards testing of SIK2 inhibitors in clinical
trials [56].

Mesenchymal stem cells and pro-tumorigenic
microenvironment

MSCs are multipotent stem cells with the ability to self-
renew and differentiate into cells of mesodermal lineage,
such as adipocytes, osteocytes, and chondrocytes, and
ectodermal and endodermal lineages [57] (Fig. 2). Although
MSCs had been originally identified in the bone marrow,
they were later isolated from various different tissues,
including adipose tissue, umbilical cord blood, and amniotic
fluid [58]. Phenotypically, MSCs represent a heterogeneous
cell population and express a specific set of cell surface
markers, including CD29, CD44, CD73, CD90, and
CD105, but lack essential hematopoietic markers, such as
CD14, CD31, CD34, CD45, and CD133 [59, 60]. For over
a decade, MSCs have been shown to migrate to the site of
wound healing in response to a variety of paracrine and

endocrine signals and modify the specific microenviron-
ment, thus accelerating tissue repair and regeneration [57].
Growing evidence has indicated that MSCs are recruited to
cancer tissues, which are considered to behave like “wounds
that do not heal,” and alter the tumor microenvironment as a
crucial mediator, enhancing the aggressive malignant
behavior of various solid cancers [57, 61, 62].

A number of studies have been performed to clarify the
mutual relationship between ovarian cancer cells and MSCs
in the establishment of the supportive metastatic tumor
microenvironment [63, 64]. With regard to ovarian cancer
metastatic dissemination in the intraperitoneal milieu, one
of the most important sources of MSCs is omental adipose
tissue that generates adipose-derived MSCs [65, 66].
Functional tumor vascularization is enhanced by omental
adipose-derived MSCs via the upregulation of vascular
endothelial growth factor (VEGF), fibroblast growth factor
(FGF), and stromal cell-derived factor 1-α (SDF1-α), thus
resulting in increased cancer cell survival during the for-
mation of the metastatic microenvironment [65]. Omental
adipose-derived MSCs can also enhance glycolysis and
reduce oxidative stress in ovarian cancer cells by selectively
increasing nitric oxide levels by paracrine metabolite
secretion, indicating that the metabolic regulation between
cancer cells and omental adipose-derived MSCs plays an
essential role in the creation of an omental metastatic niche
for ovarian cancer [67].

Omental adipose-derived MSCs can alter the defined
proteomic profile of ovarian cancer cells in the metastatic
tumor microenvironment via paracrine mechanisms, and
this capability has been implicated in promoting and sus-
taining malignant phenotypes, including carcinogenesis,
proliferation, migration, apoptosis, and chemoresistance
[66, 68]. In an in vitro co-culture model, omental adipose-
derived MSCs were found to significantly stimulate the
proliferation and invasion of ovarian cancer cells by ele-
vating matrix metalloproteinases (MMPs), which is a family
of zinc-dependent endopeptidases, particularly MMP-2 and
MMP-9, whereas the inhibition of MMP-2 and MMP-9 was
found to partially reduce the tumor-promoting effects of
these MSCs. Furthermore, in an in vivo ovarian cancer
xenograft model, omental adipose-derived MSCs were
found to promote the formation of peritoneal metastasis via
the upregulation of MMP-2 and MMP-9 expressions [69].

In terms of the chemotactic signals mediating MSC
migration to ovarian cancer tissues, Coffelt et al. revealed
the functional role of pro-tumorigenic peptide LL37, which
is the C-terminal peptide of human cationic antimicrobial
protein 18, in the recruitment of tumor-infiltrating MSCs to
the metastatic tumor microenvironment [70]. By using an
in vivo migration assay, the authors showed that ovarian
cancer-derived LL-37 functions as a chemoattractant for the
migration of MSCs into multiple metastatic tumors in the
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peritoneal cavity; by contrast, the neutralization of LL-37
significantly inhibits the recruitment of MSCs in ovarian
cancer tissues, thus resulting in the suppression of meta-
static tumor growth. Mechanistically, LL-37 stimulates
MSCs to secrete larger amounts of inflammatory and pro-
angiogenic factors, such as IL-1 receptor antagonist, IL-6,
IL-10, CCL5, VEGF, and MMP-2, and this phenomenon is
closely associated with the promotion of ovarian cancer
progression and metastasis [70].

On another front, Mclean et al. identified the presence of
cancer-associated MSCs, determined by CD44, CD73, and
CD90 expressions, in ovarian cancer tissues and malignant
ascites and explored the mutual relationship between MSCs
and ovarian cancer stem cells [71]. By using an in vivo

mouse model, the authors revealed that cancer-associated
MSCs enhance ovarian cancer growth that is associated
with increasing cancer stemness, suggesting that ovarian
cancer-associated MSCs have the capability to form a
specialized cancer stem cell niche microenvironment in the
intraperitoneal cavity [72]. Furthermore, the gene expres-
sion profiling of cancer-associated MSCs demonstrated the
potential roles of transforming growth factor-β (TGF-β)
superfamily/bone morphogenic protein (BMP) family
members, specifically BMP2, BMP4, and BMP6, in the
promotion of ovarian cancer progression. Notably,
BMP2 inhibition effectively suppressed MSC-mediated
tumor growth by abrogating cancer stem cell properties in
a xenograft mouse model, indicating that ovarian

Fig. 3 Fibroblasts play a crucial role in the establishment of the
omental tumor microenvironment of ovarian cancer. Omental fibro-
blasts contribute to the creation of a pre-metastatic niche and influence
tropism for the omentum and the metastatic colonization of ovarian
cancer cells. Ovarian cancer-derived LPA and exosomes stimulate the
differentiation of adipose-derived MSCs to CAFs, which are char-
acterized by α-SMA, FAP, FSP1, and PDGFR expressions, by acti-
vating TGF-β-related signaling pathways. In addition, ovarian cancer
cells can reprogram normal omental fibroblasts to CAFs via the
upregulation of miR-155 and the downregulation of miR-31 and miR-
214. This promotes tumor growth through increased secretion of
CCL5. Ovarian cancer-derived TGF-β1, TGF-β2, and TNF-α, are
involved in stimulating the production of various tumor-promoting

factors, such as versican, IL-6, SDF-1α, and VEGF-A, in the meta-
static tumor microenvironment. In particular, CAF-derived TGF-α
promotes the metastatic colonization of ovarian cancer cells via the
activation of EGFR, AKT, and ERK1/2 signaling pathways. Metas-
tasizing ovarian cancer cells can activate p38 signaling in omental
CAFs, and CAF-derived p38-regulated cytokines and chemokines,
including IL-6, CXCL10, and CCL5, induce cancer cells to metabolize
glycogen through glycolysis, which mediates energy production and
accelerates the aggressiveness of ovarian cancer cells. Thus, in the
intraperitoneal metastatic microenvironment, CAFs coevolve with
ovarian cancer cells and govern the metastatic cascade, including the
adhesion, proliferation, invasion, and colonization of metastatic sites
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cancer-associated MSCs promote an aggressive ovarian
cancer phenotype by regulating cancer stem cell function
and that BMP2 inhibition may be an attractive therapeutic
approach for ovarian cancer metastasis [71].

Cancer-associated fibroblasts and pre-metastatic
niche microenvironment

Fibroblasts display distinct cellular phenotypes depending
on their surrounding microenvironment, and activated
fibroblasts in cancer tissues have been termed as “cancer-
associated fibroblasts” (CAFs) [73] (Fig. 3). Over the years,
extensive biological studies have demonstrated that CAFs
are the major cellular components of the tumor micro-
environment in both primary and metastatic tumors and
contribute to the regulation of a series of crucial steps in
malignant progression, including cancer initiation, pro-
liferation, invasion, and metastasis, by producing various
types of cytokines, chemokines, growth factors, and matrix-
degrading enzymes [38, 74]. CAFs can be distinguished
from their normal counterparts by altered expressions of
markers, such as α-smooth muscle actin (α-SMA), fibro-
blast activation protein (FAP), fibroblast-specific protein 1
(FSP1), and platelet-derived growth factor receptor
(PDGFR) [73]. However, the cellular origin of CAFs and
mechanisms underlying the reprogramming of normal
fibroblasts into CAFs have remained largely unresolved.

With regard to the heterogeneous origin of CAFs during
the metastatic spread of ovarian cancer cells, it has been
recognized that CAFs are derived from several different
sources according to their supportive microenvironment
[75]. Jeon et al. revealed that lysophosphatidic acid (LPA),
which is a small bioactive phospholipid, in the malignant
ascites of advanced ovarian cancer patients stimulates the
differentiation of adipose-derived MSCs to CAFs via the
activation of the TGF-β/Smad signaling pathway in the
intraperitoneal tumor microenvironment [76]. Similarly,
ovarian cancer cell-derived exosomes, which are a class of
secreted bilipid membrane vesicles, are able to cause adi-
pose derived-MSCs to acquire the phenotypic and func-
tional characteristics of CAFs by elevating the expressions
of TGF-β and SDF-1, which can promote the invasive
phenotype of ovarian cancer cells [77]. On the other hand,
Mitra et al. demonstrated that ovarian cancer cells have the
ability to reprogram normal omental fibroblasts to CAFs via
the action of microRNAs (miRNAs), such as miR-13, miR-
155, and miR-214; this action can also lead to the upregu-
lation of various chemokines, particularly CCL5, in the
omental metastatic microenvironment [78].

In patients with ovarian cancer, clinicopathological evi-
dence indicated that an increase in the number of CAFs
identified by α-SMA and FAP expressions is positively
correlated with advanced tumor stage, lymph node

metastasis, and omental metastasis, which are associated
with enhanced angiogenesis and lymphangiogenesis in
cancer tissues [79]. Furthermore, despite the lack of
detectable metastatic ovarian cancer cells in the omentum,
CAFs preliminarily exist in omental tissue in ovarian cancer
patients. These findings suggest that before the metastatic
colonization of ovarian cancer cells to the omentum,
omental fibroblasts contribute to the creation of the spe-
cialized microenvironment as a pre-metastatic niche and
influence tropism of ovarian cancer cells for the omentum
[79, 80].

Over a period of time, a number of in vitro and in vivo
studies have revealed the bidirectional interactions between
ovarian cancer cells and CAFs associated with the TGF-β-
related signaling pathway, and these interactions drive
ovarian cancer progression and metastasis [75, 81]. By
using a 3D culture model involving the key components of
the omental microenvironment, such as fibroblasts, meso-
thelial cells, and extracellular matrices [82, 83], Cai et al.
showed that ovarian cancer cells induce the activation of
omental fibroblasts and promote their proliferation by TGF-
β1 signaling; in turn, omental CAFs enhance cancer cell
adhesion and invasion via the secretion of hepatocyte
growth factor (HGF) and MMP-2 [84]. Importantly, in an
in vivo ovarian cancer xenograft model, CAFs were found
to be remarkably enhance the metastatic ability of ovarian
cancer cells with increased metastatic nodules in the peri-
toneal cavity; however, the inhibition of TGF-β1 signaling
attenuated the metastatic dissemination of ovarian cancer.
Yeung et al. revealed that ovarian cancer cell-derived TGF-
β stimulates the expression of versican, which is a
hyaluronate-binding chondroitin sulfate proteoglycan, in
CAFs via TGF-β receptor type II and Smad signaling [81].
Upregulated CAF-derived versican can subsequently
enhance cancer cell motility and invasion by activating the
nuclear factor-κB (NF-κB) signaling pathway and inducing
the expressions of CD44, MMP-9, and hyaluronan-
mediated motility receptor (HMMR) in the surrounding
tumor microenvironment [81]. Moreover, Ko et al.
demonstrated the relationship between TGF-β2 and
HOXA9, which is a Müllerian-patterning gene, in the
metastatic progression of ovarian cancer cells in the context
of the functional contribution of CAFs [85]. In a mouse
xenograft model, the overexpression of HOXA9 in ovarian
cancer cells was found to promote tumor growth and peri-
toneal dissemination, particularly with regard to omental
metastatic tumors, by inducing normal omental fibroblast
and adipose- and bone marrow-derived MSCs to acquire the
features of CAFs. HOXA9 are able to induce the production
of TGF-β2 in ovarian cancer cells and cancer-derived TGF-
β2 acts in a paracrine manner on omental fibroblasts and
MSCs to induce the expression of IL-6, SDF-1α, and
VEGF-A; this phenomenon is associated with the
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acquisition of the aggressive phenotype of ovarian cancer
cells [85]. Taken together, several lines of evidence indicate
that the TGF-β-related signaling pathway plays a crucial
role in the crosstalk between ovarian cancer cells and CAFs
in the intraperitoneal metastatic tumor microenvironment,
suggesting that targeting TGF-β-related signaling may lead
to the development of a novel therapeutic strategy against
ovarian cancer metastasis [75, 81].

More recently, Lau et al. revealed the role of the tumor
necrosis factor-α (TNF-α) –TGF-α–EGFR interaction loop
between ovarian cancer cells and CAFs in the development
of metastasis to the omental metastatic microenvironment
[86]. By using a 3D organoid co-culture model, the authors
found that the TNF-α secreted by cancer cells induces the
upregulation of TGF-α in CAFs via the NF-κB signaling
pathway; thereafter, CAF-derived TGF-α enhances the
colony forming ability of metastatic cancer cells through the
activation of EGFR, AKT, and ERK1/2 signaling. Intrigu-
ingly, in an in vivo ovarian cancer xenograft model, CAFs

were found to efficiently promote the metastatic coloniza-
tion of cancer cells in the intraperitoneal microenvironment,
whereas the EGFR tyrosine-kinase inhibitor gefitinib
inhibited the metastatic spread of ovarian cancer. These
results indicate that EGFR signaling has therapeutic
potential for advanced ovarian cancers with disseminated
tumors in the peritoneal cavity [86]. Curtis et al. demon-
strated that CAFs can promote omental metastasis by
inducing changes in glycogen metabolism in ovarian cancer
cells in the intraperitoneal tumor microenvironment [87].
They showed that the production of TGF-β1 by ovarian
cancer cells activates p38 signaling in CAFs. In turn, CAF-
derived p38-regulated cytokines and chemokines, such as
IL-6, CXCL10, and CCL5, mobilize glycogen that is
associated with fueling glycolysis in cancer cells, increasing
proliferation, invasion, and metastasis of ovarian cancer.
Furthermore, in in vivo metastasis assay to the omentum,
inhibition of p38 signaling in CAFs and treatment of gly-
cogen phosphorylase inhibitor in ovarian cancer cells

Fig. 4 TAMs are involved in the establishment of the inflammatory
and immunosuppressive tumor microenvironment during ovarian
cancer peritoneal metastasis. Omental milky spots serve as the major
sources of intraperitoneal macrophages and play a crucial role in the
regulation of metastatic tropism for the omentum. Ovarian cancer cells
polarize TAMs to the M2 phenotype, characterized by expressions of
CD163, CD206, and CX3CR1, by upregulating LIF, IL-6, and CSF-1
in the specific tumor microenvironment of the intraperitoneal cavity;
this microenvironment is modulated by a large number of soluble
factors, such as IL-6, IL-8, IL-10, TGF-β, CCL18, CCL22, SDF-1α,
VFGF, MMP-9, and HB-EGF. Intraperitoneal M2 macrophages can

activate STAT3 signaling pathways in ovarian cancer cells. These
pathways are associated with cell–cell interactions between cancer
cells and M2 macrophages. Furthermore, these mutual interactions
between ovarian cancer cells and macrophages are involved in for-
mation of multicellular spheroids in the malignant ascites of ovarian
cancer. EGF secreted by M2 macrophage activates EGFR on ovarian
cancer cells, which in turn upregulates VEGF-C/VFGFR3 signaling
pathways and enhances integrin/ICAM-1 expression in the intraper-
itoneal tumor microenvironment, promoting ovarian cancer prolifera-
tion, invasion, and intraperitoneal dissemination
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reduced CAF-stimulated ovarian cancer metastasis, indi-
cating that blocking glycogen mobilization in ovarian can-
cer cells with glycogen phosphorylase might be a novel
therapeutic strategy for metastatic ovarian cancer [87].

Tumor-associated macrophages and
immunosuppressive tumor microenvironment

Macrophages exhibit a multitude of biological activities in
response to microenvironmental stimuli in not only normal
physiological conditions but also a variety of disease con-
ditions, including malignancy [88, 89] (Fig. 4). Con-
ventionally, macrophages are classified into M1 and
M2 subtypes on the basis of their differentiation status and
functional role in the immune system [88]. Classically
activated M1 macrophages are stimulated by Th1 cytokine
interferon-γ, microbial substrates such as lipopolysacchar-
ide, and toll-like receptor ligands, and they support adaptive
immune responses via the production of pro-inflammatory
and immunostimulatory cytokines, including IL-1, IL-6, IL-
12, IL-23, and TNF-α. Even though there are no specific
receptors for identifying M1 macrophages, they commonly
express CD68, CD80, and CD86. In contrast, alternative
activated M2 macrophages are activated by Th2 cytokines,
such as IL4 and IL-13, and they secrete IL−10, TGF-β, and
various chemokines, which are involved in tissue remo-
deling, resolution of inflammation, and cancer progression.
Phenotypically, M2 macrophages express specific markers,
including CD163, CD204, and CD206 [88, 90].

During cancer development and progression, macro-
phages are abundantly recruited in tumor tissues, and these
macrophages that infiltrate into the tumor microenviron-
ment are referred to as “tumor-associated macrophages”
(TAMs) [88, 91]. Generally, TAMs are considered to dis-
play the M2-polarized phenotype and are capable of
releasing a variety of inflammatory mediators, including
cytokines, chemokines, growth factors, and proteolytic
enzymes, many of which are crucial components of the
immunosuppressive tumor microenvironment that can
enhance tumor angiogenesis, invasion, and metastasis [88,
92]. Notably, an increasing amount of evidence has indi-
cated that ovarian cancer cells can polarize TAMs toward
the M2 phenotype by upregulating the expressions of leu-
kemia inhibitory factor (LIF), IL-6, and colony stimulating
factor-1 (CSF-1), in the intraperitoneal tumor micro-
environment [89, 93, 94]. Furthermore, recent clin-
icopathological studies showed that the expression of the
M2-macrophage marker CD163 on intraperitoneal macro-
phages is correlated with elevated levels of IL-6, and IL-10
in ascitic fluid, which can contribute to poor clinical out-
comes in patients with high-grade serous carcinoma [95].

Omental adipose tissue contains clusters of immune cell
aggregates called “milky spots,” which are embedded

between adipocytes just beneath the mesothelial cell layer
[29, 40, 96]. These milky spots primarily include macro-
phages, B-lymphocytes and T-lymphocytes, and other
immune cells, and characteristically act as secondary lym-
phoid organs [97]. In particular, omental milky spots are
considered the major sites for the generation and source of
intraperitoneal macrophages that are involved in the reg-
ulation of immune responses and inflammation within the
intraperitoneal milieu [29, 40, 98]. Importantly, several
studies over the past decade have revealed that omental
milky spots are the preferred sites of metastatic colonization
of cancer cells [40, 99]. A recent study by Clark et al.
demonstrated the central role of omental milky spots in the
early steps of the metastatic colonization of ovarian cancer
[100]. By using a panel of immunodeficient mouse strains
in vivo, they found that milky spot macrophages are critical
modulators in the creation of the metastatic microenviron-
ment in the omentum that promotes the metastatic coloni-
zation of ovarian cancer cells [100].

During the ovarian cancer metastatic process, the intra-
peritoneal tumor microenvironment, along with the accu-
mulation of malignant ascites, represents a pro-
inflammatory and immunosuppressive milieu that includes
a large number of spheroid-forming cancer cells, a variety
of cell types (e.g., macrophages), and numerous tumor-
promoting soluble factors [20, 30, 101]. It is of interest that
increased inflammation in the peritoneal cavity can facilitate
the peritoneal dissemination of ovarian cancer cells. By
using an in vivo xenograft ovarian cancer model, Robinson-
Smith et al. demonstrated that the depletion of intraper-
itoneal macrophages, but not neutrophils or NK cells, sig-
nificantly reduces the peritoneal metastasis of ovarian
cancer. Furthermore, these macrophages partly mediated
pro-metastatic effects by enhancing VEGF production in the
intraperitoneal milieu [102]. In the context of the complex
molecular interplay between ovarian cancer cells and
TAMs, the metastatic microenvironment in the intraper-
itoneal cavity is modulated by a plethora of soluble sig-
naling molecules, including IL-6, IL-8, IL-10, TGF-β,
CCL18, CCL22, SDF-1α, VFGF, MMP-9, and heparin-
binding EGF (HB-EGF) [90, 92, 103–105]. Furthermore,
previous studies have revealed that intraperitoneal M2-
polarized macrophages induce the activation of the signal
transducer and activator of transcription 3 (STAT3) in
ovarian cancer cells and that STAT3 signaling is intimately
involved in cell–cell interactions between cancer cells and
M2 macrophages, which stimulate the proliferation and
metastatic progression of ovarian cancer cells [106].

More Recently, Yin et al. demonstrated that TAMs in the
intraperitoneal milieu play a pivotal role in the regulation of
multicellular spheroid formation and the transcoelomic peri-
toneal dissemination of ovarian cancer [107]. They revealed
that macrophages are abundantly present in the spheroids
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floating in the ascitic fluid of patients with advanced ovarian
cancer and that an increased number of macrophages in these
spheroids are significantly associated with poor prognosis.
Interestingly, during the peritoneal dissemination of ovarian
cancer, most macrophages are localized in the center of
spheroids and gradually gain expression of M2 macrophage
markers, including CD163, CD206, and chemokine receptor
CX3CR1. These results indicate that spheroid-associated
TAMs are mainly polarized to the M2 phenotype and actively
contribute to spheroid formation. Furthermore, M2 subtype
TAMs secrete a large amount of EGF that activates EGFR on
spheroid-associated ovarian cancer cells, which in turn upre-
gulates VEGF-C/VFGF receptor 3 (VEGFR3) signaling and
induces integrin/intercellular adhesion molecule 1 (ICAM-1)
expression in the surrounding tumor microenvironment as a
positive autocrine feedback loop to promote cancer cell pro-
liferation and migration. In an in vivo mouse model, the
EGFR inhibitor erlotinib was found to interfere with spheroid
formation, proliferation, and metastatic progression of ovarian
cancer cells. These findings could be used as a promising
therapeutic strategy to inhibit the peritoneal disseminated
metastasis of ovarian cancer [107].

Conclusions and future perspectives

Over the last decade, our comprehensive understanding of
the cell-biological and molecular mechanisms that regulate
the metastatic cascade and the complex network of inter-
actions between cancer cells and tumor microenvironments
has evolved remarkably, and research on cancer metastasis
has entered into a stage of considerable progress [108, 109].
In verity, knowledge from a wealth of basic research and
clinical studies on cancer metastasis warrants a re-
evaluation of current clinical practices and will drive
future innovative therapeutic interventions for management
of metastatic disease in various types of solid cancers
[44, 110].

The biology of ovarian cancer peritoneal metastasis is
distinctive because of the extraordinary inflammatory and
immunosuppressive milieu of the intraperitoneal cavity,
accompanied by the accumulation of malignant ascites [5,
20]. In such specialized circumstances, the adipose-rich
omentum plays a principal role in the modulation of the
pathological homeostasis of the intraperitoneal milieu and
in the creation of the metastatic tumor microenvironment,
which are involved in the metastatic progression and organ
tropism of ovarian cancer cells [47, 54]. A growing body of
evidence has identified the highly orchestrated crosstalk
between ovarian cancer cells and their supportive stromal
cells in the omental metastatic microenvironment [27, 28].
Notably, the dynamic and reciprocal interplay among these

cells are mediated by the secretion of metabolic products
including lipids, and by a wide variety of tumor-promoting
signaling molecules, such as cytokines, chemokines, and
growth factors, leading to omental metastasis of ovarian
cancer cells via both transcoelomic and hematogenous
routes [37, 46].

Thus, it is essential to advance an integrated under-
standing regarding the functional roles of cancer-associated
stromal cells and their correlated signaling networks in the
intraperitoneal metastatic niche centering on the omentum
for providing a great opportunity in the management of
metastatic ovarian cancer [44]. For the current treatments of
ovarian cancer in the metastatic setting, the effectiveness of
not only conventional chemotherapy but also molecular-
targeted therapy is limited because of the eventual emer-
gence of drug-resistant ovarian cancer cells at metastatic
sites. Therefore, further comprehensive investigations are
required to identify the roles of the metastatic tumor
microenvironment and its constituent stromal cells in the
development of drug-resistant in ovarian cancer cells [9, 27,
111]. It is clear that our understanding of the complex chain
of the cellular and molecular biology of ovarian cancer
metastasis continues to increase steadily. Multiple ther-
apeutic approaches targeting the pathological crosstalk
between ovarian cancer cells and the metastatic tumor
microenvironment should help in the development of more
effective therapeutic approaches for improving the clinical
outcomes in patients with ovarian cancer [112]. Our con-
tinued voyage to find answers will hopefully open new
avenues toward a cure for this life-threatening malignancy.

Acknowledgements This work was funded by Ovarian Cancer Action,
National Institute for Health Research (NIHR) Oxford Biomedical
Research Centre (BRC), and the Helen Clarke Fund. NW is supported
by a Wellbeing of Women Scholarship. KM is supported by a fel-
lowship from the Japan Society for the Promotion of Science. LG is
supported by a BCSRC studentship.

Compliance with ethical standards

Conflict of interest The authors declare that they have no conflict of
interest.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,
adaptation, distribution and reproduction in any medium or format, as
long as you give appropriate credit to the original author(s) and the
source, provide a link to the Creative Commons license, and indicate if
changes were made. The images or other third party material in this
article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not
included in the article’s Creative Commons license and your intended
use is not permitted by statutory regulation or exceeds the permitted
use, you will need to obtain permission directly from the copyright
holder. To view a copy of this license, visit http://creativecommons.
org/licenses/by/4.0/.

An evolving story of the metastatic voyage of ovarian cancer cells: cellular and molecular. . . 2895

http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/


References

1. Bast RC Jr., Hennessy B, Mills GB. The biology of ovarian
cancer: new opportunities for translation. Nat Rev Cancer.
2009;9:415–28.

2. Agarwal R, Kaye SB. Ovarian cancer: strategies for overcoming
resistance to chemotherapy. Nat Rev Cancer. 2003;3:502–16.

3. Patch AM, Christie EL, Etemadmoghadam D, Garsed DW,
George J, Fereday S, et al. Whole-genome characterization of
chemoresistant ovarian cancer. Nature. 2015;521:489–94.

4. Mills K, Fuh K. Recent advances in understanding, diagnosing,
and treating ovarian cancer. F1000Res. 2017;6:84.

5. Bowtell DD, Bohm S, Ahmed AA, Aspuria PJ, Bast RC Jr.,
Beral V, et al. Rethinking ovarian cancer II: reducing mortality
from high-grade serous ovarian cancer. Nat Rev Cancer.
2015;15:668–79.

6. Buys SS, Partridge E, Black A, Johnson CC, Lamerato L, Isaacs
C, et al. Effect of screening on ovarian cancer mortality: the
Prostate, Lung, Colorectal and Ovarian (PLCO) Cancer Screen-
ing Randomized Controlled Trial. JAMA. 2011;305:2295–303.

7. Esselen KM, Cronin AM, Bixel K, Bookman MA, Burger RA,
Cohn DE, et al. Use of CA-125 tests and computed tomographic
scans for surveillance in ovarian cancer. JAMA Oncol.
2016;2:1427–33.

8. Yap TA, Carden CP, Kaye SB. Beyond chemotherapy: targeted
therapies in ovarian cancer. Nat Rev Cancer. 2009;9:167–81.

9. Tayama S, Motohara T, Narantuya D, Li C, Fujimoto K, Saka-
guchi I, et al. The impact of EpCAM expression on response to
chemotherapy and clinical outcomes in patients with epithelial
ovarian cancer. Oncotarget. 2017;8:44312–25.

10. Lim D, Oliva E. Precursors and pathogenesis of ovarian carci-
noma. Pathology. 2013;45:229–42.

11. Petrillo M, Nero C, Amadio G, Gallo D, Fagotti A, Scambia G.
Targeting the hallmarks of ovarian cancer: the big picture.
Gynecol Oncol. 2016;142:176–83.

12. Motohara T, Masuko S, Ishimoto T, Yae T, Onishi N, Muraguchi
T, et al. Transient depletion of p53 followed by transduction of c-
Myc and K-Ras converts ovarian stem-like cells into tumor-
initiating cells. Carcinogenesis. 2011;32:1597–606.

13. Chen F, Gaitskell K, Garcia MJ, Albukhari A, Tsaltas J, Ahmed
AA. Serous tubal intraepithelial carcinomas associated with
high-grade serous ovarian carcinomas: a systematic review.
BJOG. 2017;124:872–8.

14. Ahmed AA, Becker CM, Bast RC Jr. The origin of ovarian
cancer. BJOG. 2012;119:134–6.

15. Kurman RJ, Shih IeM. The origin and pathogenesis of epithelial
ovarian cancer: a proposed unifying theory. Am J Surg Pathol.
2010;34:433–43.

16. Shih IeM, Kurman RJ. Ovarian tumorigenesis: a proposed model
based on morphological and molecular genetic analysis. Am J
Pathol. 2004;164:1511–8.

17. Motohara T, Tashiro H, Miyahara Y, Sakaguchi I, Ohtake H,
Katabuchi H. Long-term oncological outcomes of ovarian serous
carcinomas with psammoma bodies: a novel insight into the
molecular pathogenesis of ovarian epithelial carcinoma. Cancer
Sci. 2010;101:1550–6.

18. Hellner K, Miranda F, Fotso Chedom D, Herrero-Gonzalez S,
Hayden DM, Tearle R, et al. Premalignant SOX2 overexpression
in the fallopian tubes of ovarian cancer patients: discovery and
validation studies. EBioMedicine. 2016;10:137–49.

19. Liu J, Matulonis UA. New strategies in ovarian cancer: trans-
lating the molecular complexity of ovarian cancer into treatment
advances. Clin Cancer Res. 2014;20:5150–6.

20. Lengyel E. Ovarian cancer development and metastasis. Am J
Pathol. 2010;177:1053–64.

21. Motohara T, Fujimoto K, Tayama S, Narantuya D, Sakaguchi I,
Tashiro H, et al. CD44 variant 6 as a predictive biomarker for
distant metastasis in patients with epithelial ovarian cancer.
Obstet Gynecol. 2016;127:1003–11.

22. Paget S. The distribution of secondary growths in cancer of the
breast. 1889. Cancer Metastas- Rev. 1989;8:98–101.

23. Fidler IJ. The pathogenesis of cancer metastasis: the ‘seed and
soil’ hypothesis revisited. Nat Rev Cancer. 2003;3:453–8.

24. Joyce JA, Pollard JW. Microenvironmental regulation of
metastasis. Nat Rev Cancer. 2009;9:239–52.

25. Nguyen DX, Bos PD, Massague J. Metastasis: from dissemina-
tion to organ-specific colonization. Nat Rev Cancer. 2009;9:274–
84.

26. Quail DF, Joyce JA. Microenvironmental regulation of tumor
progression and metastasis. Nat Med. 2013;19:1423–37.

27. Thibault B, Castells M, Delord JP, Couderc B. Ovarian cancer
microenvironment: implications for cancer dissemination and
chemoresistance acquisition. Cancer Metastas- Rev. 2014;33:17–
39.

28. Yeung TL, Leung CS, Yip KP, Au Yeung CL, Wong ST, Mok
SC. Cellular and molecular processes in ovarian cancer metas-
tasis. A review in the theme: cell and molecular processes in
cancer metastasis. Am J Physiol Cell Physiol. 2015;309:C444–
456.

29. Meza-Perez S, Randall TD. Immunological functions of the
omentum. Trends Immunol. 2017;38:526–36.

30. Ahmed N, Stenvers KL. Getting to know ovarian cancer ascites:
opportunities for targeted therapy-based translational research.
Front Oncol. 2013;3:256.

31. Valastyan S, Weinberg RA. Tumor metastasis: molecular
insights and evolving paradigms. Cell. 2011;147:275–92.

32. Massague J, Obenauf AC. Metastatic colonization by circulating
tumour cells. Nature. 2016;529:298–306.

33. Tjhay F, Motohara T, Tayama S, Narantuya D, Fujimoto K, Guo
J, et al. CD44 variant 6 is correlated with peritoneal dissemina-
tion and poor prognosis in patients with advanced epithelial
ovarian cancer. Cancer Sci. 2015;106:1421–8.

34. Tan DS, Agarwal R, Kaye SB. Mechanisms of transcoelomic
metastasis in ovarian cancer. Lancet Oncol. 2006;7:925–34.

35. Schild T, Low V, Blenis J, Gomes AP. Unique metabolic
adaptations dictate distal organ-specific metastatic colonization.
Cancer Cell. 2018;33:347–54.

36. Chkourko Gusky H, Diedrich J, MacDougald OA, Podgorski I.
Omentum and bone marrow: how adipocyte-rich organs create
tumour microenvironments conducive for metastatic progression.
Obes Rev. 2016;17:1015–29.

37. Pradeep S, Kim SW, Wu SY, Nishimura M, Chaluvally-
Raghavan P, Miyake T, et al. Hematogenous metastasis of
ovarian cancer: rethinking mode of spread. Cancer Cell.
2014;26:77–91.

38. Hanahan D, Coussens LM. Accessories to the crime: functions of
cells recruited to the tumor microenvironment. Cancer Cell.
2012;21:309–22.

39. Worzfeld T, Pogge von Strandmann E, Huber M, Adhikary T,
Wagner U, Reinartz S, et al. The unique molecular and cellular
microenvironment of ovarian cancer. Front Oncol. 2017;7:24.

40. Liu J, Geng X, Li Y. Milky spots: omental functional units and
hotbeds for peritoneal cancer metastasis. Tumour Biol.
2016;37:5715–26.

41. Pearce OMT, Delaine-Smith RM, Maniati E, Nichols S, Wang J,
Bohm S, et al. Deconstruction of a metastatic tumor micro-
environment reveals a common matrix response in human can-
cers. Cancer Discov. 2018;8:304–19.

42. Romero IL, Mukherjee A, Kenny HA, Litchfield LM, Lengyel E.
Molecular pathways: trafficking of metabolic resources in the
tumor microenvironment. Clin Cancer Res. 2015;21:680–6.

2896 T. Motohara et al.



43. Dirat B, Bochet L, Escourrou G, Valet P, Muller C. Unraveling
the obesity and breast cancer links: a role for cancer-associated
adipocytes? Endocr Dev. 2010;19:45–52.

44. Suh DH, Kim HS, Kim B, Song YS. Metabolic orchestration
between cancer cells and tumor microenvironment as a co-
evolutionary source of chemoresistance in ovarian cancer: a
therapeutic implication. Biochem Pharmacol. 2014;92:43–54.

45. Chau YY, Bandiera R, Serrels A, Martinez-Estrada OM, Qing
W, Lee M, et al. Visceral and subcutaneous fat have different
origins and evidence supports a mesothelial source. Nat Cell
Biol. 2014;16:367–75.

46. Nieman KM, Romero IL, Van Houten B, Lengyel E. Adipose
tissue and adipocytes support tumorigenesis and metastasis.
Biochim Biophys Acta. 2013;1831:1533–41.

47. Nieman KM, Kenny HA, Penicka CV, Ladanyi A, Buell-
Gutbrod R, Zillhardt MR, et al. Adipocytes promote ovarian
cancer metastasis and provide energy for rapid tumor growth.
Nat Med. 2011;17:1498–503.

48. Harjes U, Bridges E, Gharpure KM, Roxanis I, Sheldon H,
Miranda F, et al. Antiangiogenic and tumour inhibitory effects of
downregulating tumour endothelial FABP4. Oncogene.
2017;36:912–21.

49. Furuhashi M, Hotamisligil GS. Fatty acid-binding proteins: role
in metabolic diseases and potential as drug targets. Nat Rev Drug
Discov. 2008;7:489–503.

50. Tucker SL, Gharpure K, Herbrich SM, Unruh AK, Nick AM,
Crane EK, et al. Molecular biomarkers of residual disease after
surgical debulking of high-grade serous ovarian cancer. Clin
Cancer Res. 2014;20:3280–8.

51. Muraoka M, Fukushima A, Viengchareun S, Lombes M, Kishi F,
Miyauchi A, et al. Involvement of SIK2/TORC2 signaling cas-
cade in the regulation of insulin-induced PGC-1alpha and UCP-1
gene expression in brown adipocytes. Am J Physiol Endocrinol
Metab. 2009;296:E1430–1439.

52. Bon H, Wadhwa K, Schreiner A, Osborne M, Carroll T, Ramos-
Montoya A, et al. Salt-inducible kinase 2 regulates mitotic pro-
gression and transcription in prostate cancer. Mol Cancer Res.
2015;13:620–35.

53. Ahmed AA, Lu Z, Jennings NB, Etemadmoghadam D, Capalbo
L, Jacamo RO, et al. SIK2 is a centrosome kinase required for
bipolar mitotic spindle formation that provides a potential target
for therapy in ovarian cancer. Cancer Cell. 2010;18:109–21.

54. Miranda F, Mannion D, Liu S, Zheng Y, Mangala LS, Redondo
C, et al. Salt-inducible kinase 2 couples ovarian cancer cell
metabolism with survival at the adipocyte-rich metastatic niche.
Cancer Cell. 2016;30:273–89.

55. Zhou J, Alfraidi A, Zhang S, Santiago-O’Farrill JM, Yerram-
reddy Reddy VK, Alsaadi A, et al. A novel compound ARN-
3236 inhibits salt-inducible kinase 2 and sensitizes ovarian
cancer cell lines and xenografts to paclitaxel. Clin Cancer Res.
2017;23:1945–54.

56. Miranda F, Ahmed AA. How to make ovarian cancer cells “sick-
too”. Cell Cycle. 2017;16:15–16.

57. Cuiffo BG, Karnoub AE. Mesenchymal stem cells in tumor
development: emerging roles and concepts. Cell Adh Migr.
2012;6:220–30.

58. Orbay H, Tobita M, Mizuno H. Mesenchymal stem cells isolated
from adipose and other tissues: basic biological properties and
clinical applications. Stem Cells Int. 2012;2012:461718.

59. Ullah I, Subbarao RB, Rho GJ. Human mesenchymal stem cells-
current trends and future prospective. Biosci Rep. 2015;35:
e00191.

60. Reagan MR, Kaplan DL. Concise review: mesenchymal stem
cell tumor-homing: detection methods in disease model systems.
Stem Cells. 2011;29:920–7.

61. Meleshina AV, Cherkasova EI, Shirmanova MV, Klementieva
NV, Kiseleva EV, Snopova Lcapital Ve C, et al. Influence of
mesenchymal stem cells on metastasis development in mice
in vivo. Stem Cell Res Ther. 2015;6:15.

62. Hill BS, Pelagalli A, Passaro N, Zannetti A. Tumor-educated
mesenchymal stem cells promote pro-metastatic phenotype.
Oncotarget. 2017;8:73296–311.

63. Nwabo Kamdje AH, Kamga PT, Simo RT, Vecchio L, Seke Etet
PF, Muller JM, et al. Mesenchymal stromal cells’ role in tumor
microenvironment: involvement of signaling pathways. Cancer
Biol Med. 2017;14:129–41.

64. Lis R, Touboul C, Raynaud CM, Malek JA, Suhre K, Mirshahi
M, et al. Mesenchymal cell interaction with ovarian cancer cells
triggers pro-metastatic properties. PLoS ONE. 2012;7:e38340.

65. Klopp AH, Zhang Y, Solley T, Amaya-Manzanares F, Marini F,
Andreeff M, et al. Omental adipose tissue-derived stromal cells
promote vascularization and growth of endometrial tumors. Clin
Cancer Res. 2012;18:771–82.

66. Zhang Y, Dong W, Wang J, Cai J, Wang Z. Human omental
adipose-derived mesenchymal stem cell-conditioned medium
alters the proteomic profile of epithelial ovarian cancer cell lines
in vitro. Onco Targets Ther. 2017;10:1655–63.

67. Salimian Rizi B, Caneba C, Nowicka A, Nabiyar AW, Liu X,
Chen K, et al. Nitric oxide mediates metabolic coupling of
omentum-derived adipose stroma to ovarian and endometrial
cancer cells. Cancer Res. 2015;75:456–71.

68. Nowicka A, Marini FC, Solley TN, Elizondo PB, Zhang Y,
Sharp HJ, et al. Human omental-derived adipose stem cells
increase ovarian cancer proliferation, migration, and chemore-
sistance. PLoS ONE. 2013;8:e81859.

69. Chu Y, Tang H, Guo Y, Guo J, Huang B, Fang F, et al. Adipose-
derived mesenchymal stem cells promote cell proliferation and
invasion of epithelial ovarian cancer. Exp Cell Res.
2015;337:16–27.

70. Coffelt SB, Marini FC, Watson K, Zwezdaryk KJ, Dembinski
JL, LaMarca HL, et al. The pro-inflammatory peptide LL-37
promotes ovarian tumor progression through recruitment of
multipotent mesenchymal stromal cells. Proc Natl Acad Sci
USA. 2009;106:3806–11.

71. McLean K, Gong Y, Choi Y, Deng N, Yang K, Bai S, et al.
Human ovarian carcinoma-associated mesenchymal stem cells
regulate cancer stem cells and tumorigenesis via altered BMP
production. J Clin Invest. 2011;121:3206–19.

72. Borovski T, De Sousa EMF, Vermeulen L, Medema JP. Cancer
stem cell niche: the place to be. Cancer Res. 2011;71:634–9.

73. Kalluri R. The biology and function of fibroblasts in cancer. Nat
Rev Cancer. 2016;16:582–98.

74. Kalluri R, Zeisberg M. Fibroblasts in cancer. Nat Rev Cancer.
2006;6:392–401.

75. Yeung TL, Leung CS, Li F, Wong SS, Mok SC. Targeting
stromal-cancer cell crosstalk networks in ovarian cancer treat-
ment. Biomolecules. 2016;6:3.

76. Jeon ES, Moon HJ, Lee MJ, Song HY, Kim YM, Cho M, et al.
Cancer-derived lysophosphatidic acid stimulates differentiation
of human mesenchymal stem cells to myofibroblast-like cells.
Stem Cells. 2008;26:789–97.

77. Cho JA, Park H, Lim EH, Kim KH, Choi JS, Lee JH, et al.
Exosomes from ovarian cancer cells induce adipose tissue-
derived mesenchymal stem cells to acquire the physical and
functional characteristics of tumor-supporting myofibroblasts.
Gynecol Oncol. 2011;123:379–86.

78. Mitra AK, Zillhardt M, Hua Y, Tiwari P, Murmann AE, Peter
ME, et al. MicroRNAs reprogram normal fibroblasts into cancer-
associated fibroblasts in ovarian cancer. Cancer Discov.
2012;2:1100–8.

An evolving story of the metastatic voyage of ovarian cancer cells: cellular and molecular. . . 2897



79. Zhang Y, Tang H, Cai J, Zhang T, Guo J, Feng D, et al. Ovarian
cancer-associated fibroblasts contribute to epithelial ovarian
carcinoma metastasis by promoting angiogenesis, lymphangio-
genesis and tumor cell invasion. Cancer Lett. 2011;303:47–55.

80. Liu Y, Cao X. Characteristics and significance of the pre-
metastatic niche. Cancer Cell. 2016;30:668–81.

81. Yeung TL, Leung CS, Wong KK, Samimi G, Thompson MS,
Liu J, et al. TGF-beta modulates ovarian cancer invasion by
upregulating CAF-derived versican in the tumor microenviron-
ment. Cancer Res. 2013;73:5016–28.

82. Lengyel E, Burdette JE, Kenny HA, Matei D, Pilrose J, Haluska
P, et al. Epithelial ovarian cancer experimental models. Onco-
gene. 2014;33:3619–33.

83. Kenny HA, Krausz T, Yamada SD, Lengyel E. Use of a novel
3D culture model to elucidate the role of mesothelial cells,
fibroblasts and extra-cellular matrices on adhesion and invasion
of ovarian cancer cells to the omentum. Int J Cancer.
2007;121:1463–72.

84. Cai J, Tang H, Xu L, Wang X, Yang C, Ruan S, et al. Fibroblasts in
omentum activated by tumor cells promote ovarian cancer growth,
adhesion and invasiveness. Carcinogenesis. 2012;33:20–29.

85. Ko SY, Barengo N, Ladanyi A, Lee JS, Marini F, Lengyel E,
et al. HOXA9 promotes ovarian cancer growth by stimulating
cancer-associated fibroblasts. J Clin Invest. 2012;122:3603–17.

86. Lau TS, Chan LK, Wong EC, Hui CW, Sneddon K, Cheung TH,
et al. A loop of cancer-stroma-cancer interaction promotes
peritoneal metastasis of ovarian cancer via TNFalpha-TGFalpha-
EGFR. Oncogene. 2017;36:3576–87.

87. Curtis M, Kenny HA, Ashcroft B, Mukherjee A, Johnson A,
Zhang Y. et al. Fibroblasts mobilize tumor cell glycogen to
promote proliferation and metastasis. Cell Metab. 2018;28:1–15.

88. Aras S, Zaidi MR. TAMeless traitors: macrophages in cancer
progression and metastasis. Br J Cancer. 2017;117:1583–91.

89. Krishnan V, Schaar B, Tallapragada S, Dorigo O. Tumor asso-
ciated macrophages in gynecologic cancers. Gynecol Oncol.
2018;149:205–13.

90. Sica A, Schioppa T, Mantovani A, Allavena P. Tumour-
associated macrophages are a distinct M2 polarised population
promoting tumour progression: potential targets of anti-cancer
therapy. Eur J Cancer. 2006;42:717–27.

91. Chanmee T, Ontong P, Konno K, Itano N. Tumor-associated
macrophages as major players in the tumor microenvironment.
Cancers. 2014;6:1670–90.

92. Pollard JW. Tumour-educated macrophages promote tumour
progression and metastasis. Nat Rev Cancer. 2004;4:71–78.

93. Castells M, Thibault B, Mery E, Golzio M, Pasquet M, Hennebelle
I, et al. Ovarian ascites-derived Hospicells promote angiogenesis
via activation of macrophages. Cancer Lett. 2012;326:59–68.

94. Duluc D, Delneste Y, Tan F, Moles MP, Grimaud L, Lenoir J,
et al. Tumor-associated leukemia inhibitory factor and IL-6 skew
monocyte differentiation into tumor-associated macrophage-like
cells. Blood. 2007;110:4319–30.

95. Reinartz S, Schumann T, Finkernagel F, Wortmann A, Jansen
JM, Meissner W, et al. Mixed-polarization phenotype of ascites-
associated macrophages in human ovarian carcinoma: correlation
of CD163 expression, cytokine levels and early relapse. Int J
Cancer. 2014;134:32–42.

96. Krist LF, Eestermans IL, Steenbergen JJ, Hoefsmit EC, Cuesta
MA, Meyer S, et al. Cellular composition of milky spots in the
human greater omentum: an immunochemical and ultrastructural
study. Anat Rec. 1995;241:163–74.

97. Mebius RE. Lymphoid organs for peritoneal cavity immune
response: milky spots. Immunity. 2009;30:670–2.

98. Shimotsuma M, Simpson-Morgan MW, Takahashi T, Hagiwara
A. Activation of omental milky spots and milky spot macro-
phages by intraperitoneal administration of a streptococcal pre-
paration, OK-432. Cancer Res. 1992;52:5400–2.

99. Krishnan V, Clark R, Chekmareva M, Johnson A, George S,
Shaw P, et al. In vivo and ex vivo approaches to study ovarian
cancer metastatic colonization of milky spot structures in peri-
toneal adipose. J Vis Exp. 2015:104:e52721.

100. Clark R, Krishnan V, Schoof M, Rodriguez I, Theriault B,
Chekmareva M, et al. Milky spots promote ovarian cancer
metastatic colonization of peritoneal adipose in experimental
models. Am J Pathol. 2013;183:576–91.

101. Casey RC, Burleson KM, Skubitz KM, Pambuccian SE, Oegema
TR Jr., et al. Beta 1-integrins regulate the formation and adhesion
of ovarian carcinoma multicellular spheroids. Am J Pathol.
2001;159:2071–80.

102. Robinson-Smith TM, Isaacsohn I, Mercer CA, Zhou M, Van
Rooijen N, Husseinzadeh N, et al. Macrophages mediate
inflammation-enhanced metastasis of ovarian tumors in mice.
Cancer Res. 2007;67:5708–16.

103. Carroll MJ, Kapur A, Felder M, Patankar MS, Kreeger PK. M2
macrophages induce ovarian cancer cell proliferation via a
heparin binding epidermal growth factor/matrix metalloprotei-
nase 9 intercellular feedback loop. Oncotarget. 2016;7:86608–
20.

104. Hagemann T, Wilson J, Burke F, Kulbe H, Li NF, Pluddemann
A, et al. Ovarian cancer cells polarize macrophages toward a
tumor-associated phenotype. J Immunol. 2006;176:5023–32.

105. Furuya M. Ovarian cancer stroma: pathophysiology and the roles
in cancer development. Cancers. 2012;4:701–24.

106. Takaishi K, Komohara Y, Tashiro H, Ohtake H, Nakagawa T,
Katabuchi H, et al. Involvement of M2-polarized macrophages in
the ascites from advanced epithelial ovarian carcinoma in tumor
progression via Stat3 activation. Cancer Sci. 2010;101:2128–36.

107. Yin M, Li X, Tan S, Zhou HJ, Ji W, Bellone S, et al. Tumor-
associated macrophages drive spheroid formation during early
transcoelomic metastasis of ovarian cancer. J Clin Invest.
2016;126:4157–73.

108. Luo Z, Wang Q, Lau WB, Lau B, Xu L, Zhao L, et al. Tumor
microenvironment: the culprit for ovarian cancer metastasis?
Cancer Lett. 2016;377:174–82.

109. Langley RR, Fidler IJ. The seed and soil hypothesis revisited–the
role of tumor-stroma interactions in metastasis to different
organs. Int J Cancer. 2011;128:2527–35.

110. Wan L, Pantel K, Kang Y. Tumor metastasis: moving new
biological insights into the clinic. Nat Med. 2013;19:1450–64.

111. Olson OC, Joyce JA. Microenvironment-mediated resistance to
anticancer therapies. Cell Res. 2013;23:179–81.

112. Hansen JM, Coleman RL, Sood AK. Targeting the tumour
microenvironment in ovarian cancer. Eur J Cancer.
2016;56:131–43.

2898 T. Motohara et al.


	An evolving story of the metastatic voyage of ovarian cancer cells: cellular and molecular orchestration of the adipose-rich metastatic microenvironment
	Abstract
	Introduction
	Ovarian cancer metastasis and organ tropism for the adipose-rich omentum
	Orchestration of the metastatic tumor microenvironment in the adipose-rich omentum
	Adipocytes and metabolic tumor microenvironment
	Mesenchymal stem cells and pro-tumorigenic microenvironment
	Cancer-associated fibroblasts and pre-metastatic niche microenvironment
	Tumor-associated macrophages and immunosuppressive tumor microenvironment

	Conclusions and future perspectives
	Compliance with ethical standards

	ACKNOWLEDGMENTS
	References




