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            Abstract
Post-translational modification of histones provides an important regulatory platform for processes such as gene expression, DNA replication and repair, chromosome condensation and segregation and apoptosis. Disruption of these processes has been linked to the multistep process of carcinogenesis. We review the aberrant covalent histone modifications observed in cancer, and discuss how these epigenetic changes, caused by alterations in histone-modifying enzymes, can contribute to the development of a variety of human cancers. As a conclusion, a new terminology ‘histone onco-modifications’ is proposed to describe post-translational modifications of histones, which have been linked to cancer. This new term would take into account the active contribution and importance of these histone modifications in the development and progression of cancer.
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	53BP1:
	
                    tumor protein p53 binding protein 1

                  
	ac:
	
                    acetylated

                  
	ASF1A:
	
                    anti-silencing function 1 homolog A

                  
	BRCA1:
	
                    breast cancer 1, early onset

                  
	CDK8:
	
                    cyclin dependent kinase 8

                  
	ChIP:
	
                    chromatin immunoprecipitation

                  
	CpG:
	
                    cytosine-phosphate-guanine

                  
	DBC1:
	
                    deleted in breast cancer 1

                  
	DNMT:
	
                    DNA methyltransferase

                  
	EZH2:
	
                    Enhancer of zeste homolog 2

                  
	GASC1:
	
                    gene amplified in squamous cell carcinoma 1

                  
	H2A:
	
                    histone 2A

                  
	H2B:
	
                    histone 2B

                  
	H3:
	
                    histone 3

                  
	H4:
	
                    histone 4

                  
	HAT:
	
                    histone acetyltransferase

                  
	HDAC:
	
                    histone deacetylase

                  
	HDACI:
	
                    HDAC inhibitor

                  
	HDM:
	
                    histone demethylase

                  
	HIRA:
	
                    histone cell cycle regulation-defective homolog A

                  
	hMOF:
	
                    human orthologue of the Drosophila melanogaster males absent on the first gene

                  
	HMT:
	
                    histone methyltransferase

                  
	JARID1:
	
                    jumonji AT-rich interactive domain 1

                  
	JMJD3:
	
                    jumonji domain containing 3

                  
	K:
	
                    lysine

                  
	me:
	
                    methylated

                  
	LSD1:
	
                    lysine-specific histone demethylase 1

                  
	Mdc1:
	
                    mediator of DNA-damage checkpoint 1

                  
	mH2A:
	
                    macro histone 2A

                  
	MLL:
	
                    mixed lineage leukaemia

                  
	S:
	
                    serine

                  
	SIRT1:
	
                    sirtuin 1

                  
	SMYD3:
	
                    SET and MYND domain-containing protein 3

                  
	T:
	
                    threonine

                  
	ub:
	
                    ubiquitinylated

                  
	UTX:
	
                    ubiquitously transcribed tetratricopeptide repeat, X chromosome

                  
	Vegfr1:
	
                    vascular endothelial growth factor receptor 1
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