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product review

Oxford Cryosystems has announced the launch of the Oxford
HeliX, the first commercially available helium system for X-ray
crystallography in which the crystal sample is cooled in
an open flow gas stream rather than being
enclosed by windows. The Oxford HeliX uti-
lizes helium gas, not liquid, from a helium
cylinder and cools it to temperatures as
low as 28 K. This is achieved by using a
integrated two stage closed cycle cooler
and a patented gas delivery system.
Other benefits of the Oxford HeliX
include: temperature stability of 0.3 K,
reduction of helium gas consumption to
7.5 l min–1, a push button temperature
controller that is simple to use, and proven
mechanical reliability. The low flow rate is
designed to minimize the consumption of heli-
um while still providing sufficient flow to cool the
sample and eliminate the possibility of ice formation.

Oxford Cryosystems is the home of the nitrogen
gas Cryostream Cooler, a popular flow nitrogen 

system. The design of that system has helped to make the difficult
task of low temperature X-ray data collection a more routine

procedure, and now the development of the Oxford
HeliX will allow routine data collection at even

lower temperatures.
The Oxford HeliX is useful for any crys-
tallographer wishing to collect X-ray

data below nitrogen temperatures
where an open flow gas stream is
essential. Experiments in which this
would be useful include charge densi-
ty studies, where lower temperatures

offer enhanced data quality, and the
cooling of biological samples in intense

X-ray sources, where lower temperatures
can increase the life time of the crystal.

For more information on the Oxford HeliX, contact:
Oxford Cryosystems
www.OxfordCryosystems.co.uk 
email: info@OxfordCryosystems.co.uk

Molecular Structure Corporation has developed the first commercially available
xenon derivatization flash cooling device, the Cryo-Xe-Siter. A critical step in X-ray
crystallographic structure determination of a macromolecule is the preparation of
heavy atom derivatives of the crystal. The noble gas xenon binds to hydrophobic
sites and can serve as the needed heavy atom derivative. However, a major challenge
to the widespread use of xenon has been the technical difficulty of preparing the
derivatized crystals. Now, with the the Cryo-Xe-Siter, xenon derivatives of protein
crystals can be produced easily — and at cryogenic temperatures. 

The unique two-chamber design allows a protein crystal to reach equilibrium in
the xenon atmosphere, at pressures up to 300 p.s.i. The crystal is then flash frozen
while still under pressure. The Cryo-Xe-Siter accommodates popular pin mounts
and has a small chamber to minimize xenon consumption. It is easy to use and safe
to operate.

For more information on the Cryo-Xe-Siter, contact:
Molecular Structure Corporation
tel. 281 363 1033
fax 281 364 3628
http://www.msc.com/
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