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A canonical structure for the ligand-binding
domain of nuclear receptors

Jean-Marie Wurtz, William Bourguet, Jean-Paul Renaud, Valérie Vivat, Pierre Chambon, Dino Moras
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Nature Structural Biology 3, 87-94 (1995).

Fig. 2 Sequence alignment of nuclear receptor LBDs. This figure was inadvertently cropped on the left. The version
below is as it should have appeared in last month’s issue.
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