
Corrigendum: The RNA helicase DDX46 inhibits innate immunity by  
entrapping m6A-demethylated antiviral transcripts in the nucleus
Qingliang Zheng, Jin Hou, Ye Zhou, Zhenyang Li & Xuetao Cao
Nat. Immunol. 18, 1094–1103; published online 28 August 2017; corrected after print 20 September 2017

In the version of this article initially published, the label ‘siDDX46’ in the key to Figure 5g is incorrect. That label should read ‘siALKBH5’. The 
error has been corrected in the HTML and PDF versions of this article.

Corrigendum: Genome-wide DNA-methylation landscape defines  
specialization of regulatory T cells in tissues
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Danny Kägebein, Qi Wang, Felix Frauhammer, Jan-Philipp Mallm, Katharina Bauer, Carl Herrmann, Philipp A Lang, Benedikt Brors, 
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Nat. Immunol. 18, 1160–1172 (2017); published online 7 August 2017; corrected after print 20 September 2017

In the version of this article initially published, the methods section lacked information on the provenance of the BATF-deficient mice used in the 
study. The first paragraph of Online Methods should end as follows: “BATF-deficient mice (129S-Batf tm1.1Kmm/J) were obtained from Jackson 
Laboratories (Stock Number 013757).” The error has been corrected in the HTML and PDF versions of the article.
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