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            Abstract
Plant imprinted genes show parent-of-origin expression in seed endosperm, but little is known about the nature of parental imprints in gametes before fertilization. We show here that single differentially methylated regions (DMRs) correlate with allele-specific expression of two maternally expressed genes in the seed and that one DMR is differentially methylated between gametes. Thus, plants seem to have developed similar strategies as mammals to epigenetically mark imprinted genes.
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                    Figure 1: Parent-of-origin expression of FIE transgenes.[image: ]


Figure 2: Methylation profiles of FIE genes and transgenes.[image: ]
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