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Human artificial episomal 
chromosomes for cloning large DNA 
fragments in human cells 
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Jean-Michel H. Vos 
Nature Genetics 8, 33-41 (1994) 

In Fig. 2a, The poor contrast of the photograph obscured the 
visibility of the HAEC insert bands. An improved 
representation is shown below. 
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RFLVs in mottled dappled alleles 
Vivienne Reed & Yvonne Boyd 
NatureGenetics8, 12-13 (1994) 

An inappropriate heading was given for a correspondence 
piece in the September issue from Reed and Boyd on the 
murine Menkes disease locus. The correct title should have 
read: 'Mutations in mottled dappled are RFLVs.' 

correction 

Frequent somatic mutations and 
homozygous deletions of the p16 
(MTS1) gene in pancreatic 
adenocarcinoma 
Carlos Caldas, Stephan A. Hahn, Luis T. da Costa, 
MarkS. Redston, Mieke Schutte, Albert B. Seymour, 
Craig L. Weinstein, Ralph H. Hruban, Charles J. Yeo & 
Scott E. Kern 
Nature Genetics 8, 27-32 (1994) 

In Fig. 2, the labels for the lanes "Pane 1" and "CFP AC 1" 
were inadvertently switched. The text, tables and 
conclusions were not affected_ The authors regret the 
error. 
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