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Table 2 • Association with the evidence for linkage in affected sib pairs

Genotype
1/1 1/2 2/2

n Empiric n Empiric n Empiric
UCSNP Group lod pairs P-value lod pairs P-value lod pairs P-value

20 Concordant 4.83 188 0.39 1.47 38 0.89 - -
Complement 0.42 142 2.70 292 - -

66 Concordant 4.37 176 0.38 1.05 16 0.94 - -
Complement 0.58 154 3.23 314 - -

45 Concordant 2.64 245 0.79 5.49 36 0.16 - -
Complement 1.59 85 1.81 294 - -

44 Concordant 3.32 233 0.71 3.68 39 0.57 - -
Complement 0.64 97 2.03 291 - -

43 Concordant 9.03 144 0.0002 5.35 51 0.20 - -
Complement 0.01 186 1.26 279 - -

56 Concordant 4.01 54 0.32 2.26 117 0.90 5.11 26 0.06
Complement 1.54 276 1.99 213 1.97 304

79 Concordant 3.75 219 0.56 3.19 35 0.71 - -
Complement 0.53 111 2.24 295 - -

78 Concordant 4.23 251 0.44 1.81 24 0.99 - -
Complement 0.41 79 2.95 306 - -

77 Concordant 3.23 235 0.72 4.99 27 0.21 - -
Complement 0.71 95 2.05 303 - -

19 Concordant 5.67 26 0.03 3.19 147 0.72 3.51 54 0.46
Complement 1.79 304 1.36 183 1.67 276

48 Concordant 4.01 55 0.32 2.62 137 0.85 5.19 27 0.06
Complement 1.49 275 1.65 193 1.83 303

67 Concordant 4.64 163 0.34 6.05 57 0.13 - -
Complement 0.54 167 1.23 273 - -

69 Concordant 4.56 204 0.47 3.03 31 0.59 - -
Complement 0.35 126 2.19 299 - -

70 Concordant 4.92 121 0.30 7.31 63 0.08 - -
Complement 0.59 209 1.01 267 - -

70R Concordant 3.51 92 0.46 5.01 77 0.41 2.27 38 0.77
Discordant 1.41 238 1.19 253 2.25 292

62 Concordant 3.59 119 0.64 1.61 52 0.90 - -
Complement 1.10 211 2.79 278 - -

63 Concordant 3.85 105 0.52 1.74 37 0.87 - -
Complement 1.47 225 2.78 293 - -

26 Concordant 2.94 172 0.86 6.04 69 0.13 - -
Complement 1.09 158 1.23 261 - `-

25 Concordant 2.28 76 0.58 8.65 82 0.03 1.75 28 0.92
Complement 2.14 254 0.23 248 2.92 302

24 Concordant 3.90 295 0.51 - - - -
Complement 0.58 35 - - - -

23 Concordant 1.57 117 0.96 2.81 45 0.81 - -
Complement 2.47 213 2.07 285 - -

22 Concordant 1.07 58 0.99 8.44 98 0.03 4.93 44 0.19
Complement 3.16 272 0.21 232 1.68 286

53 Concordant 5.17 203 0.28 1.87 41 0.86 - -
Complement 0.55 127 2.49 289 - -

38 Concordant 1.64 44 0.93 6.00 118 0.24 4.45 38 0.24
Complement 2.64 286 0.37 212 2.01 292

28 Concordant 0.62 23 0.96 7.97 108 0.55 4.86 84 0.24
Complement 3.31 307 0.25 222 1.16 246

29 Concordant 5.12 194 0.30 2.81 45 0.68 - -
Complement 0.19 136 2.07 285 - -

Genetic variation in the gene encoding calpain-10 is associated with type 2
diabetes mellitus 
Y Horikawa et al.

Nature Genet. 26, 163–175 (2000).
Inconsistency between software programs resulted in a shifting of some numbers from one column to another. The correct version of
Table 2 follows.
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