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Some of the data in Fig. 6 was inadvertantly omitted. The correct version is presented below:
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Fig. 6 CTL assays. Mice were infused with
recombinant adenovirus, splenocytes iso-
lated and restimulated with the same
recombinant adenovirus for 5 days. CTL
activity was measured using targets cells
infected with either recombinant aden-
ovirus or recombinant vaccinia. Top row
(a, b) CTL activity in mice infused with the
LDL receptor adenovirus. a, Target cells
were infected without (Mock) or with the
LDL receptor adenovirus (AdLDLR). b,
Target cells were infected with vaccinia
expressing an irrelevant gene (VRG) or
vaccinia expressing the LDL receptor
{VaccLDLR). Bottom row (c, d) CTL activity
in mice infused with the VLDL receptor
adenovirus. ¢, Target cells were infected
without (Mock) or with the VLDL receptor
adenovirus (AdVLDLR). d, Target cells
were infected with vaccinia expressing an
irrelevant gene (VRG) or vaccinia express-
ing the VLDL receptor (VaccVLDLR).
These findings were reproduced in at
least four independent experiments.
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The pedigrees in Figs 1a & 2a were inadvertantly transposed. The remaining panels and legends are correct for

these figures.

374

nature genetics volume 13 july 1996



	erratum
	Mutation analysis of the BRCA2 gene in 49 site-specific breast cancer families


