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The name of Paul Sinnott was omitted from the list of authors. 
Figure 3 of this paper was incorrectly captioned, the legend should have 
been as follows: 
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Fig. 3 DNA sequencing autoradiographs of PCR-amplified CYP21A genes from 
family members in the neighbourhood of a pathological de novo mutation. 
Individual panels represent samples from family members using the same 
symbol representation as in Fig. 2b. The bracketed region to the left of each 
panel denotes codon 173, the location of the pathological mutation. The arrow 
denotes the single T to A substitution in this codon in the affected boy. 
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