







    Skip to main content




    
        
        Thank you for visiting nature.com. You are using a browser version with limited support for CSS. To obtain
            the best experience, we recommend you use a more up to date browser (or turn off compatibility mode in
            Internet Explorer). In the meantime, to ensure continued support, we are displaying the site without styles
            and JavaScript.


    




    

    
            

            
                
                    Advertisement

                    
        
            
    
        
            
                [image: Advertisement]
        

    


        
    
                

            
        

    
        
            
                
                    
                    
                    
                        
                        
                            
                                
                                [image: Nature Genetics]
                            
                        
                    
                    

                    
                    	
                            
                                View all journals
                            
                        
	
                            
                                Search
                            
                        
	
                            
                                Log in
                            
                        


                

            

        

        
            
                
                    
                        	
                                    
                                        Explore content
                                    
                                
	
                                    
                                        About the journal
                                    
                                
	
                                        
                                            Publish with us
                                        
                                    
	
                                    
                                        Subscribe
                                    
                                


                        	
                                    
                                        Sign up for alerts
                                    
                                
	
                                    
                                            RSS feed
                                    
                                


                    

                

            

        
    


    
    
        
            
                	nature



	nature genetics

	commentary

	
                                    article


    
        
        
            
            
                
                    	Commentary
	Published: 11 October 2017



                    Enhancing GTEx by bridging the gaps between genotype, gene expression, and disease

                    	eGTEx Project



                    
                        
                    

                    
                        
    Nature Genetics

                        volumeÂ 49,Â pages 1664â€“1670 (2017)Cite this article
                    

                    
        
            	
                        14k Accesses

                    
	
                        127 Citations

                    
	
                            158 Altmetric

                        
	
                    Metrics details

                


        

    
                    
                

                
    
        Subjects

        	Functional genomics
	Gene regulation
	Genomics


    


                
    
    

    
    

                
            


        
            Genetic variants have been associated with myriad molecular phenotypes that provide new insight into the range of mechanisms underlying genetic traits and diseases. Identifying any particular genetic variant's cascade of effects, from molecule to individual, requires assaying multiple layers of molecular complexity. We introduce the Enhancing GTEx (eGTEx) project that extends the GTEx project to combine gene expression with additional intermediate molecular measurements on the same tissues to provide a resource for studying how genetic differences cascade through molecular phenotypes to impact human health.
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                    Figure 1: Quantifying layers of molecular and cellular phenotypes.[image: ]
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