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            Abstract
In a three-stage genome-wide association study among East Asian women including 22,780 cases and 24,181 controls, we identified 3 genetic loci newly associated with breast cancer risk, including rs4951011 at 1q32.1 (in intron 2 of the ZC3H11A gene; P = 8.82 Ã— 10âˆ’9), rs10474352 at 5q14.3 (near the ARRDC3 gene; P = 1.67 Ã— 10âˆ’9) and rs2290203 at 15q26.1 (in intron 14 of the PRC1 gene; P = 4.25 Ã— 10âˆ’8). We replicated these associations in 16,003 cases and 41,335 controls of European ancestry (P = 0.030, 0.004 and 0.010, respectively). Data from the ENCODE Project suggest that variants rs4951011 and rs10474352 might be located in an enhancer region and transcription factor binding sites, respectively. This study provides additional insights into the genetics and biology of breast cancer.
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                    Figure 1: Forest plots for risk variants in the three newly identified breast cancer risk loci by study site and stage.[image: ]


Figure 2: Regional plots of association results for the three newly identified risk loci for breast cancer.[image: ]
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