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            Abstract
The Vel antigen is present on red blood cells (RBCs) from all humans except rare Vel-negative individuals who can form antibodies to Vel in response to transfusion or pregnancy. These antibodies may cause severe hemolytic reactions in blood recipients. We combined SNP profiling and transcriptional network modeling to link the Vel-negative phenotype to SMIM1, located in a 97-kb haplotype block on chromosome 1p36. This gene encodes a previously undiscovered, evolutionarily conserved transmembrane protein expressed on RBCs. Notably, 35 of 35 Vel-negative individuals were homozygous for a frameshift deletion of 17 bp in exon 3. Functional studies using antibodies raised against SMIM1 peptides confirmed a null phenotype in RBC membranes, and SMIM1 overexpression induced Vel expression. Genotype screening estimated that ∼1 of 17 Swedish blood donors is a heterozygous deletion carrier and ∼1 of 1,200 is a homozygous deletion knockout and enabled identification of Vel-negative donors. Our results establish SMIM1 as a new erythroid gene and Vel as a new blood group system.
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                    Figure 1: Genome-wide SNP profiling maps the locus of the Vel-negative phenotype to chromosome 1p36.[image: ]


Figure 2: Identification of SMIM1 as a previously uncharacterized transmembrane protein expressed in erythroid cells.[image: ]


Figure 3: Founder mutation in SMIM1 explains a null phenotype in Vel-positive RBC membranes.[image: ]


Figure 4: Confirmation of SMIM1 as the gene underlying Vel expression.[image: ]


Figure 5: Enzymatic characterization of the extracellular domain of SMIM1.[image: ]
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