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While this Article was undergoing peer review, Basavapathruni et al. published co-crystal structures of EPZ004777 and related
compounds in complex with DOT1L, which are in agreement with our results. The paper should have been cited at the end of the
Discussion section as reference 49.

49. Basavapathruni, A. et al. Conformational adaptation drives potent, selective and durable inhibition of the human protein methyltransferase DOT1L. Chem. Biol. Drug
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