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In the Methods sections ‘Simulation details for apo CaM’ and ‘Simulation details for holo CaM,’ the aggregate simulation times for
each data set were inadvertently swapped. The correct aggregate simulation times for the apo and holo CaM data sets are 256 and
455 ps, respectively.

A similar error occurs in the figure legend for Supplementary Fig. 16. The figure legend should read: ‘Supplementary Fig. 16:
Distribution of simulated trajectory lengths. For the (a) apo and (b) holo CaM systems, 12,184 and 9,995 trajectories were simulated for
a total time of 256 and 455 ps, respectively. Trajectories shorter than the lag time at which the MSMs were built were eliminated from
subsequent analysis.’
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