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0.0008% w/v riboflavin, under fluorescent lamps. Cationic terminating 
buffer was 202 mM glycine, 190 mM acetic acid pH 4.5. For both sys­
tems, samples were loaded in each leading buffer. Samples consisted of 
300 µ.I of I X leading buffer, 3% Sucrose, 1.32 mg IEF markers (BioRad, 
USA) and either 1.3 or 2.0 mg of dialyzed human serum (anionic and 
cationic respectively). Electrophoresis was performed at 0.25 mA con­
stant current for 12 or 30 hours (anionic or cationic), prior to the elution 
of80X(l min) 64 µ.l fractions. 

Fraction analysis. Fractions were analyzed by SOS-PAGE', and 
purity and yields quantitated by densitometry (Molecular Dynamics 
Computing Densiiometer and lmageQuant software, USA). Fractions 
of highest purity were pooled, dialyzed l in 500,000 against 150 mM 
Tris-HCI pH 7.5, 0.05% w/v SDS at 4°C. Spectral and amino acid analy­
sis was performed to determine concentrations and product modifications. 

Monomer acrylamide assays and free SDS determination. To 
determine the levels of monomer acrylamide, 25 µ.I samples were loaded 
onto a Whatman Partisil 10 ODS-2 HPLC analytical column with a C4 
precolumn and eluted with water at a flow rate of 2 ml/min with a detec­
tor sensitivity of0.002 absorbance units at 208 nm. Concentration of acry­
lamide present in the sample was determined by comparison with 
acrylamide standards. Between runs, the precolumn was regenerated with 
a 0-100% acetonitrilc gradient. This permitted the assay of acrylamide in 
protein solutions by ensuring proteins were removed before the ODS-2 
column. Rates of acrylamide scavenging by thioglycolic acid were deter­
mined by incubating 100 µ.g/ml acrylamide in thioglycolic buffer at 50, 
40 and 30°C and assaying aliquots for free acrylamide at various time 
points. Determination of the SDS concentration associated with the pro­
tein in the dialyzed pools was done according to the procedure of Waite 
and Wang'0• 

Protein sequencing. Protein samples were sequenced using a model 
473A Applied Biosystems protein sequencer, either directly by loading a 
sample aliquot into a Prospin cartridge (Applied Biosystems, USA), or 
sequenced after SDS-PAGE and electro-blotting to polyvinylidine 
dillouride membranes (lmmobilon-psq, Millipore, USA) and excising 
band of interest' . 

Amino acid analysis. Proteins were hydrolyzed in vapor phase 6M 
HCI, 0.1 % phenol at 110°C for 24 hours then analyzed by pre-column 
derivatization with phenylisothiocyanate. Proteins purified on acry­
lamide, which had not been pre-electrophoresed, contained a novel peak 
in the amino acid analysis which eluted slightly behind carboxymethyl 
cysteine. A standard for this peak was prepared by reacting glutathione 
with acrylamide, purifying the adduct by reverse phase HPLC, followed 
by acid hydrolysis. A new peak, assumed to be carboxyethyl cysteine, was 
present in the analysis of the hydrolysate. This co-eluted with the novel 
peak in protein hydrolysates. A relative absorbance for this carboxyethyl 
cysteine was determined by comparison with the peak heights of the 
glycine and glutamate present in the modified glutathione hydrolysates. 
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FIGURE 5. Oligomers of gp64. Samples were p recessed for 

Western blot as described. Lane 1: AcNPV wild type. Lane 2: 

AcGSGP-1. The positions of the wild type oligomer forms are 
indicated, as are the molecular weight markers (kDa). The 
Western blot was developed with the AcV5 anti-gp64 MAb. 

EPITOPE MAPPING 

999 $ 
Monoclonal Antibodies and Polyclonal Sera 

Development of 1i'} 0'1 :tl }' :.> J; !id :::i~ for Diagnostic Purposes 

Peptide Scans, Mutational Epitope Analysis. } ) /.UiHuj.,·~ Scans, 

'r.J/J_/s;y r; ll'~ Peptide librar ies, i.HiJ '.:i Finding 

Jerini Bio Tools GmbH 
Rudowe r Chaus see 5 
12489 Berlin , Germany 

Ph one: +49-30-6392-6392 
Fax: +49-30-6392-6395 
biotools @je rlni .fta -berlin .de 

Write in No. 408 on Reader Service Card 
Limpaiboon. T. I 992. The 42-kiloda lton rho ptry-associated prote in of ,-----------------------------. 
Plasmodiumfulciparum. Mol. Biochem. Parasitol. 50:139- 150. 

3. Ridley. R. G., Takacs, B., Etlinger, H. and Scaife, J. G. 1990. A rhoptry anti­
gen of Pla.mwdium fa/ciparum is protective in Saimiri monkeys. Parasitology 
101:187- 192. 

4. Baumann, G. and Chrambach. A. 1976. Gram-preparative protein fractionation 
by isotachophoresis: Isolation of human growth hormone isoho rmones. Proc. 
Nat. Acad. Sci. USA 73:732- 736. 

5. Holloway, C. J. and Battersby, R. V. 1984. Preparative lsotachophoresis. 
Methods Enzymol. 104:281-301. 

6. Stowers, A., Prescou. N .. Cooper. J .• Takacs, B .. Stueber, D .. Kennedy, P. and 
Saul, A. 1995. lmmunogenicity of recombinant P/asmodium falcipurum rhop­
try associated proteins I and 2. Parasit. lmmunol. In press. 

7. Righelti, P. G .. Faupel. M . and Wenisch, E. 1992. Preparative electrophoresis 
with and without immobilized pH gradients. p. 159-200. In: Advances in 
Electrophoresis. Chrambach, A., Dunn, M. J. and Radola, B. J. (Eds.). VCH 
Publishers. New York. NY. 

8. Moos, M .. Nguyen, N. Y. and Liu, T.-Y. 1988. Reproducable high yield 
sequencing of proteins electrophoretically separated and transferred Lo an inert 
support. J. Biol. Chem. 263:6005-6008. 

9 . Laemmli, U. K. 1970. Cleavage of structural proteins during the assembly of 
the head of the bacteriophage T4. Nature 277:680--682. 

IO. Waite. J. H. and Wang, C.-Y. 1975. Spectrophotometric measurement of dode­
cyl sulfate with basic fuchsin. Anal. Biochem. 70:279- 280. 

Keep pace with the changing 
biotechnology marketplace. 

Whatever aspect of biotechnology 
concerns you, you' II find it covered 

best in BIO/TECHNOLOGY. 

Subscribe to BIO/TECHNOLOGY, 
a leading journal in its field. 

Start your subscription today! 

See the insert cord in this issue for deta ils! 

B107IECHNOWGY 
Blal"ECHNOLOGY VOL. 13 DECEMBER 1995 "1503 


	EPITOPE MAPPING

