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The increasing complexity of readouts for omics analyses goes hand-in-hand with concerns about the reproducibility of experiments that analyze 'big data'1,2,3. When analyzing very large data sets, the main source of computational irreproducibility arises from a lack of good practice pertaining to software and database usage4,5,6. Small variations across computational platforms also contribute to computational irreproducibility by producing numerical instability7, which is especially relevant to high-performance computational (HPC) environments that are routinely used for omics analyses8. We present a solution to this instability named Nextflow, a workflow management system that uses Docker technology for the multi-scale handling of containerized computation.
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                    Figure 1: Nextflow enables stable analyses on different platforms.
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