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Description

Determining the structural conformation of a chromosome in a cell,
comprising hybridizing target sequences of RNA in the cell with at
least one set of fluorescently labeled oligonucleotide probes, where
the targeted sequences are transcribed from portions of at least
one chromosome, and where the pattern of fluorescently labeled
probes hybridized to the target sequences indicates the structural
conformation of the chromosome.

A method of diagnosing, prognosing, determining progression of a
cancer or predicting benefit from therapy in a subject, comprising
assaying an expression level in a sample from the subject for a
plurality of targets.

A method to screen, isolate and assay a region of interest in
chromosomal cellular chromatin cells, comprising obtaining the
target sequence of the region of interest in chromosomal cellular
chromatin and/or a genomic library clone that contains the
region of interest; determining the target sequence structure and
potential binding sites of associated factors; modifying the target
sequence by selecting and/or introducing at least one unique
sequence or binding site that can be used to select the target
sequence, and monitoring the target sequence status.

Compositions and methods of modulating an immune response by
controlling levels of IFN-y production by leukocytes. Adjustment

of IFN-y levels is achieved by increasing or decreasing the activity
of NeST (nettoie Salmonella pas Theiler’s [cleanup Salmonella not
Theiler’s]), a long noncoding RNA that induces expression of IFN-y.

A method of assaying a biological sample from a subject in aid of
diagnosis, prognosis or monitoring of a disease or other medical
condition, comprising obtaining or using a microvesicle fraction
from a biological sample from a subject; extracting nucleic acid
from the fraction; and detecting the presence or absence of a
biomarker in the extracted nucleic acid, where the biomarker is a
genetic aberration associated with diagnosis, prognosis, status or
stage of a disease or other medical condition.

A method of producing a recombinant polypeptide, and more
specifically, to a method of producing a polypeptide efficiently
using an animal cell in which the expression of nuclear factor kB
inhibitor a (NfkBia) has been decreased.

Methods useful for analyzing the genomic DNA or RNA (e.g.,
noncoding RNA or mRNA) of small populations of cells or single
cells, comprising performing whole genome amplification of the
genome of a single cell to produce an amplified genome; pre-
amplifying the amplified genome to produce a pre-amplification
reaction mixture comprising amplicons specific for target nucleic
acids; and amplifying and detecting the amplicons.

Processing a target RNA, comprising contacting the products of an
RNA ligase-mediated ligation reaction with a CAS6 protein, where
the RNA ligase-mediated ligation reaction comprises a target

RNA, an RNA ligase, and first and second adaptors that can ligate
together to produce an adaptor dimer that contains a CRISPR stem
loop; the CAS6 protein recognizes the CRISPR stem loop, thus
preventing the adaptor dimer from being reverse transcribed.

Inhibiting endothelial recruitment in a subject, involving
administering to the subject a first agent that inhibits expression
or activity of a first protein selected from insulin-like growth
factor binding protein-2 (IGFBP2), c-mer proto-oncogene
tyrosine kinase (MERTK), and phosphatidylinositol transfer
protein, cytoplasmic 1 (PITPNC1) or a first agent that increases
expression or activity of growth arrest specific 6 (GAS6).

Detecting an RNA molecule in a sample, comprising combining
the sample with at least one first adaptor, at least one second
adaptor, and a polypeptide comprising double-strand-specific
RNA ligase activity to form a ligation reaction composition.
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