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The y-axis label in Fig. 3f of this Letter should read ‘[mCAC/CAC]/
[mCAG/CAG]’ rather than ‘[mCAC/CAC]/[mCAC/CAG]’. In addi-
tion, in the description of Fig. 4c in the main text, ‘tissue’ and ‘indi-
vidual’ were swapped; it should read, “Of the ASM events that varied, 
4.1–7.5% and 54.5–70.0% were tissue- and individual-variable, respec-
tively;”. These errors have been corrected in the online versions of the 
paper.
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