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            Abstract
Two large-scale pharmacogenomic studies were published recently in this journal. Genomic data are well correlated between studies; however, the measured drug response data are highly discordant. Although the source of inconsistencies remains uncertain, it has potential implications for using these outcome measures to assess geneâ€“drug associations or select potential anticancer drugs on the basis of their reported results.
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                    Figure 1: Consistency between gene expression profiles of cell lines in CGP6 and CCLE7 studies.[image: ]


Figure 2: Consistency between drug sensitivity data published in CGP and CCLE studies.[image: ]


Figure 3: Consistency of associations of genomics features with drug sensitivity.[image: ]


Figure 4: Effects on consistency by intermixing CGP6 and CCLE7 data.[image: ]
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Extended Data Figure 5 Consistency of AUC values between CGP and CCLE.
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a, Scatter plots reporting the geneâ€“drug associations computed with AUC, as quantified by the standardized coefficient of the gene of interest in a linear model controlled for tissue type, in the 471 cell lines and for each of the 15 drugs investigated both in CGP and CCLE. b, Spearmanâ€™s rank correlation coefficient (rs) for each drug where significance of each correlation coefficient is reported using an asterisk if oneâ€�sided P value <0.05.


Extended Data Figure 7 Consistency of AUCâ€�based pathwayâ€“drug associations between CGP and CCLE.
a, Scatter plots reporting the pathwayâ€“drug associations computed with AUC, as quantified by the standardized coefficient of the gene of interest in a linear model controlled for tissue type, in the 471 cell lines and for each of the 15 drugs investigated both in CGP and CCLE. b, Spearmanâ€™s rank correlation coefficient (rs) for each drug where significance of each correlation coefficient is reported using an asterisk if oneâ€�sided P value <0.05.


Extended Data Figure 8 Consistency of AUCâ€�based mutationâ€“drug associations between CGP and CCLE.
a, Scatter plots reporting the mutationâ€“drug associations computed with AUC, as quantified by the standardized coefficient of the gene of interest in a linear model controlled for tissue type, in the 471 cell lines and for each of the 15 drugs investigated both in CGP and CCLE. b, Spearmanâ€™s rank correlation coefficient (rs) for each drug where significance of each correlation coefficient is reported using an asterisk if oneâ€�sided P value <0.05.


Extended Data Figure 9 Comparison of drug sensitivity measured in CGP and CCLE with GSK.
a, Scatter plots reporting the drug sensitivity measurements (IC50) of all drugs and cell lines screened both in CCLE and GSK data sets (2 drugs in 249 cell lines). b, Scatter plots reporting the drug sensitivity measurements (IC50) of all drugs and cell lines screened both in CCLE and GSK data sets (5 drugs in 231 cell lines). Significance of the Spearman's rank correlation (positive) coefficient is reported as oneâ€�sided P value.
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