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In Box 1, equation (1) should read
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which implicitly defines all of the possible steady state values of ½A�� for any given value of the stimulus. The plots in Box 1 show only the stable
steady states (the sections of the curves with positive slopes).
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InFigure 1, the columnheader indicating the repair frequencies should
read ‘‘Repair frequency (Leu1)3 1027’’ rather than ‘‘Repair frequency
(Leu1)3 1023 (per 107 viable cells)’’.
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During the preparation of the manuscript, we inadvertently mis-
labelled ribosomal protein L32 as ribosomal protein L18 when inter-
preting the density based on the 50S coordinates (PDB accession
number 2AW4). Therefore, whenever L18 is mentioned in the text
and in Figs 3 and 4, it should be considered to refer to ribosomal
protein L32. Our results and conclusions are not affected.
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