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            Abstract
During Drosophila embryogenesis, segments, each with an anterior and posterior compartment, are generated by the segmentation genes while the Hox genes provide each segment with a unique identity. These two processes have been thought to occur independently. Here we show that abdominal Hox proteins work directly with two different segmentation proteins, Sloppy paired and Engrailed, to repress the Hox target gene Distalless in anterior and posterior compartments, respectively. These results suggest that segmentation proteins can function as Hox cofactors and reveal a previously unanticipated use of compartments for gene regulation by Hox proteins. Our results suggest that these two classes of proteins may collaborate to directly control gene expression at many downstream target genes.
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                    Figure 1: Compartment-specific repression mediated by the DMX-R.[image: ]


Figure 2: Assembly of a core Hox/Exd/Hth/Hox complex on the DMX-R.[image: ]


Figure 3: A model for DMX-R-mediated repression of Dll.[image: ]


Figure 4: En and Slp bind to DMX-R.[image: ]


Figure 5: Dll is repressed by Hox and segmentation gene inputs.[image: ]
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