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addendum

Pathways towards and away from
Alzheimer’s disease
Mark P. Mattson

Nature 430, 631–639 (2004).
.............................................................................................................................................................................

In the list of treatments given in Fig. 3 of this Review Article, I would
like to add “Glutamate-receptor modulating agents (2, 3, 4, 6)”,
where the numbers in bold indicate the sites of action in the
pathogenesis pathway. A
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corrigendum

Sirtuin activators mimic caloric
restriction and delay ageing in
metazoans
Jason G. Wood, Blanka Rogina, Siva Lavu, Konrad Howitz,
Stephen L. Helfand, Marc Tatar & David Sinclair

Nature 430, 686–689 (2004).
.............................................................................................................................................................................

There are errors in Fig. 4 of this Letter: panels a and d are correct;
however, panel c was incorrectly published as a duplicate of panel a,
and panel b should have been labelled as panel c instead. The new
panel b is shown here. A
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