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A multiparameter flow cytometry immunophenotypic algorithm
for the identification of newly diagnosed symptomatic myeloma
with an MGUS-like signature and long-term disease control
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Correction to: Leukemia (2013) 27, 2056-2061; doi:10.1038/
leu.2013.166

Since the publication of this article, the authors have noticed an
omission in the Acknowledgements section, namely that the
following had not been included: Asociacion Espainola Contra el
Cancer (AECC; GCB120981SAN), Spain.

This has now been added to the Acknowledgements, and the
corrected article appears in this issue. The html and online pdf
versions have also been rectified, and now carry the correct

paper.

The authors would like to apologise for any inconvenience this
may have caused.

Mayo prognostic model for WHO-defined chronic
myelomonocytic leukemia: ASXL1 and spliceosome
component mutations and outcomes
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Correction to: Leukemia (2013) 27, 1504-1510; doi:10.1038/
leu.2013.88

Since the publication of this article, the authors have identified an
error concerning to one of the author names.

RS Komroji should have been listed as RS Komrokji.

The corrected list is shown above.

The authors would like to apologize for any inconvenience this
may have caused.
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