Heredity 66 {1991) 462-464

Keyword Index

Acricotopus lucidus 197
adultsize 273,281
ageing 29

Agrostis capillaris 47
Aiolopus strepens 325
allele frequencies 411
Allium schoenoprasum 391
allozymes 343
allozymic variation 125
antler development 343
arsenic tolerance 47
Artemia 445

barley 203, 381
bottlenecks 125
Brown and Sea Trout 9

C-banding 403
Calomys laucha 411
Castanea sativa 131
cell 203
centre of origin 131
chiasma 453
frequency 325
chickpea 367
B-chromosome 61, 211
chromosome distribution 203
inversion1 453
variants 391
cline 131
cohosalmon 403
colonization 287
competition 333
complex heterozygotes 173
conservation biology 181
Crepis capillaris 211
Culex quinquefasciatus 265
cyanogenesis 105
cytoplasmic incompatibility 41

density 67
developmental

speed 143

time 29
diallel 333
diploid 445
distribution patterns 67
domestication 317

462

dominance 47

doubled haploid populations

Douglas-fir 55

DNA
amount 367
fingerprinting 191,373
profiles 297

Drosophila melanogaster 29,75, 143,233, 259

Drosophila simulans 41
Dysdercus fasciatus 273, 281

Eichhornia panjculata 287
electrophoretic variants 151
emmer wheat 251

117

environmental heterogeneity 67, 313

esterase activity 265
evolution 357
exploitation 333
extinction 181
extranuclear genes 259

fecundity 273,281
fluorochrome staining 403
forensic science 297
founder effects 125
frequency-dependent selection

Gammarus 419
gene

amplification 265

expression 259

flow 137,419
genetic

control 47

drift 287

erosion 181

structure 137
geographical distribution 211
germ line limited chromosomes
grasshopper 219
gynodioecy 19

herbicides 251

heritability =~ 437
heterochromatin differentiation
heterogeneity 67
heterozygote deficiency 1
house mouse 453

67

197

241



hybrid male sterility 233

inbreeding 351
insecticide resistance 265
interference 333
intergeneric hybrid 203
island populations 287
isozymes 131

isozyme variation 305

karyotype 367

analysis 9
karyotypic analysis 373
Killer whale 191

life span 143,259
life-history polymorphism 83
linkage 117
Littorina saxatilis 151
longevity 29

genes 143

potential 143

major genes 233, 381
marker gene 117
mating systems 287
meiotic
analysis 391
orientation 219
segregation 219
metaphase 203
microgeographic distribution 411
minisatellites 297

mitochondrial DNA 93
modifier genes 47
monobrachial homology 219
Moran’sI 137
mtDNA 191
multiple

interchange 173

paternity 373
multivalent 219
multivariate differentiation 437
Myopus schisticolor 351

non-randon chromosome rearrangements 391
NOR activity 325

NOR and G band polymorphism 9

nuclear major genes 259

outcrossing-rate 55

Partula 93

KEYWORD INDEX

PCR 191
perennial ryegrass 437
pericentric inversion 325
Plantago coronopus 19
pollen competition 19,55
pleiotropy 381
pollination environment ~ §5
polygenes 233,381
polymorphicloci 151
polymorphism 105, 251
polyploid 445
population
cytogenetics 391
differentiation 125
genetics 83,297
genetic structure 287
size 181
structure  1,93,211, 419
postzygotic isolation 357
preferential pairing 197
principal components 437
protein electrophoresis 83

quality 381
quantitative trait 117

red deer 343
reproductive isolation 219
restorer gene 19
restriction
endonuclease banding 403
enzymes 241
mapping 93
rickettsia-like organisms 41
Robertsonian translocation 219
Ruditapes decussatus 1

Salmo trutta 241

Salmonidae 83

Salvia pratensis 181

Scabiosa columbaria 181

Secale cerale 61

seed abortion 173

selection 61,67,211,313
transmission rate 61

soft selection 313

selective hunting 343

sexratio 351

sn-glycerol-3-phosphate dehydrogenase 75

soft selection 313

Sorex araneus 373

spatial autocorrelation 137

speciation 93, 357

starvation 29

463



464 KEYWORD INDEX

sympatry 191

tetrasomic inheritance 305
thermal distributions 445
transplasmic lines 41
Trifolium repens 105

white clover 105
Wood Lemming 351

yield 381
yield-density regression

333



	Keyword Index

