
ABH substance, 513
Acacia, 199-212
accentriCs, 5 sqq.
acrocephalosyndactyly, 525
adaptation, 169, 252, 253
£thionema, 239, 246
affinity, 459 sqq.
ageing, I sqq.
Agilops, 30! sqq.
albuminiferous glands, 225
Allium, 3, ig6
allotetraploid, 240
Alopecurus, 122
amnion, 215
Amphidasys, 5!
amphidiploids, 30! sqq.
anatomy, comparative, 27!
anencephaly, 525
aneuploids, wheat, 396
aneuploidy, 228
animal breeding, 499
anthers, abnormal, 346
antigen-antibody system, 233, 244
antigens, 141
A.ztirrhinum, 24, 236, 243, 245
apomixis, 247
ascospore, 256
ascus, 373 sqq.
Ashton, J. C., 527
Aspergillus, 326, 329, 393
assymetry, sternopleural, 402 sqq.
autotetraploid, i i6, 250
Avdulov, 441

backcross, 89, 599, 240
back-mutation, 262, 265
balance, 195, 20! sqq.
balanced lethal, 247 sqq.
Barber, H. N., 1-25
barley, 494
Barnett, S. A., 398, 521
Bateman, A. J., 2 13-232, 467-475
Bateman, N., 394
Bates, M., 139
behaviour, 463
Benoit, 522
biotic potential, 211
Biston, 5' sqq.
Blank, C. E., 525
blood group, ABO

Lewis, 513, 514
Lutheran, 513

blood type, sheep, 142
Bodmer, W. S., 363
body size, 213
Bradshaw, A. D., 143
Brassica, 240, 417 sqq.

59

INDEX
breeding season, 349
Brian, P. W., '43
Briggs, F. N., 521
Brix, K., 441-452
buffering, 412
Bythoscopus, 210

Campanula, 130, 252
canalisation, 405, 404, 413
cancer, 268
Cannon, H. Graham, 27!
Capsella, 239, 242
Capsicum, 234, 243
Carter, G. S., 271
Caspersson, T., 522
Cattenach, B. M., 141
cell, abnormal division, 444

multinucleate, 422 sqq.
size, 441

centromere, 2, 12, 90, 91, 141, 458
daughter, 115
subterminal, 1 14

centrotype, 459
certation, 340 sqq.
chaeta number, 401
Chapman, V., 301
chiasma, 101 sqq., 429 sqq., 445

formation, 505, 459
frequency, ioi, III, 122, 201, 457, 459

chimaera, 200
chlorosis, 200, 209
chorion, 217
chromatids, 115
chromatographic methods, 144
chromosome, acentric, 467

acrocentric, 14!
addition, 30!, 396
arms, 90
association, 445, 446
behaviour, 10I sqq., 127 sqq.
breakage, I sqq., 114, 115, 213 sqq., 468,

495
bridge, 229
chain, 189
coorientation, 445, 446
deficiency, 250, 468
deletion, 248
disjunction, I 89, 20!

frequency, 127, 129, 130
duplication, 250, 467
helix, 53
inversion, 480

bridge, 445, 446
lagging, 443, 447, 450
mapping, 91 sqq., 429
metacentric, 39, 141
morphology, 309

2L



530 INDEX

chromosome, nucleolar, 127
number, 141, 201, 441, 443
pairing, i8g, 201
polymorphism, 141
rearrangement, 213
ring, i8g sqq., 238
sticky, 445, 449, 450
supernumerary X, ig6
telocentric, 468
thread, 114
trabant, 10
X-, 189

cistron, 329
Clark, J. It Gros, 521
Clausen, R. E., 301
cleavage abnormalities, 214
Clelland, 251
clonal variation,
clone; 44!
cochlea, 465
Coleman, E. M., 398
colicinogeny, 525
competition, 154
complementary genotypes, 7, 8
component of variation, additive, 477 sqq.

non-additive, 477 s.
contagion factor, 2 1-23
Cooper, J. P., 40o
Copp, L. G., 390
corpus luteum, 214 sqq.
Casinos, 242
Crepis, 242
crop improvement, 393
Crosby, J. L.,
crossability interspecific, 337
cross fertilisation, 117, 122
cross pollination, 113,119,121,341,343,349
Crow; L. K., 233-256
cytochemistry, '37
cytochrome deficiency, 258
cytology, 113
cytoplasm, 1,493 sqq.
cytoplasmic, inheritance, 345, 354

variation, 393

Daday, H., 169-184
Danielli, 522
Darwin, C., 139, 27!, 52!
Darwin, E., 521
Datura, 342
Davies, D. it, 393
deafness, mouse, 463 sqq.
de Beer, Sir G., 521, 522
deciduoma, 214 sqq., 467 sqq.
dehydrogenase, 234 sqq.
Deiter's cells, 465
deletions, 13
Deol, M. S., 463-4)6
diakinesis, 114
diallel cross, 102, 381 sqq., 477 sqq.
differentiation fluids, 405
diffusion process, 43
disjunction, 127

disruptive selection, 398
distribution, binomial, 217

Eulerian, 20
gene frequency, 142
geographical, 144
negative binomial, ,8, 19, 20
Poisson, 2, i8, 19, 469
Polya, 22
rectangular, 8

DNA, i8
lahelled, 227

Dobzhansky, Th., 37-49, 52!
dominance, 242, 408, 478

effects, 371 sqq.
interaction, 73 sqq.

dominant lethal, 467 sqq.
dosage time, ,
Dowrick, G. J.,
Draba, 239
Drosophila, I,275ff., III, 196,213,230,231,

250, 6', 401 sqq., 458, 478, 496
species, 37 sqq.

dwarfism, genetic, 143

ecology, 253
Ectropis, 6o
Edwards, J. H., 525
Edwards, R. G., ''
egg, mouse, 467 sqq.

production, 285 Sf.
Elliott, C. G., 398, 429-439
embryo sac, 247
embryonic death, 407 sqq.
endosperm, 480
End.yinion, 431, 436
environmental, deterioration, 145

variation, 217
enzyme, activity, 32!

extraction, 317
Ephrussi, B., 258, 266
Epiobiusn, 238, 248
epistacy, 37' Sf., 478
Eriophila, 239
Etysiphe, 307
Eucaljptus, 177
Euchlasna, 495
Eustreptocarpus, 333
Evans, J. V., 142
evolution, 136, 145, 233, 252, 27!
excretion, ethanolamine phosphate, 395
expressivity, 427

Falconer, D. 5., 456
fermentation, 373
fertility, 123, ,88, 200, 285 sqq., 337
fertilisation rate, 142, 214 sqq.
Festuca, 4p
Fincham,J. R. 5., 317
Finney, D. J.,
Fisher, Sir R. A., 133-!35, 37°
fitness, 253

internal, '53
sex difference,



INDEX 53'

flowering date, J'Iicotiana, 490
ftetal death, 214 sqq.

resorption, 214
Ford, C. E., 141
Fragaria, 495
Fyfe, V. C., 370

Gale,J. S., 97-100
gametic elimination, 208 sqq.
gametophytic homomorphy, 233 sqq.
gamete formation, 358
gene, action, 480

additive, 371 sqq., 412
autosomal, 97 sqq.
complexes, unbalanced, 413
conversion, 273, 283, 319
dominant, 418
enzyme relationships, 31 7
flow, 51, 395
frequency, 169 sqq.

dine, 169
inhibitor, 427
interaction, 282, 414
modifying, 64, 427
multiple, 282
stability, 412

general combining ability, 477, 483
generation, effect, 373

matrix, 97 sqq.
time, 146 sqq.

genetic, instability, 257
value, 499

genotype, complementary, 79, 85
environment interaction, 412
ordered, 146 sqq.

germ cells, mouse, 213 sqq.
germination, 7

date, Primula, 399
gestation length, 214
Gilbert, N. E. G., 477-492
Gildenhuys, P., 441-452
Gilmour, D. G., 141
Glavinic, 522
Glushenko, 522
glutamic dehydrogenase, 317 sqq.
Godetia, 234, 248
Goodwins, I. R., 7-7
Goossens, A. P., 441
graft hybrid, 522
growth, twin cattle, 396

Hamerton, J. L., 141
Hamilton, H., 391
haploid, 3
haplont, 154
Harland, S. C., 27-36
Harris, H., 142, 144, 395
hatchability, 285 sqq.
Hawthorne, D. C., 273
Hayman, B. I., 37!
Haynaldia, 302
heritability, 413, 414
hermaphroditism, 143

Heslop-Harrison, J., 143
heteroalleles, 330
heterocaryon, 320 sqq.

complementarily, 326
forced, 322, 324

heterochromatin, 2, 3, 12, 189, 344, 482, 486
heterogeneity, genetic, 40!

tests, 359
heterosis, 34, 36 sqq., 343, 344, 381 sqq., 482,

486
index, 344
mice, 398
single gene, 397

heterostyly, 233
heterozygosity, 40!
heterozygote, double, 127, 128

interchange, 127, 128, i8 sqq.
inversion, 37 sqq., 46, 515

Hiraizumi, T., 154
Hoffmann, F. W., 522
homcostasis, 47, 312, 401 sqq.
homostyle, 363
homozygosity, 40!, 455
Hordeum, 245, 493 sqq.
Hubbard, 44!
Humphrey, P. S., 539
Hutchinson, Sir J., 523
Huxley, T. H., 521
Hyacinthus, 433
hybrid, structural, I 85
hybridity, optimum, 193
Hyinentallis, 449
Hyoscyamus, 348
Hypericum, 252
hypophosphatasia, 395

Iberis, 239
illegitimacy, 369
implantation, mouse, 214, 467

reaction, 214, 215
inbred lines, 10
inbreeding, 507, 141, 546, 553, 185, 195,

253, 40!, 454, 459, 480, 481, 505
coefficient, 42, 286, 288
depression, 33, 124
double cousin, 97 sqq.
intra-generation, 285
uncle-niece, 97 sqq.

incompatibility, self, is8, 123, 233 sqq.
unilateral interspecific, 233 sqq.

interaction, genetical, 477, 478
genotype-environment, 412
statistical, 477, 482 sqq.

intercept length, 90, 361
interference, 78, 89 sqq., 357 sqq.

function, 91
interspecific cross, 199
inversion, heterozygous, 46

polymorphism, 46, 47
irradiation, s sqq., 213 sqq., 469 sqq.

dose dependence, 474

Jackson, A. R. H., 27-36



532 INDEX

Jackson, \\T D., 1-25
Jamieson, A., 395
Jardine, R., 499
J character, 395
John, B., 185-197

Kalmus, H., 391
kappa factor, 496
karyotype, 38, 39, 47
Kettlewell, H. B. D., 51-72
Killick, D., 441
Kimura, M., 145-167
King, J. W. B., 142
Kitchin, F. D., 144
Kocher, W., 463-466
Kosambi coefficient, 89, 360, 361
Kotochalia, 210

Lamark, 271, 521
Lathyrus, 122
latin square, 357, 360, 486
Lawrence, C. W., 127-131
Lawrence, W. J. C.,
Layia, 242
leaf, area, 344

characters, Acacia, 199 sqq.
Lepidium, 239
lethal, 199, 469

dominant, 213 sqq.
imitation, 247
mechanical, 469
recessive, 213

Levene, H., 37-49
Lewis, D., 233-256
Lewis, K. R., 185-197
Lima bean, 490
linkage, 77 sqq., 111, 534,

596, 207, 381
group V, mouse, 357
group XII, mouse, 453 sqq.
Lutheran-secretor, 513
quasi-, 459, 460

Linum, 240
litter size, 213, 214, 467
locus, homologous, 427
Locu.sta, 196
Lolium, 449
Lycium, 239, 245
Lycopersicum, 234, 243, sqq.
Lygidolon, 210

Macer, R. C. F., 307
MacRae, 521
Malthus, T. R., 521
maltose, 278
Markoff chains, 43, 44
matings, brother-sister, 141
Matthiola, 417
maximum likelihood, 481
McBride, G., 395
McLaren, A., 394
melanism, industrial, 51 sqq.
meiosis, 190 sqq., 201, 227, 430, 444 sqq.

abnormal, 449, 450

merogon, 497
Michie, D., 394, 52!, 522
micronucleus, 443, 449, 467, 468
migration, 30
missing plot technique, 480
mitosis, 3, 114, 189, 441 sqq.

abnormal, 444, 448, 449
C-, 10

Moffett, A. A., 199-212
Moncrieffe, I., 539
Monte Carlo methods, 45
morphology, yeast colony, 257-270
mouse, 213-232, 394, 453 sqq., 463 sqq., 467

sqq.
head tossing, 463
mutants, 99, 453

Mowl, M., 370
multiple alleleomorphs, 241, 253, 479
mustard gas, 1, 3
mutagen, I, 213, 258
mutagenic sensitivity, 213-232
mutation, 1, 213 sqq., 233 sqq., 259 sqq.,.

261, 328, 355, 414, 427
in crop plants, 393
induced, 393
rate, 6o sqq., 472 sqq.

muton, 329

natural selection, 64, 145-167, 442, 522
J'Teurospora, I, 317
.Nicotiana, 209, 245, 301, 377 sqq., 490, 491,.

495
Nixon, K., 199-212
non-disjunction, I 8
non-reduction, 247
nucleic acids, 137, 138

Enothera, 127, 130, 195, 233 sqq.
Oparin, A. I., 136
organ of Corti, 465
origin of life, 136
otolith, 465
outbreeding, 459, 460

mechanisms, 252
outcrossing, 77, 366, 369
ovary, 417
overpopulation, 145, 164
ovulation, 213
Ozeki, H., 525

Pachys, 51
Pzonia, 194
paleontology, 271
Palmer, L. S., 539
Palmer, T. P., 417-428
Papaver, 245
Paramecium, i, 496
parameter, Mathusian, 145-147
Parsons, P. A., 77 sq., 357
parthenogenesis, male, 493
Pateman, J. A., 317
penetrance, 423, 428
Pennisetum, 441 sqq.

146, 163, 195,



INDEX 533

Riley, R., 301, 396
Robson, E. B., 144, 395
Roiph, C. H., 139
Roper, J. A., 393
roundworm, sheep, 397
Rowlands, D. G., 113 sqq.
rye, lot sqq., 127 sqq., 195
ryegrass, 400

Penrose, L. S., 144
Periplaneta, 185-197
Petunia, 233, 244
P/,alaris, 241
Phleum, 241
P/s'znicorus, 52
photosynthesis, 137
P sum, 177, 252
placenta, 214, 215
plant height, .Nicotiana, 491
pleiotropy, III, 207
polarisation, 2, 12
pollen, germination, 238

grain size, 341, 342, 355, 447
mother cell, 229, 433, 444, 445
tube growth, 235 sqq.

pollination, natural, 336
polygenic inheritance, 367
polymer formation, 136
polymorphism, 46, 55, 65, 141

a-globulin, 527
balanced, 64 sqq., 70
chromosomal, 37, 40

polyploidy, 441, 450
population, effective size, 42

fitness, 145-167
size, 42
variability, s 6o

position effect, 248
potence, 484
Pottinger, D., 139
poultry, 141, 285, 509
Primula, 241, 363-370
production index, 287 sqq.
progeny test, 509
prototrophs, yeast, 257, 270
Prunus, 246, 251
pseudopregnancy, 253 sqq.
pseudowilds, 3 i8
Puccinia spp., 307

Race, R. R., 513
radiation, I, 139
random mating, 149, 151

population, 481
Raphanus, 240, 457
reciprocal, cross, 234 sqq., 423, 477

difference, 234
interchange, 248

recombination, 46, 77, 83, 88 sqq., 107, 414,
429, 468

Aspergillus, 398
double, 90
estimation, 360, 361
fraction, 87, 163
super, 93
value, 88, 453 sqq.

recon, 329
Rees, H., ioi sqq., 522, 523
Reeve, E. C. R., 397
Reisig,J. L., 317, 397
Rhseo, 130, 195, 252
Ricinus, 177

Saccharomyces, 257-270, 273
sacculus, 465
Sachs, L., 522
saliva, 513 sqq.
Salmonella, 525
Sanger, R., 513
scaling, 406
Secale, 122, 241, 303 sqq.
seed setting, 337
seed size, lima bean, 490
segmental functions, 361
segregation, 14!, 479

artificial, 146, 399
selection, 127 sqq., i6i sqq., 257 sqq., 405

sqq., 459, 48!
coefficient, 145
for heterozygosity, 185 sqq.
for lactation, 394
natural, 142, 143
pressure, 63
stabilising, 402

selective, advance, 510
advantage, 71
potential, 177
value, 146

self, duplication, 137
fertility, 156
fertilisation, 119
incompatibility, 118
pollination, 107, 119, 127, 341, 343, 349,

selfing, 124, 199, 418
Senecio, 242
sex difference, 77
shattering, grain, 385
Shepherd, P. M., 522
Sheppherd's correction, 368
sib tests, 509
significance, tests, 133
Silene, 143
skeletal morphology, 394
Snell, G. D., 459
Solanum, 234
somatic mutation, 268
species, cross pollinating, 113

outbreeding, ro8
speciation, Streptocarpu.s, 352
specific combining ability, 477
spermatogenesis, 141, 213
sperm storage, 225
spindle abnormalities, 448 sqq.
sporophytic homomorphy, 233 sqq.
Srb, A. M., 257-270
stability, 435

developmental, 412



534 INDEX

stability, phenotypic, 143
Stephenson, E., 390
sterility, 141

male, 143
semi-, 195, 209, 467

stochastic indeterminacy, 156
Stocker, B. A. D., 525
Streptocarpus, 333 sqq., 352 sqq.
Stubbe, H., 522
supergene, 354, 355
superovulation, spontaneous, 217

Taylor, St C. 5., 396
Tebb, G., 285
tectorial membrane, 465
temperature effect, winter, i 6g sqq.
terminalisation, 195
Thoday,J. M., 3i3, 321, 398, 401 sqq.
Thompson, J. B., 101 sqq., 399
tomato, 377 sqq., 478, 491, 492
Tradescantia, 2, 252
transition function, 21
translocation, 141-144, 467

heterozygosity, 217
Trjfolium, 246 sqq.

population, 169 sqq.
Trillium, 3
Triticum, 2, 303 sqq.
Triton, 497
Tulipa, 3

univalent, 189
Unrau, J., 396
Urey, 136

vaginal plug, 225
variation, additive, 146 sqq.

dominance, 145 sqq.
environmental, 201, 429 sqq.
epistatic, 145 sqq.
genetic, 145 sqq., 432
internuclear, 433
interspecific, 202
phenotypic, 143
population, 146

Vavilov, N. I., 523
viability, 79, 82
Vicia, II, 113 sqq.

Wallace, M. E., 453 sqq.
Warren, F. L., 142
Williams, G. J., 393
Williams, W., 523
wheat, 377
Wheaton-Smith, C., 392
Whitehouse, R. N. H.,
Woolf, B., 526
Wright, S., 154

X-ray sensitivity, i

yield, maize, 489, 490
tomato, 491, 492
wheat, 399

Zea, 252, 449, 478, 489, 490
zygotic elimination, 208 sqq.


	INDEX

