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ERRATUM: Novel candidate genes and regions for childhood apraxia of speech identified by array comparative genomic hybridization

Jennifer J.S. Laffin PhD, Gordana Raca MD, PhD, Craig A. Jackson MS, Edythe A. Strand PhD, Kathy J. Jakielski PhD and  
Lawrence D. Shriberg PhD

Genet Med 2012;14 (11):928–936; doi:10.1038/gim.2012.72

In the published version of this article, the participant numbers in Table 3 are incorrect. The corrected Table 3 is reprinted below:

In addition, a number of related portions of the text are incorrect. The corrections are listed below:

Page 930, left column, last line: “participant 5” should be “participant 8”.

Page 930, right column, Results section, first line: “participant 5” should be “participant 8”.

Page 933, left column, line 8: “participant 2” should be “participant 12”.

Page 933, left column, line 9: “participant 12” should be “participant 11”.

Page 933, left column, 2p14 section, line 2: “participant 7” should be “participant 10”.

Page 933, left column, 2p14 section, line 6: “participant 7” should be “participant 10”.

Page 933, left column, 2q24.1 section, line 1: “participant 5” should be “participant 4”.

Page 933, left column, 2q24.1 section, line 3: This sentence should have been deleted: “This participant was also found to have a  
heterozygous, likely pathogenic, FOXP2 mutation.” 

Page 933, left column, 2q24.1 section, line 13: This sentence should have been deleted: “Additional phenotype evaluation will be nec-
essary to determine the contributory significance of the CNV, if any, to the FOXP2-associated phenotype.”

Page 933, right column, 2q31.2 section, line 1: “participant 3” should be “participant 8”.

Page 933, right column, Chromosome 6 section, line 1: “participant 11” should be “participant 2”.

Page 933, right column, Chromosome 6 section, line 9: “participant 11” should be “participant 2”.

Page 934, left column, line 8: This sentence should have been deleted: “As reported next, this participant also had a deletion on 
 chromosome 8 detected by array.”

Page 934, left column, Chromosome 8 section, line 2: “Participants 8 and 10” should be “Participants 7 and 1”.

Page 934, left column, Chromosome 8 section, line 6: “participant 8” should be “participant 7”.

Page 934, left column, Chromosome 9 section, line 1: “participant 9” should be “participant 5”.

Page 934, left column, Chromosome 16 section, line 2: “Participant 4” should be “Participant 9”.

Page 934, right column, lines 1-2: “participant 2. Participant 2” should be “participant 12. Participant 12”

Page 934, right column, line 6: “participant 2” should be “participant 12”.

http://www.nature.com/doifinder/10.1038/gim.2012.72
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