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In the published version of this article, Figure 1 appeared with the legend belonging to Figure 2, and Figure 2 appeared with the 
legend of Figure 1. The correctly matched figures and legends appear below. The publisher regrets the error.

Figure 1 Associations between cancer sites as measured by significantly increased relative risks (RRs) for first-, second-, and third-degree 
relatives. Associations with P < 0.05 for each of first-, second-, and third-degree relationships are shown. Associations with significantly elevated RRs  
(P < 0.005) for all three degrees of relationship are shown in bold connecting lines. Single connecting lines show significant excess risk between cancer sites 
in the direction of the arrow. Sites with two connecting lines between them are significant in both directions. Loops indicate significance for the same site 
among relatives of probands.
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Figure 2 Associations between cancer sites within an individual with multiple primary cancers by cancer site for P values <1 × 106.
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