Letters to the editor

In conclusion, we would like to propose a further area for
thought and critique. Like the great flourishing of descriptive
projects in the 19th century, our modern renaissance of descrip-
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as if mapping the continents from a satellite in space. This analysis
highlights the scientific opportunities created by novel technol-
ogy. As technologies grant scientists access to new landscapes, de-
scriptive projects of naming, mapping, and classifying necessarily
follow. To what extent will scientific methodologies and focus
then always be determined by the contemporary technologies?
The difference this time is that genomics technologies tantaliz-
ingly promise completeness in mapping the new topography, thus
granting scientists access to a new hypotheticoinductive science.
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Erratum

»l

In the article “The Stickler syndrome: Genotype/phenotype correlation in 10 families with Stickler syndrome resulting from seven muta-
tions in the type I collagen gene locus COL2A1”" in the January/February 2003 issue of Genetics in Medicine, the names of Ekaterina Tsilou,

MD and Benjamin I. Rubin, MD, of the National Eye Institute, National Institutes of Health, Baltimore, Maryland, was unintentionally
omitted from the list of authors. The authors regret this omission.
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Erratum

In the article by Mascarello et al. in the September/December 2003 issue of Genetics in Medicine, the title was incorrectly printed in the
article. The correct title should be as follows: Problems with ISCN FISH Nomenclature make it not practical for use in clinical test reports
or cytogenetic databases. The title appears correctly in the Table of Contents.
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