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Post publication, the authors realised that they had omitted the
following acknowledgement:
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Following the publication of this article, the authors wish to
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on European Journal of Human Genetics website http://www.nature.
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Post online publication the authors realised that they had made an
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The sentence on page 2: 'In the first 5-year period........but this changed
significantly in the last 5-year period with 51% positive and 49%
negative (χ2= 20.6, Po0.0001)' should read: 'In the first 5-year
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