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Since the publication of the above paper, the authors have

identified the following errors in the paper:

(1) Co-author XC Li should be replaced with Xiaoyan

Cindy Li.

(2) Co-author Larry Shotland should be replaced with

Lawrence I Shotland, and his affiliation changed to the

Hearing Section, NIDCD, NIH, Bethesda, Maryland, USA.

They also wish to state that ‘institutional review board

approval (OH95-DC-N-050) was obtained from the

National Institutes of Health, USA’. The project was also

funded by Genome Canada (AMGGI).

The authors would like to apologise for the above mistakes.
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