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Extracellular serglycin upregulates the CD44 receptor
in an autocrine manner to maintain self-renewal in
nasopharyngeal carcinoma cells by reciprocally
activating the MAPK/β-catenin axis

Qiaoqiao Chu1,9, Hongbing Huang1,9, Tiejun Huang2,9, Li Cao1, Lixia Peng3, Simei Shi4, Lisheng Zheng3, Liang Xu3, Shijun Zhang5,
Jialing Huang6, Xinjian Li7, Chaonan Qian*,3,8 and Bijun Huang*,3

Serglycin is a proteoglycan that was first found to be secreted by hematopoietic cells. As an extracellular matrix (ECM) component,
serglycin promotes nasopharyngeal carcinoma (NPC) metastasis and serves as an independent, unfavorable NPC prognostic
indicator. The detailed mechanism underlying the roles of serglycin in cancer progression remains to be clarified. Here, we report
that serglycin knockdown in NPC cells inhibited cell sphere formation and tumor seeding abilities. Serglycin downregulation
enhanced high-metastasis NPC cell sensitivity to chemotherapy. It has been reported that serglycin is a novel ligand for the stem
cell marker CD44. Interestingly, we found a positive correlation between serglycin expression and CD44 in nasopharyngeal tissues
and NPC cell lines. Further study revealed that CD44 was an ERK-dependent downstream effector of serglycin signaling, and
serglycin activated the MAPK/β-catenin axis to induce CD44 receptor expression in a positive feedback loop. Taken together, our
novel findings suggest that ECM serglycin upregulated CD44 receptor expression to maintain NPC stemness by interacting with
CD44 and activating the MAPK/β-catenin pathway, resulting in NPC cell chemoresistance. These findings suggest that the
intervention of serglycin/CD44 axis and downstream signaling pathway is a rational strategy for targeting NPC cancer stem cell
therapy.
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Nasopharyngeal carcinoma (NPC) is one of themost common
malignancies in southern China and Southeast Asia.1,2 The
standard treatment for early-stage NPC is radiotherapy,
and the treatment for advanced NPC is concurrent
chemoradiotherapy.3–5 However, approximately 30% of
patients have significant rates of local relapse or distant
metastasis, and the prognosis is very poor for these patients.6

Metastatic NPC cells often develop chemotherapy resistance,
but the molecular mechanisms underlying NPC metastasis
and chemotherapy resistance are not fully understood.
Serglycin is a proteoglycan expressed in hematopoietic

cells, endothelial cells and embryonic stem cells,7–9 and it
contains a 17.6 kDa core protein to which eight heparin or
chondroitin sulfate glycoaminoglycan chains are attached.
The core protein is rich in serine–glycine repeats. The
glycoaminoglycan chains vary depending on cell type and
have an important impact on serglycin function.10 Although

serglycin does not contain a transmembrane domain, it can be
constitutively secreted by hematopoietic cells, endothelial
cells, pancreatic acinar cells and myeloma cells.9,11–13

As an extracellular matrix (ECM) component, serglycin
participates in packaging secretory granules and regulates
the storage or release of enzymes, serotonin and histamine
in hematopoietic cells.14,15 We first reported that serglycin
promoted NPC epithelial-to-mesenchymal transition (EMT)
and metastasis in an autocrine manner.16 Recent
results showed serglycin promoted the aggressive phen-
otype of breast cancer cells metastasis and was associated
with tumorigenesis in myeloma and acute myeloid
leukemia.12,17–20

In our previous study, we performed genomic expression
profiling of high-metastic and low-metastic NPC cell lines and
corresponding xenograft tumors and found that serglycin was
the second most highly upregulated gene and associated
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closely with metastatic NPC cells in vitro and in vivo.16

Subsequently, we further showed that serglycin was an
independent marker of distant metastases in NPC.21 In
another study comparing the genomic expression profiles of
NPCs versus non-cancerous naspharyngeal tissues, we
found that the ECM remodeling pathway was the most
significantly changed signaling pathway in NPC tissues.20

Our findings suggest that serglycin proteoglycan acts as
microenviroment ECM, where NPC cancer stem cells (CSCs)
reside, and may have an important role in ECM remodeling
responsible for NPC progression. Serglycin as a ligand
recognizes CD44 receptor, which is a marker of
CSCs.18,22,23 These results suggest that serglycin/CD44 axis
have an important role in maintaining stem cell self-renewal.
However, the signaling pathway by serglycin/CD44 axis
activation is so far unknown in any hematological and
epithelial malignances. In this study, we demonstrate that
serglycin is closely associated with CSC properties. Serglycin
serves as a novel CD44 ligand, which is a downstream target
of β-catenin signaling. Our findings first revealed that serglycin
could maintain NPC cell stemness by upregulating CD44 and
activating the MAPK/β-catenin pathway to modulate NPC
metastasis and chemotherapy resistance.

Results

Highly metastatic S18 cells have more significant cancer
stem-like cell characteristics compared with lowly meta-
static S26 cells. The highly metastatic S18 cells and lowly
metastatic S26 cells are two single subclones isolated from
the parental CNE2 NPC cell line by our lab.24 S26 cells were
primarily cobblestone-shaped, whereas S18 cells exhibited a
spindle-shaped EMT-like morphology (Figure 1a). Recent
studies have shown that CSCs are highly metastatic and may
be quite plastic and associated with EMT.25,26 Therefore, we
speculated that S18 cells would have more cancer stem-like
cell characteristics. To confirm this hypothesis, we examined
the expression of stem cell-associated genes, including
Oct-4, Bmi-1, Nanog, Sox-2, ABCG2 and CD44. We found
that S18 cells expressed higher levels of these genes
compared with S26 cells (Figure 1b).
We next performed sphere formation assays to evaluate the

self-renewing capacity of these two cell lines. S18 cells formed
larger and more abundant tumor spheres than S26 cells
(Figure 1c). More importantly, when 8×102 S18 cells were
injected subcutaneously into nude mice, 66.7% of the mice
(4/6) developed tumors compared with only 16.7% of the mice
(1/6) injected with S26 cells. These observations suggest that
S18 cells have a stronger tumor seeding and initiating ability
than S26 cells. Immunohistochemistry (IHC) showed that S18
tumor tissues highly expressed serglycin in the stroma
(Figure 1d). Highly metastatic cells are more likely to avoid
anoikis.27 To examine the cells’ ability to resist anoikis, we
transferred S18 cells and S26 cells from adhesive cell culture
dishes to ultra-low cluster plates that inhibit cellular attach-
ment. We found that S18 cells clumped together, whereas
most S26 cells remained as single cells and expressed higher
levels of cleaved caspase-3 (Figure 1e), suggesting that S18
cells avoid anoikis. Furthermore, considering that cisplatin and

5-fluorouracil are the first choice of chemotherapeutic drugs
for NPC clinical patients, we determined the IC50 of cisplatin
and 5-fluorouracil in each cell line and found that S18 cells
were more resistant to chemotherapeutic drugs than S26 cells
(Figure 1f). These data suggest that S18 cells have more
cancer stem-like cell characteristics than S26 cells, implying
that S18 is a desired cellular model for NPC CSC research
in vitro and in vivo.

Serglycin overexpression is closely associated with the
CSC-like properties of S18. Our previous studies showed
that serglycin expression increased in highly metastatic S18
cells and corresponding xenograft tumors but not in lowly
metastaic S26 cells.16 We next stably decreased serglycin
mRNA and protein expression in S18 cells using two different
lentiviral vector-carrying shRNAs (SG KD1 and SG KD2).
Noticeably, we confirmed that secreted serglycin protein with
approximately 300 kDa molecular weight was significantly
decreased in conditioned medium (CM), whereas the
cytoplasmic serglycin protein with 130 kDa molecular weight
showed no different abundance via immunoblotting, which
suggesting that the secreted serglycin ECM was more highly
glycosylated and that serglycin functioned in an autocrine
manner. On the other hand, in S26 cells overexpressing
serglycin, secreted serglycin protein with approximately
300 kDa molecular weight was significantly increased in
CM. (Figure 2a). Interestingly, the cellular morphology of S18
changed from spindle-shaped to cobblestone-shaped resem-
bling S26, indicating that following stable knockdown of
serglycin, the highly metastic S18 cells underwent
mesenchymal-to-epithelial transition (MET) (Figure 2b). Ser-
glycin knockdown decreased the expression of stemness-
related genes, including Oct-4, Bmi-1, Nanog, Sox-2, ABCG2
and CD44 (Figure 2c). Serglycin suppression also reduced
the size and number of spheres generated by S18 cells,
indicating serglycin enhanced S18 self-renewal capacity
(Figure 2d). In addition, when 2×102 cells were injected into
nude mice, 50% of the mice (3/6) formed palpable tumors in
the S18 scrambled cells group compared with no mice (0/6)
in the S18 SG KD2 group, suggesting that serglycin level was
associated with tumorigenesis or tumor-initiating capacity
in vivo. IHC results also showed decreased serglycin
expression in S18 SG KD2 tumor tissues (Figure 2e).
However, serglycin knockdown did not affect the cellular
growth rate when cells were cultured in 10% fetal bovine
serum (FBS). However, serglycin knockdown cells had a
slower growth rate compared with S18 scramble control cells
when the cells were maintained in medium containing 0.1%
FBS, which suggesting that ECM serglycin promoted CSC-
like S18 cells survival in serum-depleted microenvironment
(Supplementary Figure S1A). These results strongly suggest
that serglycin is closely associated with the CSC-like
properties of S18 cells.

Serglycin downregulation enhances S18 cell chemother-
apy sensitivity. CSCs are usually more resistant to
chemotherapy-induced apoptosis in comparison with non-
CSCs. S18 cells were resistant to chemotherapeutic drugs
(Figure 1f), and it has been shown that serglycin was more
highly expressed in drug-resistant hematopoietic cell lines.28
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To further investigate the contribution of ECM serglycin to
chemoresistance in S18 cells, we determined the IC50 of
cisplatin and 5-fluorouracil and found that serglycin knock-
down cells were more sensitive to cisplatin and 5-fluorouracil
than the control cells. In S26 cells, serglycin overexpressed
cells were resistant to cisplatin and 5-fluorouracil than the
control cells (Figure 3a). Moreover, serglycin knockdown cells

had higher cleaved PARP levels than control cells, confirming
that serglycin confers resistance to cisplatin or 5-fluorouracil-
induced apoptosis (Figure 3b). Colony formation assays
revealed that serglycin knockdown reduced the number of
cisplatin-treated (0.3, 1.2 μM) S18 cell colonies (Figure 3c),
and serglycin overexpression increased the number of
cisplatin-treated (0.15, 0.6 μM) S26 cell colonies

Figure 1 S18 cells have more significant cancer stem-like cell characteristics. (a) The differences in cellular morphology between S18 cells and S26 cells. (b) mRNA
expression levels of stem cell-associated genes (normalized to GAPDH) in S18 and S26 cells. Data represent the average± S.D., n= 3; *Po0.05. (c) Sphere formation assay.
S18 and S26 cells were counted and plated in ultra-low cluster plates for 10 days to allow for tumor sphere formation (top panel). The number of spheres is shown in the bottom
panel. Data represent the average± S.D., n= 3; *Po0.05, Student’s t-test. (d) Tumorigenic assay. Serial dilutions of S18 and S26 cells were subcutaneously injected into nude
mice and were monitored twice per week for 30 days. IHC staining of serglycin in S18 tumor tissues and S26 tumor tissues (bottom panel, 200 × ). (e) S18 and S26 cells were
seeded into ultra-low cluster plates and photographed at × 40 magnification after 6 h (top panel). The expression of cleaved caspase-3 was determined by immunoblotting
(bottom panel). (f) The IC50 of cisplatin and 5-fluorouracil in S18 and S26 cells after 48 h. Data represent the average±S.D., n= 3
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(Figure 3d). In addition, serglycin knockdown inhibited cell
growth rate upon cisplatin (0.8 μM) or 5-fluorouracil (25 μM)
treatment, as examined by MTS assay (Figure 3e). These
data highlight the important survival role of serglycin as
niche ECM in the chemotherapy resistance of CSC-like
S18 cells.

NPC CSC surface marker CD44 is an ERK-dependent
downstream serglycin effector. Although the CSCs sur-
face marker are not well established in NPC cells by now, our

recent investigations showed that CD44 was likely to be a
desired surface CSC marker candidate in NPC cells.29–31 To
confirm the relationship between ECM serglycin ligand and
its receptor CD44, we examined their expression in 27
nasopharyngeal samples by using quantitative real-time PCR
and found a strong positive correlation (r=0.58, P=0.002)
(Figure 4a). Additional expression analysis of seven NPC cell
lines demonstrated that serglycin levels (Figure 4b, top panel)
correlated with higher CD44 levels (Figure 4b, bottom panel).
Notably, we detected higher phospho-ERK1/2 levels in

Figure 2 Serglycin suppression reduces CSC-like properties of S18 cells in vitro and in vivo. S18 cells were stably transfected with one of two serglycin shRNAs (KD1, KD2)
or scrambled shRNA. (a) The expression of serglycin was detected by quantitative real-time PCR and immunoblotting in S18 and S26 stable cell lines. Serglycin protein levels
were not changed in whole-cell lysates (WCL), but secreted serglycin protein was significantly reduced in CM after serglycin knockdown. (b) The change in cellular morphology of
stably transfected cells (40 × ). (c) Serglycin knockdown markedly decreased the expression of stem cell-associated genes. Data represent the average± S.D., n= 3; *Po0.05
(d) Serglycin suppression reduced the size and number of spheres generated by S18 stable cells. Data represent the average± S.D., n= 3; *Po0.05 relative to the scrambled
controls. (e) S18 scrambled cells or S18 SG KD2 cells were subcutaneously inoculated into nude mice and were observed twice per week for 30 days. IHC staining of serglycin in
S18 scrambled tumor tissues and in S18 SG KD2 tumor tissues (bottom panel, 200 × )
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several NPC cell lines with higher serglycin and CD44
expression, including highly metastatic S18 and 5-8 F cell
lines (Figure 4b, bottom panel). The above results suggested
that ECM serglycin ligand trended to work in coordination
with its receptor CD44, accompanied by activation of MAPK
pathway.
To explore serglycin-induced signaling pathways, we first

examined total and phosphorylated ERK, AKT and CD44
protein levels in S18 and S26 cell lines. We generated
S26 cells stably overexpressing serglycin or transfected
with empty vector and confirmed serglycin expression in
these cells by quantitative real-time PCR and western blot
analysis (Supplementary Figure S1B). Serglycin was
overexpressed and secreted into the culture in S26 SG
over cells compared with S26 vector cells without detect-
able increasing cytoplasmic protein by western blotting

(Supplementary Figure S1B). S18 cells expressed signifi-
cantly higher levels of CD44, phospho-ERK1/2 and phospho-
AKT compared with S26 cells (Figure 4c, left panel). We
subsequently determined the expression of the same proteins
after serglycin knockdown or overexpression by western blot
analysis. Serglycin knockdown S18 cells displayed decreased
CD44 and phospho-ERK1/2 levels, whereas phospho-AKT
levels did not change (Figure 4c, middle panel). In contrast,
serglycin overexpression in S26 cells increased CD44 and
phospho-ERK1/2 expression but had no effect on phospho-
AKT levels (Figure 4c, right panel). The results above
indicated that ECM serglycin-mediated modulation of its
receptor CD44 was in an ERK-dependent and AKT-
independent way.
The specific ERK inhibitor selumetinib effectively

suppressed phospho-ERK1/2 expression in S18 cells and

Figure 3 Serglycin knockdown enhances cisplatin and 5-fluorouracil sensitivity of S18 cells. (a) Serglycin knockdown S18 (KD1 and KD2) cells, scrambled control cells,
serglycin overexpress S26 cells and vector cells were treated with various concentrations of cisplatin or 5-fluorouracil for 48 h to determine the IC50 by MTS assays. (b) S18
scrambled cells or S18 SG KD2 cells were treated with increasing doses of cisplatin or 5-fluorouracil for 48 h, and cleaved PARP expression was analyzed by immunoblotting.
(c) Colony formation assays of stably transfected S18 cells treated with a range of cisplatin doses (0, 0.3, 1.2 μM). (d) Colony formation assays of stably transfected S26 cells
treated with a range of cisplatin doses (0, 0.15, 0.6 μM). (e) Proliferation of stably transfected S18 cells treated with cisplatin (0.8 μM) or 5-fluorouracil (25 μM) for 6 days. Data
represent the average±S.D., n= 3; *Po0.05 for KD1 or KD2 cells compared with scrambled controls
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profoundly inhibited NPC CSC marker CD44 expression in a
dose-dependent manner (Figure 4d). Interestingly, 50 nM
selumetinib treatment did not significantly inhibited S26 cell
sphere formation, but markedly decreased the number of
S18 cell spheres (Figure 4e). Moreover, in S18 cells, another
ERK inhibitor U0126 also inhibited CD44 expression and

cell sphere formation in a dose-dependent manner (Figure 4f,
Supplementary Figure S1B). Taken together, these findings
indicate that NPC CSC marker CD44 is an ERK-depe-
ndent downstream serglycin effector, and that the capa-
city of self-renewal in NPC CSCs is possibly maintained by
ECM serglycin-activating ERK signaling pathway.

Figure 4 Highly correlated expression levels between serglycin and CD44. (a) Serglycin mRNA levels were positively correlated with CD44 expression in nasopharyngeal
tissues as determined by quantitative real-time PCR (GAPDH was used as a reference gene. Pearson analysis, r= 0.58; P= 0.002). (b) Relative serglycin mRNA levels
(normalized to GAPDH) in seven NPC cell lines as assessed by quantitative real-time PCR (top panel). Western blot analysis of CD44 expression in seven NPC cell lines. GAPDH
was used as a loading control (bottom panel). (c) Western blot analysis of CD44, p-ERK1/2, t-ERK1/2, p-AKTand t-AKT in the indicated cell lines. SG over or vector represent S26
cells stably overexpressing serglycin or transfected with empty vector, respectively. (d) Western blot analysis of whole-cell lysates from S18 cells treated with increasing doses of
selumetinib (ERK inhibitor) for 48 h. (e) The effect of selumetinib (0, 50, 100 nM) on tumor sphere formation by S18 or S26 cells. The number of spheres is shown in the bottom
panel. Data represent the average±S.D., n= 3; *Po0.05 versus 0 nM-treated cells. (f) Western blot analysis of whole-cell lysates from S18 cells treated with increasing doses
of U0126 (ERK inhibitor) for 12 h
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Serglycin induces CD44 expression to potentiate its self-
renewal capacity by activating the MAPK pathway. To
further confirm that ECM ligand serglycin proteoglycan
induces its receptor CD44 expression, we transiently
transfected CNE2 cells with serglycin. As expected, both
CD44 mRNA and protein levels increased upon serglycin
overexpression in a dose-dependent manner (Figure 5a).
Furthermore, phospho-ERK1/2 levels also increased
gradually. Interestingly, stimulation of CNE2 cells, with
serglycin-CM from S18 cells induced a dose responsible
spindle-shaped cellular morphology undergoing EMT
(Figure 5b, left panel) and significantly increased CD44 and
phospho-ERK1/2 protein levels (Figure 5b, right panel). A
CD44 promotor luciferase reporter assay revealed decreased
activity of CD44 promotor in stable serglycin knockdown S18
cells and increased activity in stable serglycin overexpressing

S26 cells (Figure 5c,Supplementary Figure S2A), which
suggest that the activity of CD44 promotor was directly
regulated by serglycin-activating specific signaling pathway
in accord with other results above. Moreover, neutralizing
treatment with an anti-serglycin blocking antibody did not
affect S26 cell sphere formation but markedly decreased
the number of S18 cell spheres, indicating that NPC
CSCs produced abundant ECM serglycin proteoglycan
to bind its cell surface adherent molecule CD44 receptor
and maintained its self-renewal in an autocrine manner
(Figure 5d).

The MAPK/β-catenin pathway is activated in S18 cells.
Wnt/β-catenin is an important and classical development
signaling pathway in embryonic and CSCs and its hyper-
activation is involved in the initiation and progression in the

Figure 5 Serglycin-mediated CD44 upregulation by activating the MAPK pathway. (a) CNE2 cells were transiently transfected with serglycin. Serglycin and CD44 mRNA
levels were detected by quantitative real-time PCR (left panel). Protein levels of CD44, p-ERK1/2, t-ERK1/2 and GAPDH were determined by western blot analysis (right panel).
(b) CNE2 cells were stimulated by serglycin-CM from S18 cells. The change in CNE2 cellular morphology (×40, left panel). Protein levels of CD44, p-ERK1/2, t-ERK1/2 and
GAPDH were evaluated by western blot analysis (right panel). (c) Analysis of CD44 luciferase activity in serglycin knockdown cells (left panel) and serglycin overexpressing cells
(right panel). GLuc activities in buffers with a stabilizer. Data represent the average±S.D., n= 3; *Po0.05 versus control cells. (d) Number of spheres formed by S18 and S26
cells after treatment with IgG or anti-serglycin antibody. Data represent the average± S.D., n= 3; *Po0.05 for S26 cells compared with S18 cells
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majority of malignancies.32 CD44 is a common CSC surface
marker in subset of cancer and has a key role in their
tumorigenesis.33 Previous investigations showed that CD44
was an activated β-catenin-dependent transcriptional target
gene.34,35 Therefore, we next investigated whether serglycin
could induce β-catenin activation to mediate CD44 transcrip-
tion. We first evaluated β-catenin protein levels in several cell
lines (Figure 6a). S26 cells expressed significantly higher
levels of β-catenin compared with S18 cells. We next

investigated β-catenin localization in S18 and S26 cells. We
examined nuclear (N) and cytosolic/membrane (C+M)
fractions and found that more β-catenin translocated to the
nucleus in S18 cells, whereas it primarily localized to the cell
membrane of S26 cells (Figure 6b). We observed similar
results by confocal immunofluorescence analysis (Figure 6c).
The results above indicated that the β-catenin was obviously
activated and translocated into the S18 cell nucleus in
contrast to S26 cells.

Figure 6 β-Catenin localization in S18 and S26 cells. (a) β-Catenin protein levels in the indicated cells determined by western blot analysis. (b) Nuclear (N) and cytosolic/
membrane (C+M) fractions of β-catenin in S18 and S26 cells determined by western blot analysis. Lamin B1 and tubulin were used as controls for the N and C+M compartment,
respectively. (c) Localization of β-catenin in S18 and S26 cells by confocal immunofluorescence analysis (×400). (d) c-Myc or cyclinD1 mRNA expression (normalized to GAPDH)
in S18 and S26 cells. Data represent the average± S.D., n= 3; **Po0.01 for S26 cells compared with S18 cells. (e) Western blot analysis of whole-cell lysates from S18 cells.
(f and g) c-Myc or cyclinD1 mRNA expression (normalized to GAPDH) in S18 and S26 cells treated with selumetinib (ERK inhibitor) for 48 h. Data represent the average± S.D.,
n= 3; *Po0.05, **Po0.01 versus 0 nM-treated cells
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To investigate the upstream signaling to mediate the
activation of β-catenin, the MAPK-specific inhibitor selumeti-
nib was used, and the results showed the inhibitor effectively
suppressed phospho-ERK1/2 expression in S18 cells and
then profoundly increased N-terminal phospho-β-catenin
expression, an inactivated form (Figure 6e). In addition, we
examined c-Myc and cyclinD1 mRNA expression, both of

them are well-confirmed β-catenin-dependent direct target
genes.36 These two genes were highly expressed in S18 cells
compared with S26 cells (Figure 6d). Selumetinib treatment
did not affect c-Myc and cyclinD1 expression in S26 cells, but
decreased their expression in S18 cells (Figures 6f and g). In
addition, IHC results showed that phospho-ERK1/2 was highly
expressed in S18 tumor tissues, and β-catenin nuclear

Figure 7 Serglycin induced β-catenin activation. (a) Nuclear (N) and cytosolic/membrane (C+M) fractions of β-catenin in S18 scrambled, S18 SG KD1 and S18 SG KD2 cells
determined by western blot analysis. (b) Localization of β-catenin in S18 scrambled, S18 SG KD1 and S18 SG KD2 cells by confocal immunofluorescence analysis (×400).
(c) c-Myc mRNA expression (normalized to GAPDH) in the indicated cell lines. Data represent the average± S.D., n= 3; *Po0.05, **Po0.01 versus DMSO-treated cells.
(d) IHC staining of β-catenin and p-ERK1/2 in S18 scrambled tumor tissues and S18 SG KD2 tumor tissues (200 × )
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localization was increased compared with S26 tumor tissues
(Supplementary Figure S2B). Therefore, the MAPK/β-catenin
pathway is highly activated in CSC-like S18 cells in compar-
ison with non-CSC S26 cells.

Serglycin triggers MAPK/β-catenin signaling axis to
maintain S18 cell stemness in a positive feedback
loop. ECM, as an essential component of CSC microenvir-
onment, has a key role in maintaining the characteristics of
CSCs.37,38 To investigate further the association of ECM
serglycin with the activation of β-catenin signaling, the
fractionation and confocal immunofluorescence analysis of
stable serglycin knockdown cells revealed that a fraction of
β-catenin translocated from the nucleus to the membrane
compartment (Figures 7a and b), indicating that the ECM
serglycin, as a CD44 ligand, specifically induced nuclear
β-catenin translocation and triggered β-catenin-mediated
transcriptional activation of the genes related with stemness.
Importantly, we found that c-Myc and cyclinD1 expression
changed downstream of β-catenin in serglycin knockdown
cells or serglycin overexpressing cells (Figure 7c,
Supplementary Figure S2D). IHC analysis showed that S18
scrambled tumor tissues highly expressed phospho-ERK1/2,
and β-catenin localized more strongly to the nucleus
compared with S18 SG KD2 tumor tissues (Figure 7d). In
summary, autocrine serglycin, as an ECM component and a
CD44 ligand, activates β-catenin signaling pathway to
maintain the self-renewing capacity of NPC CSCs in a
positive feedback loop.

Discussion

CSCs have been suggested to drive tumor initiation and
progression and be closely associated with chemoradiother-
apy resistance, recurrence and metastasis.39 The tumor
microenvironment is essential for CSCs self-renewal. ECM
is composed of a complex and dynamic array of secreted
molecules, such as glycoproteins, proteoglycans, glycosami-
noglycans and collagens.40 It is a major component of the
tumor microenvironment and reciprocally influences the cell’s
ability to modulate cell growth, survival, motility and differ-
entiation by binding to specific receptors, such as syndecans,
integrins and discoidin receptors.41–43 It is clear that genetic
modifications in tumor cells initiate and drive malignancy, but
tumor-associated ECM is also involved in cancer progression
and modulates virtually every tumor cell tumor-associated
stromal cell behavior.44 Moreover, recent increasing studies
showed that the contribution of ECM to maintenance of CSC
self-renewal were reported in an autocrine manner in many
cancers.45,46 Similarly, this study showed that ECM remodel-
ing pathwaysweremost highly changed between NPC tissues
and the non-cancerous tissues by GeneGo Metacore analy-
sis. Moreover, we previously observed that serglycin was the
second most highly upregulated gene in S18 cultured cells
and S18 xenografts by performing gene expression profiling
and high serglycin expression was significantly correlated with
EMT and adverse NPC patient outcomes. These studies
strongly indicate that serglycin has a critical role in NPC
progression and is an independent marker of distant metas-
tases in NPC.21

As a typical ECM component, serglycin is a proteoglycan
constitutively secreted by highly metastatic NPC cells. Based
onWeinberg effect, the EMT generates cells with properties of
stem cells.25,47 However, by now no research has been
conducted to elucidate the underlying mechanism of
serglycin-mediated activation of signaling pathway in CSC-
like cells. In this study, we used two single clones (S18 and
S26) derived from the representative CNE2 NPC cell line
established in our lab,16,24 with highly metastatic S18 cells
possessing more cancer stem-like cell characteristics
(Figure 1). Other studies have demonstrated that S18 cells
have high CSC properties.48,49 Although conventional treat-
ment kills most cancer cells, it is thought to leave CSC behind,
allowing for the development of tumor chemoresistance,
relapse and metastasis.50,51 As ECM has a crucial role in
the establishment and maintenance of stem cell niches,30,42

we explored the role of serglycin in the maintenance of S18
cell stemness. For the first time, we found that serglycin is
closely associated with the CSC properties of S18 cells
(Figure 2). In addition, serglycin downregulation enhances the
sensitivity of S18 cells to chemotherapy (Figure 3), suggesting
that serglycin is a promising candidate to target CSCs.
However, future research into other genes associated with
CSCs remains to be explored.
Cellular surface adherent CD44molecule is a commonCSC

marker in several tumors and also a β-catenin-mediated
transcriptional target.33–35 Our previous studies and other
studies have demonstrated that CD44 is a potential NPC CSC
marker.30,31,38,52 The CD44 receptor primarily binds to
hyaluronic acid, but it also serves as a serglycin
receptor.18,22,23 However, so far it is unclear which down-
stream signaling pathways are activated by the serglycin–
CD44 interaction. Exploration of 27 nasopharyngeal samples
and 7 NPC cell lines revealed that CD44 and serglycin
expression levels were strongly and directly correlated
(Figures 4a and b). Importantly, we found that serglycin
induced CD44 expression to potentiate the cells’ self-renewal
capacity by activating the MAPK/β-catenin pathway (Figures 4
and 5).The Wnt/β-catenin is a crucial CSC signaling pathway
and interestingly, NPC CSC-like S18 cells with high-metastic
potential expresses nondetectable Wnt (data not shown),
which suggests that autocrine ECM serglycin, a CD44 ligand,
may be function as Wnt to activate β-catenin pathway in NPC
CSC-like S18 cells. Remarkably, our recent findings show that
Wnt5a is able to activate β-catenin-independent signaling
pathway to promote stemness characteristics via PKC in the
S18 cells.29 In other words, both β-catenin-independent (non-
canonical) and -dependent (canonical) pathways are simulta-
neously and complementarily activated by autocrine wnt5a
and serglycin, respectively, in NPC CSC-like S18 cell line with
highly metastic potential.
In conclusion, our findings showed for the first time that

ECM serglycin as a CD44 ligand has a crucial role in
maintaining NPC cell stemness and contributes to NPC cell
metastasis and chemoresistance. In particular, serglycin
upregulates its receptor CD44 expression by reciprocally
activating the MAPK/β-catenin axis. Our novel findings are
summarized in Figure 8. These significative findings reveal a
fundamental serglycin-dependent positive feedback loop and
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promote serglycin/CD44 axis and downstream signaling
pathway as key CSC targets in NPC.

Materials and Methods
Cell culture and tissues. The human NPC cell line CNE2 and its highly
metastatic clone S18 and lowly metastatic clone S26 were maintained in Dulbecco
modified Eagle medium (DMEM; Gibco, Grand Island, NY, USA) supplemented
with 10% FBS (Gibco) in a humidified atmosphere with 5% CO2 at 37 °C.16,24

The primary NPC biopsy specimens were collected at the Department for
Nasopharyngeal Carcinoma, Sun Yat-Sen University Cancer Center with informed
patients’ consent and all NPC samples were pathologically confirmed.

Lentiviral transduction. The BLOCK-iT Lentiviral Pol II miR RNAi system
(Invitrogen, Carlsbad, CA, USA) was used to establish S18 stable cell lines. The
targets of serglycin shRNA-1 and shRNA-2 were 5′-CTGGTTCTGGAATCCTCA
GTT-3′ and 5′-CGCTGCAATCCAGACAGTAAT-3′, respectively. Real-time PCR and
immunoblotting were performed to evaluate serglycin knockdown efficiency.
The ViraPower Lentiviral Directional TOPO Expression Kit (Invitrogen) was

used to generate the serglycin stable overexpression S26 cell line. Real-time PCR
and immunoblotting were performed to evaluate the efficiency of serglycin
overexpression.

Plasmid transfection. Growing CNE2 cells seeded at 1.5 × 105 per well of a
six-well tissue culture dish were transiently transfected with different amounts of the
serglycin expression plasmid (0, 1, 2 or 4 μg) or the control vector plasmid using
X-treme GENE HP DNA transfection reagent (Roche, Mannheim, Germany)
according to the manufacturer’s instructions.

Real-time quantitative PCR (qPCR). Total RNA was extracted from
cultured cell lines using TRIzol reagent (Invitrogen) and subjected to reverse
transcription using RevertAid First Strand cDNA Synthesis Kit (Thermo, Waltham,
MA, USA). Real-time qPCR was performed using a SYBR Green qPCR Kit (kapa)
on a CFX96 real-time PCR detection system (Bio-Rad, Hercules, CA, USA). The
GAPDH housekeeping gene was used as an internal control to normalize mRNA
levels of different genes. Relative changes in expression were calculated using the
2−ΔΔCt (where Ct is the threshold cycle) method. Primer sequences for all genes
tested are listed in Supplementary Table S1.

Detection of serglycin in CM. A total of 1 × 106 cells were plated in 100 mm
dishes and cultured in regular medium. After 24 h in culture, cells were starved for
24 h. Culture supernatants were collected, centrifuged at 3000 r.p.m. for 5 min and
concentrated with Amicon Ultracentrifuge filters (10 kDa molecular weight cutoff
pore size; Millipore, Boston, MA, USA). Serglycin was detected in concentrated CM
by immunoblotting.

Colony formation assay. Cells were counted and plated at 500 cells per well
in a six-well plate and incubated for 24 h to allow settling. The cells were treated
with a range of cisplatin doses (0, 0.3, 1.2 μM). When the majority of colonies grew
to 450 cells, the wells were washed, fixed in methanol for 15 min and stained with
crystal violet for 30 min at room temperature. All experiments were independently
repeated at least thrice.

MTS assay. For IC50 determination, cells were counted, plated in triplicate at 2000
cells per well (200 μl) in 96-well plates and allowed to grow overnight. For individual
groups, cisplatin or 5-fluorouracil was added to the wells in a concentration gradient.
Cell viability was measured 48 h later by MTS method (Promega, Madison, WI, USA,
G5421). For cell proliferation assays, cells were seeded into 96-well plates at 1000
cells per well and treated with 10% FBS, 0.1% FBS, cisplatin (Sigma, Shanghai,
China; 0.8 μM) or 5-fluorouracil (Sigma) (25 μM). Parallel plates were harvested at
various times post-seeding. Cell viability was measured by MTS method (Promega,
G5421), and the optical density (OD) was measured at 490 nm.

Immunoblotting. Whole-cell lysates were extracted with RIPA buffer supple-
mented with 1 : 100 protease inhibitors (Roche). Nuclear or cytoplasmic extracts were
prepared with a Nucl-Cyto Preparation Kit (Applygn, Shanghai, China) according to
the manufacturer’s instructions. The antibodies used for western blotting were as
follows: serglycin (Abnova, H00005552-M03, Taibei, China), CD44 (Proteintech,
Wuhan, China, 15675-1-AP) and several antibodies from Cell Signaling Technology,
Danvers, MA, USA, including cleaved PARP (6525), t-ERK (4780), phospho-ERK1/2
(5726), t-AKT (4691), phospho-AKT (Ser473; 4051), β-catenin (9562), and GAPDH
(2118). Anti-mouse (W4021) and anti-rabbit (W4011) peroxidase-conjugated
secondary antibodies were obtained from Promega. Selumetinib was purchased
from Selleck (Shanghai, China) (S1008), U0126 was purchased from Selleck (S1102).

Sphere formation assay. Cells were seeded in ultra-low attachment six-well
plates (Corning, NY, USA) at a density of 1000 cells per well, and cultured in
DMEM/F12 medium (Gibco) with 20 ng/ml epidermal growth factor and 20 ng/ml

Figure 8 Model of the serglycin–CD44 signaling pathway in NPC. Serglycin binds to CD44 and activates MAPK signaling to subsequently promote β-catenin translocation
from the membrane compartment to the nucleus. Note the positive feedback loop in which CD44 is the upstream activator and the downstream transcriptional target of the MAPK/
β-catenin pathway
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basic fibroblast growth factor and B-27 supplement for approximately 10 days. The
spheres were counted under a light microscope. Three independent experiments
were performed.

Immunofluorescence microscopy. Cells were fixed with 4% paraformal-
dehyde (Tiengene, Guangzhou, China) before being permeabilized in 0.1% Triton
X-100, then blocked for 1 h with 5% bovine serum albumin and incubated with
primary rabbit β-catenin antibody (1:200, Cell Signaling Technology) overnight at 4 °
C. Cells were rinsed in PBS and incubated with Alexa Fluor 594-conjugated anti-
rabbit IgG (Beyotime, Beijing, China) for 1 h at room temperature. Cells were then
stained with DAPI (Invitrogen) before mounting. Images were analyzed using an
Olympus immunofluorescence microscope (Tokyo, Japan).

IHC staining. IHC analysis was performed on three sections. Primary
antibodies against β-catenin, serglycin and P-ERK were diluted 1 : 100 and were
incubated at 4 °C overnight in a humidified container. After washing with PBS three
times, tissue slides were treated with a non-biotin horseradish peroxidase detection
system according to the manufacturer’s instructions (Dako, Glostrup, Denmark).

Luciferase assay. Cells were plated into 96-well plates and transfected with
CD44 luciferase reporter plasmid the next day (GeneCopoeia, Rockville, MD, USA,
HPRM10479-PG04). After 2 days, luciferase assays were performed using the
Secrete-Pair Dual Luminescence Assay Kit (GeneCopoeia) according to the
manufacturer’s protocol. The CD44 promoter sequence is listed in Supplementary
Figure S3.

Animal experiments. Athymic nude mice were purchased from Guangdong
Medical Laboratory Animal Center (Guangzhou, China) at 4 weeks of age. Tumor
cells were suspended in 100 μl PBS containing 50% Matrigel (BD Biosciences,
Franklin Lakes, NJ, USA), then injected into the left or right axillary area. The mice
were monitored twice per week for palpable tumor formation. All animal experiments
were approved by the Institutional Animal Care and Use Committee of the Sun Yat-
Sen University Cancer Center.

Statistical analyses. All statistical analyses were performed using the SPSS
(IBM, NY, USA) (version 17) package. Data are represented as the mean±S.D.,
and a Student's t-test (two-tailed) was used to evaluate the significance between
any two groups of data. The correlation (r) between serglycin and CD44 levels
in nasopharyngeal tissues was evaluated using Pearson’s correlation analysis
(two-tailed). Po0.05 was considered statistically significant.

Conflict of Interest
The authors declare no conflict of interest.

Acknowledgements. This work was supported by grants from the National
Natural Science Foundation of China (grant no. 81572901, 31170151, 81373500,
81272340, 30770108, 81472386, 81030043 and 81673903), the Science and
Technology Planning Project of Guangdong Province, China (grant no. 2014B020212017,
2014A020209024, 2015A020210046 and 2009A030331005, 2014B050504004 and
2015B050501005), the Guangzhou Key Program of Science and Technology (grant
no. 2012Y2-00026), the Shenzhen Basic Research Program of Science and
Technology R&D (grant no. JCYJ20150330102720115), and the Natural Science
Foundation of Guangdong Province, China (2016A030311011).

1. Cao SM, Simons MJ, Qian CN. The prevalence and prevention of nasopharyngeal
carcinoma in China. Chin J Cancer 2011; 30: 114–119.

2. Adham M, Kurniawan AN, Muhtadi AI, Roezin A, Hermani B, Gondhowiardjo S et al.
Nasopharyngeal carcinoma in Indonesia: epidemiology, incidence, signs, and symptoms at
presentation. Chin J Cancer 2012; 31: 185–196.

3. Langendijk JA, Leemans CR, Buter J, Berkhof J, Slotman BJ. The additional value of
chemotherapy to radiotherapy in locally advanced nasopharyngeal carcinoma: a meta-
analysis of the published literature. J Clin Oncol 2004; 22: 4604–4612.

4. Lin HX, Hua YJ, Chen QY, Luo DH, Sun R, Qiu F et al. Randomized study of sinusoidal
chronomodulated versus flat intermittent induction chemotherapy with cisplatin and
5-fluorouracil followed by traditional radiotherapy for locoregionally advanced nasophar-
yngeal carcinoma. Chin J Cancer 2013; 32: 502–511.

5. Ma BB, Hui EP, Chan AT. Systemic approach to improving treatment outcome in
nasopharyngeal carcinoma: current and future directions. Cancer Sci 2008; 99: 1311–1318.

6. Kolset SO, Gallagher JT. Proteoglycans in haemopoietic cells. Biochim Biophys Acta 1990;
1032: 191–211.

7. Kolset SO, Tveit H. Serglycin–structure and biology. Cell Mol Life Sci 2008; 65: 1073–1085.
8. Schick BP, Gradowski JF, San Antonio JD. Synthesis, secretion, and subcellular localization

of serglycin proteoglycan in human endothelial cells. Blood 2001; 97: 449–458.
9. Schick BP, Ho HC, Brodbeck KC, Wrigley CW, Klimas J. Serglycin proteoglycan

expression and synthesis in embryonic stem cells. Biochim Biophys Acta 2003; 1593:
259–267.

10. Uhlin-Hansen L, Wik T, Kjellen L, Berg E, Forsdahl F, Kolset SO. Proteoglycan metabolism in
normal and inflammatory human macrophages. Blood 1993; 82: 2880–2889.

11. Biederbick A, Licht A, Kleene R. Serglycin proteoglycan is sorted into zymogen granules of
rat pancreatic acinar cells. Eur J Cell Biol 2003; 82: 19–29.

12. Abrink M, Grujic M, Pejler G. Serglycin is essential for maturation of mast cell secretory
granule. J Biol Chem 2004; 279: 40897–40905.

13. Theocharis AD, Seidel C, Borset M, Dobra K, Baykov V, Labropoulou V et al. Serglycin
constitutively secreted by myeloma plasma cells is a potent inhibitor of bone mineralization
in vitro. J Biol Chem 2006; 281: 35116–35128.

14. Keith Ho HC, McGrath KE, Brodbeck KC, Palis J, Schick BP. Serglycin proteoglycan
synthesis in the murine uterine decidua and early embryo. Biol Reprod 2001; 64: 1667–1676.

15. Ringvall M, Ronnberg E, Wernersson S, Duelli A, Henningsson F, Abrink M et al. Serotonin
and histamine storage in mast cell secretory granules is dependent on serglycin
proteoglycan. J Allergy Clin Immunol 2008; 121: 1020–1026.

16. Li XJ, Ong CK, Cao Y, Xiang YQ, Shao JY, Ooi A et al. Serglycin is a theranostic
target in nasopharyngeal carcinoma that promotes metastasis. Cancer Res 2011; 71:
3162–3172.

17. Korpetinou A, Skandalis SS, Moustakas A, Happonen KE, Tveit H, Prydz K et al. Serglycin is
implicated in the promotion of aggressive phenotype of breast cancer cells. PloS One 2013;
8: e78157.

18. Purushothaman A, Toole BP. Serglycin proteoglycan is required for multiple myeloma cell
adhesion, in vivo growth, and vascularization. J Biol Chem 2014; 289: 5499–5509.

19. Niemann CU, Kjeldsen L, Ralfkiaer E, Jensen MK, Borregaard N. Serglycin proteoglycan in
hematologic malignancies: a marker of acute myeloid leukemia. Leukemia 2007; 21:
2406–2410.

20. Bao YN, Cao X, Luo DH, Sun R, Peng LX, Wang L et al. Urokinase-type plasminogen
activator receptor signaling is critical in nasopharyngeal carcinoma cell growth and
metastasis. Cell Cycle (Georgetown, TX) 2014; 13: 1958–1969.

21. Chia CS, Ong WS, Li XJ, Soong YL, Chong FT, Tan HK et al. Serglycin expression: an
independent marker of distant metastases in nasopharyngeal carcinoma. Head Neck 2016;
38: 21–28.

22. Toyama-Sorimachi N, Kitamura F, Habuchi H, Tobita Y, Kimata K, Miyasaka M. Widespread
expression of chondroitin sulfate-type serglycins with CD44 binding ability in
hematopoietic cells. J Biol Chem 1997; 272: 26714–26719.

23. Toyama-Sorimachi N, Sorimachi H, Tobita Y, Kitamura F, Yagita H, Suzuki K et al. A novel
ligand for CD44 is serglycin, a hematopoietic cell lineage-specific proteoglycan. Possible
involvement in lymphoid cell adherence and activation. J Biol Chem 1995; 270: 7437–7444.

24. Qian CN, Berghuis B, Tsarfaty G, Bruch M, Kort EJ, Ditlev J et al. Preparing the "soil": the
primary tumor induces vasculature reorganization in the sentinel lymph node before the
arrival of metastatic cancer cells. Cancer Res 2006; 66: 10365–10376.

25. Mani SA, Guo W, Liao MJ, Eaton EN, Ayyanan A, Zhou AY et al. The epithelial-mesenchymal
transition generates cells with properties of stem cells. Cell 2008; 133: 704–715.

26. Pang R, Law WL, Chu AC, Poon JT, Lam CS, Chow AK et al. A subpopulation of CD26+
cancer stem cells with metastatic capacity in human colorectal cancer. Cell Stem Cell 2010;
6: 603–615.

27. Douma S, Van Laar T, Zevenhoven J, Meuwissen R, Van Garderen E, Peeper DS.
Suppression of anoikis and induction of metastasis by the neurotrophic receptor TrkB. Nature
2004; 430: 1034–1039.

28. Beyer-Sehlmeyer G, Hiddemann W, Wormann B, Bertram J. Suppressive subtractive
hybridisation reveals differential expression of serglycin, sorcin, bone marrow proteoglycan
and prostate-tumour-inducing gene I (PTI-1) in drug-resistant and sensitive tumour cell lines
of haematopoetic origin. Eur J Cancer (Oxford, England: 1990) 1999; 35: 1735–1742.

29. Qin L, Yin YT, Zheng FJ, Peng LX, Yang CF, Bao YN et al. WNT5A promotes stemness
characteristics in nasopharyngeal carcinoma cells leading to metastasis and tumorigenesis.
Oncotarget 2015; 6: 10239–10252.

30. Yang CF, Peng LX, Huang TJ, Yang GD, Chu QQ, Liang YY et al. Cancer stem-like cell
characteristics induced by EB virus-encoded LMP1 contribute to radioresistance in
nasopharyngeal carcinoma by suppressing the p53-mediated apoptosis pathway. Cancer
Lett 2014; 344: 260–271.

31. Yang CF, Yang GD, Huang TJ, Li R, Chu QQ, Xu L et al. EB-virus latent membrane protein 1
potentiates the stemness of nasopharyngeal carcinoma via preferential activation of PI3K/
AKT pathway by a positive feedback loop. Oncogene 2015; 35: 3419–3431.

32. Madan B, Virshup DM. Targeting Wnts at the source–new mechanisms, new biomarkers,
new drugs. Mol Cancer Ther 2015; 14: 1087–1094.

33. Zoller M. CD44: can a cancer-initiating cell profit from an abundantly expressed molecule?
Nat Rev Cancer 2011; 11: 254–267.

34. Zhu X, Morales FC, Agarwal NK, Dogruluk T, Gagea M, Georgescu MM. Moesin is a glioma
progression marker that induces proliferation and Wnt/beta-catenin pathway activation via
interaction with CD44. Cancer Res 2013; 73: 1142–1155.

Serglycin/CD44 axis maintains self-renewal
Q Chu et al

12

Cell Death and Disease



35. Wielenga VJ, Smits R, Korinek V, Smit L, Kielman M, Fodde R et al. Expression of CD44 in
Apc and Tcf mutant mice implies regulation by the WNT pathway. Am J Pathol 1999; 154:
515–523.

36. Guo L, Chen S, Jiang H, Huang J, Jin W, Yao S. The expression of S100P increases and
promotes cellular proliferation by increasing nuclear translocation of beta-catenin in
endometrial cancer. Int J Clin Exp Pathol 2014; 7: 2102–2112.

37. Levental KR, Yu H, Kass L, Lakins JN, Egeblad M, Erler JT et al. Matrix crosslinking forces
tumor progression by enhancing integrin signaling. Cell 2009; 139: 891–906.

38. Lu P, Takai K, Weaver VM, Werb Z. Extracellular matrix degradation and remodeling in
development and disease. Cold Spring Harbor Perspect Biol 2011; 3: a005058.

39. Frank NY, Schatton T, Frank MH. The therapeutic promise of the cancer stem cell concept.
J Clin Invest 2010; 120: 41–50.

40. Kim SH, Turnbull J, Guimond S. Extracellular matrix and cell signalling: the dynamic
cooperation of integrin, proteoglycan and growth factor receptor. J Endocrinol 2011; 209:
139–151.

41. Hynes RO. The extracellular matrix: not just pretty fibrils. Science (New York, NY) 2009; 326:
1216–1219.

42. Leitinger B, Hohenester E. Mammalian collagen receptors. Matrix Biol 2007; 26: 146–155.
43. Xian X, Gopal S, Couchman JR. Syndecans as receptors and organizers of the

extracellular matrix. Cell Tissue Res 2010; 339: 31–46.
44. Pickup MW, Mouw JK, Weaver VM. The extracellular matrix modulates the hallmarks

of cancer. EMBO Rep 2014; 15: 1243–1253.
45. Oskarsson T, Acharyya S, Zhang XH, Vanharanta S, Tavazoie SF, Morris PG et al.

Breast cancer cells produce tenascin C as a metastatic niche component to colonize
the lungs. Nat Med 2011; 17: 867–874.

46. Toole BP, Slomiany MG. Hyaluronan: a constitutive regulator of chemoresistance and
malignancy in cancer cells. Semin Cancer Biol 2008; 18: 244–250.

47. Scheel C, Weinberg RA. Cancer stem cells and epithelial-mesenchymal transition: concepts
and molecular links. Semin Cancer Biol 2012; 22: 396–403.

48. Wu MS, Wang GF, Zhao ZQ, Liang Y, Wang HB, Wu MY et al. Smac mimetics in
combination with TRAIL selectively target cancer stem cells in nasopharyngeal carcinoma.
Mol Cancer Ther 2013; 12: 1728–1737.

49. Deng CC, Liang Y, Wu MS, Feng FT, Hu WR, Chen LZ et al. Nigericin selectively targets
cancer stem cells in nasopharyngeal carcinoma. Int J Biochem Cell Biol 2013; 45:
1997–2006.

50. Magee JA, Piskounova E, Morrison SJ. Cancer stem cells: impact, heterogeneity, and
uncertainty. Cancer Cell 2012; 21: 283–296.

51. Dean M, Fojo T, Bates S. Tumour stem cells and drug resistance. Nat Rev Cancer 2005;
5: 275–284.

52. Guo D, Xu BL, Zhang XH, Dong MM. Cancer stem-like side population cells in the human
nasopharyngeal carcinoma cell line cne-2 possess epithelial mesenchymal transition
properties in association with metastasis. Oncol Rep 2012; 28: 241–247.

Cell Death and Disease is an open-access journal
published by Nature Publishing Group. This work is

licensed under a Creative Commons Attribution 4.0 International
License. The images or other third party material in this article are
included in the article’s Creative Commons license, unless indicated
otherwise in the credit line; if the material is not included under the
Creative Commons license, users will need to obtain permission from
the license holder to reproduce the material. To view a copy of this
license, visit http://creativecommons.org/licenses/by/4.0/

r The Author(s) 2016

Supplementary Information accompanies this paper on Cell Death and Disease website (http://www.nature.com/cddis)

Serglycin/CD44 axis maintains self-renewal
Q Chu et al

13

Cell Death and Disease

http://creativecommons.org/licenses/by/4.0/

	Extracellular serglycin upregulates the CD44 receptor in an autocrine manner to maintain self-renewal in nasopharyngeal carcinoma cells by reciprocally activating the MAPK/β-catenin axis
	Main
	Results
	Highly metastatic S18 cells have more significant cancer stem-like cell characteristics compared with lowly metastatic S26 cells
	Serglycin overexpression is closely associated with the CSC-like properties of S18
	Serglycin downregulation enhances S18 cell chemotherapy sensitivity
	NPC CSC surface marker CD44 is an ERK-dependent downstream serglycin effector
	Serglycin induces CD44 expression to potentiate its self-renewal capacity by activating the MAPK pathway
	The MAPK/β-catenin pathway is activated in S18 cells
	Serglycin triggers MAPK/β-catenin signaling axis to maintain S18 cell stemness in a positive feedback loop

	Discussion
	Materials and Methods
	Cell culture and tissues
	Lentiviral transduction
	Plasmid transfection
	Real-time quantitative PCR (qPCR)
	Detection of serglycin in CM
	Colony formation assay
	MTS assay
	Immunoblotting
	Sphere formation assay
	Immunofluorescence microscopy
	IHC staining
	Luciferase assay
	Animal experiments
	Statistical analyses

	Acknowledgements
	Notes
	References




