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[LONDON] The humble fruitfly Drosophila
melanogaster will be the first organism
studied by the private fast-track genome-
sequencing effort launched jointly earlier
this month by J. Craig Venter, founder
of The Institute for Genomics Research,
and the laboratory equipment manufacturer
Perkin-Elmer (see Nature 393, 101 &
201; 1998).

The main objective is to sequence the
entire human genome within the next
three years. But Venter has announced
that he plans to sequence the 120-megabase
Drosophila euchromatic genome as a
dry run.

The project will be carried out jointly
with several research teams in the United
States and elsewhere already
engaged in a project to
sequence the Drosophila
genome. Although this project
was scheduled for completion in
2001, the approach that Venter is
planning to use for his assault
on the human genome
should, if successful, see
the task completed by
next year.

“The offer [from Ven-
ter] came as a bit of a
shock, as we had already
drawn up our own plans,”
says Gerry Rubin of the University
of California at Berkeley, leader of the Berke-
ley Drosophila genome project. “But it is in
all our interests to see that the genome is
sequenced as quickly as possible, and I feel
that [this new proposal] is all going to be for
the good.”

Venter says that a number of potential
candidate organisms were investigated for a
‘proof of principle’ of his sequencing strate-
gy, which uses a ‘shotgun’ approach to divide
the complete sequence into small fragments,
each of which is sequenced several times.
“We could have used the plant Arabidopsis,
but we decided that the most useful thing we
could do was Drosophila.”

He says that one of the reasons for the
choice was the large amount of work that has
already been put into Drosophila, particular-
ly the mapping that will allow the isolated
sequences to be reassembled in the correct
order. “The [existing] cDNA libraries are
some of the best in the world,” he says.

Sensitive to charges that his human
genome efforts will be competing directly
with federally funded work (see right), Ven-
ter is also keen that the Drosophila work
should be a genuinely cooperative effort. “I
hope that this will serve as a model of how we
can work with others in the genome commu-
nity to get sequencing done.”

Rubin says he is pleased that, as part of the

the genome, are aware that collaboration
with the Venter/Perkin-Elmer initiative will
involve a significant revision of some of their
medium-term plans. The repercussions will
also be widely felt in Europe, where laborato-
ries in several countries, in particular the
United Kingdom, Germany and Greece, are
taking part in the sequencing project with
support provided through the European
Commission in Brussels.

Many of the researchers already engaged
in the sequencing also face the prospect of
having to overcome the widespread antago-
nism generated in the sequencing commu-
nity by the aggressiveness with which news
of the Venter/Perkin-Elmer initiative was
announced.

A successful, cooperative Drosophila
sequencing is seen on both sides as one way
this antagonism — and the suspicion of the
new initiative it has generated — could be
diluted by an awareness that the sooner the
sequence is completed, the sooner the more
interesting work of analysing it can start.
“There will still be a significant amount of
work to be done,” says Rubin. “The sequence
is just the beginning.” David Dickson 

news

collaborative agreement, Venter has agreed
to make available to the international
research community all the raw trace data
obtained from the automatic sequencers.
(One bone of contention over the human
project has been the conditions under which
such data will be made available to other
researchers.)

The joint Drosophila project has also been
welcomed by Francis Collins, director of the
National Human Genome Research Insti-
tute, the body funding the current Drosophila
sequencing work at Berkeley and elsewhere in
the United States. “I think that we need to
learn about the strategy of full genome shot-
gun sequencing, and what its benefits and
shortcomings might be,” he says. “Clearly

Drosophila would be a good test run. Its
success would not necessarily

predict success for the human
genome; but its failure would cer-

tainly imply failure for the human
genome.”

Those who are engaged
in the existing international

Drosophila sequencing, which has
already sequenced about 10 per cent of
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Drosophila set for fast-track sequencing

[WASHINGTON] The
genome researcher

J. Craig Venter said last week
that he was prepared to
accompany officials of the
US Department of Energy
(DOE) and the National
Institutes of Health (NIH) to
the Congress to make the
case for more — not less —
public funding for genome
research.

His offer came as the
chairman of the Senate
Budget Committee called for
Congress to investigate the
role of the federally funded
Human Genome Project in
the light of the
announcement that Venter
and Perkin-Elmer are to
launch a private initiative to
sequence much of the
human genome in the next
three years (see above).

Senator Pete Domenici
(Republican, New Mexico)
told the Senate Labor and
Human Resources
Committee that Congress
needs to investigate the
implications of the private
proposal. “Somewhere in the

formal committee setting we
have to find out what [the
new initiative] means,”
Domenici said.

But Venter says he is
keen for his private initiative
to be seen as
complementary to — and not
in competition with — federally
funded efforts. “It is going to
be much better for science
as a whole if we can find a
way to work together to get
the genome sequenced
faster,” he says. “The worst
thing that could happen
would be any decrease in
[federal] funding.”

Domenici suggested that
the issue should be
addressed in joint hearings
by the Labor and Human
Resources Committee, which
has jurisdiction over the NIH,
and the Senate Energy and
Natural Resources
Committee, which oversees
the DOE. The NIH and DOE
fund about two-thirds and
one-third of the genome
project, respectively.

“I put the money in a bill
to pay for [the] genome

[project]. And I put up
everything the president asks
for every time,” said
Domenici, who played a
prominent role in the launch
of the Human Genome
Project. “But now we’ve got
this cloud hanging over that’s
suggesting that maybe we
don’t need to spend all that
money. And I think we have
to get the answer
somewhere or another.”

James Jeffords
(Republican, Vermont), the
chairman of the Labor and
Human Resources
Committee, responded that
the issue has his “top
attention”, and added that he
“will look into” holding
hearings on the issue.

Senator Bill Frist
(Republican, Tennessee),
who chairs the
subcommittee of the labour
committee responsible for
the NIH, said in a statement
that it was “premature” to talk
about abandoning the
federal government’s effort
on the Human Genome
Project. Meredith Wadman

Venter backs call for more public funds
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