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            ABSTRACT
The large number of single nucleotide polymorphism (SNP) markers available in the public databases makes studies of association and fine mapping of disease loci very practical. To provide information for researchers who do not follow SNP genotyping technologies but need to use them for their research, we review here recent developments in the fields. We start with a general description of SNP typing protocols and follow this with a summary of current methods for each step of the protocol and point out the unique features and weaknesses of these techniques as well as comparing the cost and throughput structures of the technologies. Finally, we describe some popular techniques and the applications that are suitable for these techniques.
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	SNP:
	
                    single nucleotide polymorphism

                  
	SBE:
	
                    single base extension

                  
	ASE:
	
                    allele-specific extension

                  
	AS-PCR:
	
                    allele-specific PCR

                  
	FRET:
	
                    fluorescence resonance energy transfer

                  
	FP:
	
                    fluorescence polarization

                  
	MALDI:
	
                    matrix-assisted laser desorption/ionization

                  
	MS:
	
                    mass spectrometry
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