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Cardiovascular development has become a crucial element of
transgene technology in that many transgenic and knockout mice
unexpectedly present with a cardiac phenotype, which often turns
out to be embryolethal. This demonstrates that formation of the
heart and the connecting vessels is essential for the functioning
vertebrate organism. The embryonic mesoderm is the source of
both the cardiogenic plate, giving rise to the future myocardium
as well as the endocardium that will line the system on the inner
side. Genetic cascades are unravelled that direct dextral looping
and subsequent secondary looping and wedging of the outflow
tract of the primitive heart tube. This tube consists of a number
of transitional zones and intervening primitive cardiac chambers.
After septation and valve formation, the mature two atria and two
ventricles still contain elements of the primitive chambers as well

as transitional zones. An essential additional element is the
contribution of extracardiac cell populations like neural crest
cells and epicardium-derived cells. Whereas the neural crest cell
is of specific importance for outflow tract septation and forma-
tion of the pharyngeal arch arteries, the epicardium-derived cells
are essential for proper maturation of the myocardium and
coronary vascular formation. Inductive signals, sometimes linked
to apoptosis, of the extracardiac cells are thought to be instructive
for differentiation of the conduction system. In summary, cardio-
vascular development is a complex interplay of many cell–cell
and cell–matrix interactions. Study of both (transgenic) animal
models and human pathology is unravelling the mechanisms
underlying congenital cardiac anomalies. (Pediatr Res 57: 169–
176, 2005)

The recent development of new molecular and developmen-
tal biologic techniques, culminating in the transgenic era,
implies a rejuvenation of research in early cardiovascular
morphogenesis (1). For the first time it has become possible to
study normal as well as abnormal heart development in detail
in a rapidly increasing number of animal models. This allows
us to get a grip on genes that dictate sidedness (2) and cardiac
looping (3). It has taken away the notion that the cardiac
mesoderm ever has a completely symmetric bilateral origin
(Fig. 1a). It also shows that cardiac segmental predetermina-
tion already takes place in the cardiogenic plate stage (4). The
next step brings us to the more complicated stages of cardio-
vascular development, being the secondary stage of looping of
the heart with tightening of the inner curvature and the com-
pletion of an arterial and a venous pole, in which a complicated

set of septa separates veins, atria, ventricles, and the great
arteries. This is completed by valve formation, differentiation
of a conduction system, and a heart-specific supply from the
coronary vascular system. During these latter stages of heart
formation, it is essential that extracardiac cellular components
are incorporated into the heart. These are the neural crest cells
(5–8) as well as epicardium-derived cells (EPDC) from the
pro-epicardial organ (9–11). The cellular contributions are
essential for cardiac development and there is cardiac depen-
dent embryo lethality if outgrowth to the heart is inhibited. In
this review, we will shortly describe the basic aspects of heart
development, incorporate results of novel research technology,
and make a link to human congenital heart disease where
possible.

NOMENCLATURE

A major pitfall in analyzing and reading studies in this field
is the confusing use of terminology. The available cardiovas-
cular developmental literature is mainly based on a combina-
tion of chicken and mouse studies (12), which is currently

Received January 13, 2004; accepted June 8, 2004.
Correspondence: A.C. Gittenberger-de Groot, Ph.D., Department of Anatomy and

Embryology, P.O. Box 9602, 2300 RC Leiden, The Netherlands; e-mail:
acgitten@lumc.nl

DOI: 10.1203/01.PDR.0000148710.69159.61

0031-3998/05/5702-0169
PEDIATRIC RESEARCH Vol. 57, No. 2, 2005
Copyright © 2005 International Pediatric Research Foundation, Inc. Printed in U.S.A.

ABSTRACT

169



extended by the relative simple anatomy of the zebra fish heart
(13). The reliable studies based on human embryonic material
date back to the few famous collections as exemplified by the
Carnegie Collection and data from local collections such as
present in the anatomy and embryology department at Leiden
University Medical Center. This implies that current papers
appear with a confusing variety of terms based on avian and
mammalian data, which unfortunately do not overlap com-
pletely. Molecular biologists, wanting to describe their trans-
genic models, run into this problem. They are often annoyed
and surprised that heart development has not been solved long
ago and is being described in unambiguous terms, so that they
can simply explain the gene expression patterns and transgenic
phenotypes by using a cardiovascular developmental database.
Awareness of the problem is the only help that can be offered
at the moment.

CARDIOGENIC PLATE AND HEART TUBE
FORMATION

The heart is derived from the anterior splanchnic mesoderm. It
forms from two crescent-like cardiogenic plates (Fig. 1a) that
already early on express cardiac-specific genes like Nkx 2.5 (3)
and GATA4 (14). After fusion of these plates in the midline, a
primary heart tube (Fig. 1b) is formed (15) that shows peristaltic
contraction at 3 wk of development in a human embryo. The
genes expressed in the cardiac tube already show an anterior
(ventricular) and posterior (atrial) specification, but the differen-
tiation in chamber myocardium and myocardium of the transi-
tional or intersegmental zones takes place during the rightward
looping process (Fig. 1c). This latter process is regulated by a
cascade of genes that are essential for left-right programming
(3,16). Disturbances will lead to abnormal looping that can vary
from random, anterior to leftward looping. The consequences for
human development are found in the abnormal atrial situs (situs
inversus or isomerism), dextrocardia, and ventricular inversion. It
is important to realize that only the atria of the heart may present
with isomerism, whereas the ventricles never show heterotaxia
patterns.
Differentiation of the Primary Heart Tube into Cardiac

Chambers and Transitional Zones. The formation of the
cardiac chambers from the primary heart tube has recently

received a great deal of attention. The ballooning concept of
chamber expansion (17) sets an example here. In the myocar-
dium of the looped heart tube, we discern several transitional
zones (TZ) and intervening primitive cardiac chambers (CC).
The transitional zones deserve special attention as they will
become part of the septa, valves, conduction system, and
fibrous heart skeleton. Furthermore, they will be partly incor-
porated in the cardiac chambers during formation of the defin-
itive right and left atrium and their ventricular counterparts.
We distinguish from the venous to the arterial pole: the sinus
venosus and the sinoatrial ring (TZ), the primitive atrium (CC),
the atrioventricular canal or ring (TZ), the primitive left ven-
tricle (CC), the primary fold or ring (TZ), the primitive right
ventricle (CC), and the ventricular outflow tract with a proxi-
mal and a distal part, also referred to as the ventriculoarterial
ring (TZ) (Fig. 2). Of the transitional zones, the sinus venosus
and primary fold do not develop endocardial cushions, whereas
the atrioventricular canal and outflow tract present with cush-
ions. The looping process brings all transitional zones together
in the inner curvature of the heart tube whereas the trabeculated
primitive chambers stand out on the outer curvature. The
morphologic characteristics of the inner curvature can explain
why many genes, when disturbed, have a deficient remodeling
of the inner curvature as a result. This will lead to a deficient
leftward movement of the outflow tract over the atrioventric-
ular canal, resulting in a spectrum of outflow tract abnormal-
ities. The most extreme case is a double-outlet right ventricle
with an obligatory ventricular septal defect or, in less extreme
cases, just a ventricular septal defect. These malformations are
the most common in transgenic mice.

Figure 1. Schematic representation of (a) the bilateral formation of the
mesoderm-derived cardiogenic plates, which are not quite symmetric. (b) After
fusion, these form a straight heart tube with an arterial (AP) and a venous (VP)
pole. (c) Thereafter, the tube starts its rightward (dextral) looping (DL).

Figure 2. Schematic drawing of the looped heart tube with the cardiac
chambers and the transitional zones. Following the blood flow from venous to
arterial, we can distinguish the sinus venosus (SV), the sinoatrial ring (SAR),
the primitive atrium (PA), the atrioventricular ring (AVR) encircling the
atrioventricular canal, the primitive left ventricle (PLV), the primary fold or
ring (PR), the primitive right ventricle (PRV), the outflow tract ending at the
ventriculoarterial ring (VAR), and the aortic sac (AS).
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CARDIAC SEPTATION AND CHAMBER
FORMATION

Septation has to take place at three levels: the atrium, the
ventricle, and the arterial pole. For normal septation, correct
looping is essential. In the septation process, specifically of the
outflow tract of the ventricle, the extracardiac contribution of
neural crest cells also plays an essential role. With proper
septation of the various levels, transitional zones are incorpo-
rated into the primitive chambers leading to the formation of
the definitive cardiac atria and ventricles. The three levels will
be discussed separately and, where necessary, integrated.
Atrial Formation, Septation, and Sinus Venosus Contribu-

tion. The atria consist of a main smooth-walled compartment
and trabeculated appendages, which have a characteristic shape
differentiating the right atrium from the left atrium (18). The
primitive atria are connected to the dorsal body wall by the
dorsal mesocardium, in which the sinus venosus and its tribu-
tary veins are lodged. During heart looping, the main veins
feeding the sinus venosus, being the right anterior and posterior
cardinal vein as well as the left anterior cardinal vein, become
incorporated in the posterior wall of the right atrium. In this
process, a right and a left sinus venosus valve are formed,
creating a sort of funnel for the entrance of blood into the
atrium (Fig. 3a). Anteriorly, the left and right venous valves
fuse to form the septum spurium, which is connected to the
anterior part of the atrioventricular canal. On the basis of
immunohistochemical data in several species such as quail
(19), mouse (20), rat (21,22), and human embryos (23,24), it is
likely that the pulmonary venous anlage belongs to the embry-
onic sinus venosus. During atrial septation, the pulmonary
veins will not remain embedded in the right atrium, but instead
relocate to the dorsal wall of the left atrium. This opinion is
contested by the group of Anderson and colleagues (25), who
claim a separate midline origin of the so-called pulmonary pit
in the dorsal mesocardium. Novel findings in the development
of the primitive conduction system do not favor this opinion.
From the studies of development of the conduction system,

it also became obvious that a ring of sinus venosus–derived

tissue encircles the mitral orifice (Fig. 3b). This implies that the
majority of the smooth-walled atrium will be sinus venosus–
derived, whereas the appendages are atrium proper. The pri-
mary septum of the atrium will develop a fenestration, confus-
ingly referred to as the ostium secundum. The ostium primum
of the atrium is an embryonic right-to-left connection that is
normally closed by fusion of the cushion-like under-rim of the
primary septum with the atrioventricular cushions. When this
process does not take place, a primary atrial septal defect will
develop, mostly in combination with insufficient fusion of the
superior and inferior atrioventricular cushions as well. The
resultant malformation is called an atrioventricular septal de-
fect or atrioventricular canal defect. It is encountered in, e.g.
the transforming growth factor (TGF)-�2 knockout mouse
(26). In human patients, it is often found in trisomy 21 or Down
syndrome patients (27,28).
In human development, we see the formation of a secondary

atrial septum in which the left venous valve is incorporated.
This valve is actually a fold in the roof of the right atrium,
which we consider to be pulled down by the sinus venosus–
derived septum spurium (24). In mouse embryos, however, the
left venous valve remains a separate structure and chicken
embryos lack a septum secundum altogether (19). Deficient
formation of the primary atrial septum (valve of the foramen
ovale) as well as insufficient formation of the secondary sep-
tum lead to atrial septum secundum defects (ASD II), a com-
mon abnormality in human neonates. Familiar forms have been
shown to be linked to a mutation in the Nkx2.5 gene (29).
Ventricular Formation and Septation. The primary heart

tube after looping shows an atrioventricular canal, a primitive
left ventricle, and a primitive right ventricle that are separated
by the primary fold or ring (Fig. 2). In the process of ventric-
ular septation, we are basically dealing with two components.
First, the ventricular inflow septum and, second, the ventricular
outflow septum.
Ventricular inflow septation. The ventricular inflow septum

is mainly formed from the primary fold or ring that rises up
from the ventricular apex, in fact as a resultant of the out-
growth of the primitive right and left ventricular chambers
(Fig. 4, a and b). The process is complicated by subsequent
positioning of a tricuspid orifice above the right and a mitral
orifice above the left ventricle. This is accomplished by the
secondary formation and outgrowth of the right ventricular
inflow tract that starts as an atrioventricular gully in the mass
of the primary fold (30–32). This process results in the forma-
tion of a definitive right ventricle (Fig. 4, c and d) with an
anterior trabeculated part leading to the outflow tract, separated
from the also trabeculated inflow tract by the septomarginal
trabeculation that continues into the moderator band, both
derived from primary-fold myocardium. Definitive closure of
the primary “interventricular” foramen is achieved by fusion of
the superior and inferior atrioventricular cushions, which will
also receive a contribution from the outflow tract cushions. The
cushion material will mainly condense into what is known as
the membranous part of the atrioventricular septum. We have
recently shown in human trisomy 21 fetal hearts, studied for
their collagen VI distribution, that the membranous septum is
exceptionally large in these cases (27).

Figure 3. (a) Schematic representation of the incorporation of the sinus
venosus into the right (RA) and left (LA) atrium. The sinoatrial ring is depicted
in green and consists of three components: 1) the right venous valve, 2) the left
venous valve, and 3) the fused right and left valve that anteriorly connect to the
atrioventricular ring (AVR, blue) as the septum spurium. The superior caval
vein enters from above at the site of the arrow. The other venous tributaries are
the inferior vena cava (IVC), the coronary sinus (CS), and the pulmonary
venous pit (PV). (b) During atrial septation, a primary atrial septum (AS I) and
a secondary atrial septum (AS II) are formed, the latter incorporates the left
venous valve. The entrance of the pulmonary veins (PV) is now relocated to the
posterior wall of the left atrium.
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From these developmental steps, a number of heart malfor-
mations in both human and mouse can be explained relatively
easily. For instance, with insufficient outgrowth of the right
ventricular inflow tract the tricuspid orifice remains connected
to the embryonic primitive left ventricle, leading to a spectrum
of overriding and straddling tricuspid valve to double-inlet left
ventricle (DILV). Cases with tricuspid atresia belong most
often to the DILV category. In this case, the right ventricle
lacks the inflow tract and only consists of an outflow chamber
derived from the right ventricular outflow tract. The trisomy 16
mouse (33) is a model in which all components of this inflow
tract malformation are found, as well as a number of outflow
tract anomalies.

Ventricular outflow tract septation. During outflow tract
septation, the aortic orifice becomes physically connected to
the left ventricular outflow tract while the pulmonary orifice
remains above the right ventricle. This is in some way com-
parable to the designation of the mitral and tricuspid orifice to
their respective ventricles. It can be appreciated that, in outflow
tract septation, the aorta has to undergo the most marked
change in position.
The sequence of events can be described in the following

way. In the looped heart tube, the outflow tract is considered as
a transitional zone lined on the inside by two endocardial
outflow tract cushions. In humans and mammals, these cannot
be easily distinguished as having a proximal and a distal part.
In avian embryos, this distinction is clear and has lead to the
recognition of bulbar (proximal) and truncal (distal) cushions.
The distal cushions will take part in semilunar valve formation
whereas the proximal cushions will become the muscular
outflow tract septum (34).
Initially, the cushions start to fuse from distal to proximal

and during this process it is essential that an extracardiac
contribution of neural crest cells enters the heart. These neural
crest cells present as a central mass of condensed mesenchyme
between the fourth and sixth pharyngeal arch arteries and
extend two prongs deep down into the proximal cushions. This
phenomenon was first described in the avian embryo (35) and
confirmed in human embryos (36).
We have reconstructed the outflow tract of two human

embryos to show the disposition of the condensed mesenchyme
relative to the mesenchymal vessel wall and the arterial orifice
level, the cushion tissue and the myocardium (Fig. 5, a–d). By
use of animal models such as quail-chick chimera (8) and
retroviral lacZ neural crest cell tracing (6,5,37) in chicken and
recently by neural crest reporter mice (38–40), it was con-
firmed that the earlier described condensed mesenchyme (Fig.
5, a–c) consists mainly of neural crest cells.
The exact role of the neural crest cells in outflow tract

septation is much debated. Initial studies by the group of Kirby
(41) in which the neural crest cells were ablated showed severe
outflow tract abnormalities. More recent studies in various
animal models such as the TGF-�2 knockout mouse (26),
chicken neural crest ablation (42), and the RxR� knockout
mouse (43) show that neural crest cells can still be present in
the outflow tract in case of severe outflow tract malformations.
An explanation for this phenomenon will be provided later.
In normal outflow tract septation, neural crest cells are found

in a condensed mass between the aortic and pulmonary orifice,
where they most probably play a part in the formation of the
conal tendon, initially connecting both orifices (6,36). At the
level of the proximal outflow tract cushions, the neural crest
cells take up a position in close contact with the myocardial
cells and in part invade the myocardium. The majority of these
cells have been shown to go into apoptosis (6). Study of the
human outflow tract myocardialization showed apoptosis in a
similar manner. We have postulated that neural crest cells are
essential in releasing factors that induce activation of TGF-�2.
In vitro studies have shown that TGF-�2 is important for
myocardialization of the outflow tract cushions (17), which
supports the results of our in vivo TGF-�2 knockout mouse

Figure 4. Schematic representation of the remodeling of the cardiac chambers
and the transitional zones at the ventricular level. (a) internal view (compare
with Fig. 2) of the looped heart tube. The transitional zones are, going from the
venous to the arterial pole, the atrioventricular ring (AVR, dark blue), the
primary ring (PR, yellow), and, at the distal end of the myocardial outflow
tract, the ventriculoarterial ring (VAR, bright blue). (b) During looping, with
tightening of the inner curvature (arrow), the right part of the AVR moves to
the right of the ventricular septum (VS). (c) Start of formation of the inflow
tract of the right ventricle by excavation of the PR. The lower border is formed
by the moderator band (MB). (d) Completion of the process with formation of
a tricuspid orifice (TO) above the right ventricle (RV) and the aortic orifice (Ao)
and the mitral orifice (MO) above the left ventricle (LV). It is easily appreciated
that there is aortic-mitral continuity, whereas the distance between the TO and
the pulmonary orifice (Pu) is marked.

172 GITTENBERGER-DE GROOT ET AL.



(26). There are various models like the trisomy 16 mouse (33)
and the avian venous clip model (44) in which this myocardi-
alization does not take place, resulting in a mesenchymal
outflow tract septum. Neural crest cells are present in the
outflow tract in these cases, but several mechanisms may
interfere with proper interaction of the neural crest cell with the
myocardium.
The primary role of the neural crest cell is challenged by

research of the 22q11 deletion syndrome. Intensive research of
several groups regarding the genes of the deleted region has
shown Tbx1 to be a primary candidate gene (45). However,
this gene is expressed in the embryonic mesoderm surrounding
the pharyngeal arch arteries and not in the neural crest cell
population. An interaction with FgF8 and FgF10 (46), which
are both expressed in the pharyngeal mesoderm and are under
control of Tbx1, could explain a defective neural crest cell
function in aortic arch and outflow tract septation. There are
exciting new data linking the above information on Tbx1 and
FgF8 and FgF10 expression to cardiac outflow tract develop-
ment. Based on observations dating back to the 1970s and
1980s, there is now ample evidence of the existence of a
so-called secondary (47) or anterior (48) “heart field.” From
this heart field, positioned in the pharyngeal mesoderm and
expressing the aforementioned genes, myocardium is added to
the outflow tract of the heart up to 8 d of development in the
mouse and stage 24 in the chicken. This information links

unequivocally the concept that disturbed interaction of the
pharyngeal arch mesoderm (Tbx1 positive) and adjoining neu-
ral crest cells will result in aortic arch and cardiac outflow tract
malformations. Recently, Tbx1 mutations have been observed
in a small group of patients from a population with a DiGeorge
phenotype lacking the full 22q11 deletion (49). This proves at
least that Tbx1 mutations can lead to a DiGeorge phenotype in
human patients. We have shown in chicken embryos using
antisense retroviral technology that two genes of the DiGeorge
critical region being Ufd1L (50) and DGCR6 (unpublished
results), which are both expressed in neural crest cells, directly
influence pharyngeal arch and outflow tract formation, giving
rise to a DiGeorge-like phenotype. Both genes have been found
to be mutated in a single human patient in a large screen. So it
is expected that several genes and gene-cascades can lead to a
DiGeorge phenotype.
For cardiac outflow tract malformations, insufficient looping

and remodeling of the inner curvature may also hamper the
positioning of the aortic orifice toward the left ventricle. This
can lead to a spectrum of double-outlet right ventricle and
subaortic ventricular septal defects. If the outflow tract septum
is muscular in these hearts, neural crest cells have at least
played their role. The developmental disturbance that leads to
tetralogy of Fallot with pulmonary stenosis still needs to be
sorted out. There are two animal models for this anomaly, a
transgenic vascular endothelial growth factor (VEGF) 120/120

Figure 5. Reconstruction of a the heart of a human embryo of 5 wk development. (a) The myocardium (brown) of the ventricles reaches up to the arterial orifice
level. The pulmonary trunk (green) arises anteriorly from the right ventricle and the aorta (red) originates at a more caudal and posterior level. (b) The
myocardium has been removed and the endocardial outflow tract cushions (light yellow) and the atrioventricular cushions (dark yellow) become visible. The
condensed mesenchyme (blue), consisting mainly of neural crest cells, is incorporated within the outflow tract cushion mass. It is visible, however, at the entrance
site between the arterial orifices (see also a) and as a lateral streak (right side visible, left side not) where the condensed mesenchyme connects to the outflow
tract myocardium (removed, see a) At these sites, the myocardialization of the outflow tract septum will take place. The right lateral outflow tract cushion is
connected to the atrioventricular cushion mass, whereas the left lateral cushion is not connected to this mass. (c) By making the outflow tract cushions translucent,
the complete condensed mesenchyme becomes visible extending way out into the cardiac outflow tract. (d) Insertion of the right (green) and left (red) ventricular
lumen shows how the condensed mesenchyme and thus the outflow tract septum mainly borders the right ventricular pulmonary infundibulum.
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mouse (51) and a maternal diabetic rat model (52), which are
currently studied in our lab for this purpose. It has been en
vogue for some time to study all neonates with outflow tract
anomalies for a 22q11 deletion, including cases with transpo-
sition of the great artery (TGA). It has been shown that TGA
and the hypoplastic left heart syndrome do not fall within the
22q11 deletion phenotype. Until now, there have been two
models for TGA, a retinoic acid–induced rat model (53) and
the recently published perlecan-deficient mouse (54). Interest-
ingly, both molecules are known to have a role in laterality
determination of the embryo.

DEVELOPMENT OF THE CONDUCTION SYSTEM

The primary heart tube already shows peristaltic contrac-
tions propelling the blood from the venous to the arterial pole.
With remodeling of the heart into a four-chambered structure,
a differentiation of the myocardium takes place into a working
myocardium and a conduction system myocardium. The pro-
cesses and genes involved are currently being investigated in
detail.
Several markers such as GlN (55) and HNK1 (22) have been

used to depict the development of the embryonic to the mature
conduction system. Using the HNK1 antibody, the develop-
ment of both the sinoatrial and the atrioventricular conduction
system in the human embryo was described (23). This study
revealed a major role for two transitional zones, namely the
sinus venosus and the primary ring. The incorporation of the
sinus venosus into the atrium (described under “Atrial forma-
tion, septation, and sinus venosus contribution,” above)
showed the embryonic existence of three internodal pathways
between the sinoatrial and the atrioventricular node (Fig. 6a)
and the relation of the pulmonary venous system in the
dorsal left atrial wall with the primitive conduction system.
More recently, we were able to study the CCS lacZ mouse
(56,57) and have complemented the above findings by
showing the development of the interatrial Bachmann’s
bundle and the continuation of the right ventricular moder-
ator band with the right atrioventricular ring bundle (58,59)
(Fig. 6b). The factor that directs myocardial development
toward either a working myocardium phenotype or a con-
duction system phenotype still has to be elucidated. On the
basis of positional clues, we have postulated a role for neural
crest cells in the induction of the central conduction system (5)
and for the epicardium-derived cells in differentiation of the
Purkinje network (10,58). At the molecular biologic level,
endothelin-1 might be the signaling molecule (60).
The clinical importance of understanding the differentiation

of the conduction system associated with gene expression
patterns in the embryo is found in a link to sites of origin of
atrial arrhythmias increasingly seen in the adult population
(59). Furthermore, Nkx2.5 mutations are associated with con-
duction system abnormalities in both mouse and man. For the
understanding of familial genetically determined arrhythmias
such as the long QT syndrome, the underlying gene pathways
still need to be elucidated.

DEVELOPMENT OF THE PHARYNGEAL ARCH
ARTERIES INTO THE MATURE AORTIC ARCH

As soon as the cardiogenic plates fuse, they connect to the
primitive vascular system (15,61). The latter develops through
a process of vasculogenesis (formation of isolated pro-
endothelial cells that merge into vessels) and angiogenesis
(sprouting of the existing endothelial vessel network). The
heart tube contacts the bilateral dorsal aortae through the first
bilateral set of pharyngeal arch arteries. These are subsequently

Figure 6. Schematic representation of the transitional zones that are relevant
for the development and differentiation of the conduction system. (a) The
sinoatrial ring and derivatives (pink) form the sinoatrial node (SAN) and three
internodal pathways that connect the SAN to the posterior atrioventricular
node (pAVN). This sinoatrial tissue also encircles the left atrioventricular ring
(AVR), forming the Bachmann’s bundle (BB) and part of the left atrial posterior
wall surrounding the pulmonary veins (PV). The pathways depicted in pink
have not been proven to be functional under normal circumstances in the
mature heart, in contrast to the structures in red. (b) The atrioventricular
conduction system is mainly derived from the primary ring that was positioned
between the primitive left and right ventricle (see Figs. 2 and 3). The tissue of
this ring encircles the right atrioventricular canal and the aortic orifice. As the
inflow tract of the right ventricle is a newly formed structure, the moderator
band all the way up to the right atrioventricular ring bundle contains elements
of the primitive conduction system. Only the structures depicted in red—the
atrioventricular node (AVN), the bundle of His (HIS), and the right (RBB) and
left (LBB) bundle branches—are functional in the mature heart.

Figure 7. Schematic representation of the development of the bilateral
pharyngeal arch artery system into a left-sided aortic arch (a–d). Special
attention is paid to the 4th and 6th arch arteries. The right 6th arch artery
disappears during early development only followed by left 6th arch artery
(ductus arteriosus) closure after birth. The left and right 4th arch segments
normally remain persistent, the left one as part of the aortic arch and the right
one as part of the right subclavian artery. The 4th arch artery has morphoge-
netic characteristics that make it specifically vulnerable for the development of
aortic arch abnormalities as, e.g. in the 22q11 deletion syndrome.
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followed in time by a second, third, fourth, and sixth set (the
fifth does not develop) (62). This system is remodeled into a
left-sided aortic arch in mammals (63; Fig. 7) and a right–sided
system in birds (7). Recent studies of abnormal aortic arch
development in TGF-�2�/� mouse embryos has shown that
apoptosis plays a role in normal development and is altered
during abnormal development. The most common abnormali-
ties are the result of a regression of fourth arch segments
leading to interruption of the aortic arch type B. This is often
seen in combination with an abnormal persistence of the right
dorsal aorta leading to a retroesophageal right subclavian artery
(63). The reason for the enhanced vulnerability of the fourth
arch segment, as also seen in other knockout mice, is not
known, as smooth muscle cells of all arches derive from neural
crest cells. It is remarkable, however, that the fourth arch
segment shows specific morphologic characteristics (64).
In human infants, aortic arch anomalies are distinguished in

those related to the B-segment (located between the left carotid
and the left subclavian artery) and the A-segment or isthmus
(located between the left subclavian artery and the ductus
arteriosus). B-segment abnormalities are often seen in relation
to the 22q11 deletion syndrome and are thought to relate to
neural crest defects. The latter is under discussion since the
finding of Tbx1 as a candidate gene (45, 50, 64a). In the human
infant, hypoplasia or coarctation of the aorta at the isthmus site
is not specifically linked to neural crest–related syndrome or a
specific gene. In this respect, it is noteworthy that a mouse
lacks the isthmus of the aorta seen in the human.

DEVELOPMENT OF THE CORONARY VASCULAR
SYSTEM

Finally, the heart develops its own circulatory system nec-
essary for nutrition and oxygenation of the myocardium. Cor-
onary vascular formation is relatively late in development
because it can only take place after proper covering of the
myocardium by epicardium. The latter grows out from the
pro-epicardial organ (9,65). In the subepicardial space, an
endothelial network is formed (66,67) that grows into the
myocardium, connects to the aortic root (68,69), and finally
enters the anterior part of the right atrium (66). After these
connections have been established, arteriogenesis follows with
formation of a media and an adventitia. These consist of
smooth muscle cells that originate from the EPDC (70,71).
Coronary vascular abnormalities are encountered when the
epicardial outgrowth is either inhibited mechanically (72) or by
inhibiting epithelial-mesenchymal transformation, e.g. by Ets1
and Ets2 transcription factors (73). The abnormalities range
from partial to complete absence of the main coronary arterial
stems. The latter situation is always complemented by the
presence of ventricular coronary arterial communications
(VCAC) or fistulae. These findings can be transposed to the
human situation in which, e.g. in pulmonary atresia without
ventricular septal defects, we find VCAC with serious coronary
vascular pathology already in the fetal period (74,75). We
postulate that defective interactions between myocardium and
epicardium are the basis for these malformations.

CONCLUSION

Current molecular developmental studies of heart develop-
ment unravel the basics of both normal and abnormal cardio-
vascular development. The majority of malformations found in
the human population, however, seem to be based on complex
gene–environment interactions, including influence of diabetes
(76) and hyperhomocysteine (77).
Further studies in these complex mechanisms are needed to

back-up the molecular data that are currently our main body of
information.

REFERENCES

1. Moorman AFM, Christoffels VM 2003 Cardiac chamber formation: development,
genes and evolution. Physiol Rev 83:1223–1267

2. Levin M, Pagan S, Roberts DJ, Cooke J, Kuehn MR, Tabin CJ 1997 Left/right
patterning signals and the independent regulation of different aspects of situs in the
chick embryo. Dev Biol 189:57–67

3. Olson EN, Srivastava D 1996 Molecular pathways controlling heart development.
Science 272:671–676

4. Yutzey C, Rhee JT, Bader D 1994 Expression of the atrial-specific myosin heavy
chain AMHC1 and the establishment of anteroposterior polarity in the developing
chicken heart. Development 120:871–883

5. Poelmann RE, Gittenberger-de Groot AC 1999 A subpopulation of apoptosis-prone
cardiac neural crest cells targets to the venous pole: multiple functions in heart
development? Dev Biol 207:271–286

6. Poelmann RE, Mikawa T, Gittenberger-de Groot AC 1998 Neural crest cells in
outflow tract septation of the embryonic chicken heart: differentiation and apoptosis.
Dev Dyn 212:373–384

7. Bergwerff M, Verberne ME, DeRuiter MC, Poelmann RE, Gittenberger-de Groot AC
1998 Neural crest cell contribution to the developing circulatory system. Implications
for vascular morphology? Circ Res 82:221–231

8. Waldo K, Miyagawa-Tomita S, Kumiski D, Kirby ML 1998 Cardiac neural crest cells
provide new insight into septation of the cardiac outflow tract: Aortic sac to
ventricular septal closure. Dev Biol 196:129–144

9. Virágh Sz, Gittenberger-de Groot AC, Poelmann RE, Kálmán F 1993 Early devel-
opment of quail heart epicardium and associated vascular and glandular structures.
Anat Embryol 188:381–393

10. Gittenberger-de Groot AC, Vrancken Peeters M-PFM, Mentink MMT, Gourdie RG,
Poelmann RE 1998 Epicardial derived cells, EPDCs, contribute a novel population to
the myocardial wall and the atrioventricular cushions. Circ Res 82:1043–1052

11. Männer J 1999 Does the subepicardial mesenchyme contribute myocardioblasts to the
myocardium of the chick embryo heart? A quail-chick chimera study tracing the fate
op the epicardial primordium. Anat Rec 255:212–226

12. Pexieder T, Wenink ACG, Anderson RH 1989 A suggested nomenclature for the
developing heart. Int J Cardiol 25:255–264

13. Stainier DYR, Fouquet B, Chen J-N, Warren KS, Weinstein BM, Meiler SE,
Mohideen M-APK, Neuhauss CF, Solnica-Krezel L, Schier AF, Zwartkruis F,
Stemple DL, Malicki J, Driever W, Fishman MC 1996 Mutations affecting the
formation and function of the cardiovascular system in the zebrafish embryo. Devel-
opment 123:285–292

14. Laverriere AC, Macniell C, Mueller C, Poelmann RE, Burch JBE, Evans T 1994
GATA-4/5/6, a subfamily of three transcription factors transcribed in developing
heart and gut. J Biol Chem 269:23177–23184

15. DeRuiter MC, Poelmann RE, VanderPlas-de Vries I, Mentink MMT, Gittenberger-de
Groot AC 1992 The development of the myocardium and endocardium in mouse
embryos. Fusion of two heart tubes? Anat Embryol 185:461–473

16. Christoffels VM, Habets PEMH, Franco D, Campione M, DeJong F, Lamers WH,
Bao ZZ, Palmer S, Biben C, Harvey RP, Moorman AFM 2000 Chamber formation
and morphogenesis in the developing mammalian heart. Dev Biol 223:266–278

17. van den Hoff MJ, Kruithof BP, Moorman AF, Markwald RR, Wessels A 2001
Formation of myocardium after the initial development of the linear heart tube. Dev
Biol 240:61–76

18. Anderson RH, Webb S, Brown NA 1999 Clinical anatomy of the atrial septum with
reference to its developmental components. Clin Anat 12:362–374

19. DeRuiter MC, Gittenberger-de Groot AC, Wenink ACG, Poelmann RE, Mentink
MMT 1995 In normal development pulmonary veins are connected to the sinus
venosus segment in the left atrium. Anat Rec 243:84–92

20. Tasaka H, Krug EL, Markwald RR 1996 Origin of the pulmonary venous orifice in
the mouse and its relation to the morphogenesis of the sinus venosus, extracardiac
mesenchyme (spina vestibuli), and atrium. Anat Rec 246:107–113

21. Aoyama N, Tamaki H, Kikawada R, Yamashina S 1995 Development of the
conduction system in the rat heart as determined by leu-7 (HNK-1) immunohisto-
chemistry and computer graphics reconstruction. Lab Invest 72:355–366

22. Wenink ACG, Symersky P, Ikeda T, DeRuiter MC, Poelmann RE, Gittenberger-de
Groot AC 2000 HNK-1 expression patterns in the embryonic rat heart distinguish
between sinuatrial tissues and atrial myocardium. Anat Embryol 201:39–50

23. Blom NA, Gittenberger-de Groot AC, DeRuiter MC, Poelmann RE, Mentink MM,
Ottenkamp J 1999 Development of the cardiac conduction tissue in human embryos

175CARDIAC DEVELOPMENT & MALFORMATION



using HNK-1 antigen expression: possible relevance for understanding of abnormal
atrial automaticity. Circulation 99:800–806

24. Blom NA, Gittenberger-de Groot AC, Jongeneel TH, DeRuiter MC, Poelmann RE,
Ottenkamp J 2001 Normal development of the pulmonary veins in human embryos
and formulation of a morphogenetic concept for sinus venosus defects. Am J Cardiol
87:305–309

25. Webb S, Brown N, Wessels A, Anderson RH 1998 Development of the murine
pulmonary vein and its relationship to the embryonic venous sinus. Anat Rec
250:325–334

26. Bartram U, Molin DGM, Wisse LJ, Mohamad A, Sanford LP, Doetschman T, Speer
CP, Poelmann RE, Gittenberger-de Groot AC 2001 Double-outlet right ventricle and
overriding tricuspid valve reflect disturbances of looping, myocardialization, endo-
cardial cushion differentiation, and apoptosis in TGF�2-knockout mice. Circulation
103:2745–2752

27. Gittenberger-de Groot AC, Bartram U, Oosthoek PW, Bartelings MM, Hogers B,
Poelmann RE, Jongewaard IN, Klewer SE 2003 Collagen type VI expression during
cardiac development and in human fetuses with trisomy 21. Anat Rec 275A:1109–1116

28. Blom NA, Ottenkamp J, Wenink AG, Gittenberger-de Groot AC 2003 Deficiency of
the vestibular spine in atrioventricular septal defects in human fetuses with down
syndrome. Am J Cardiol 91:180–184

29. Woodrow Benson D, Sharkey A, Fatkin D, Lang P, Basson CT, McDonough B, Strauss
AW, Seidman JG, Seidman CE 1998 Reduced penetrance, variable expressivity and
genetic heterogeneity of familial atrial septal defects. Circulation 97:2043–2048

30. Gittenberger-de Groot AC, DeRuiter MC, Bartelings MM, Poelmann RE 2001
Embryology of congenital heart disease. In: Crawford MH, DiMarco JP (eds)
Cardiology. Mosby International Limited, London, p 2.1–2.10

31. Wenink ACG, Wisse BJ, Groenendijk PM 1994 Development of the inlet portion of
the right ventricle in the embryonic rat heart: the basis for tricuspid valve develop-
ment. Anat Rec 239:216–223

32. Lamers WH, Virágh Sz, Wessels A, Moorman AFM, Anderson RH 1995 Formation
of the tricuspid valve in the human heart. Circulation 91:111–121

33. Webb S, Brown NA, Anderson RH 1997 Cardiac morphology at late fetal stages in
the mouse with trisomy 16: consequences for different formation of the atrioventric-
ular junction when compared to humans with trisomy 21. Cardiovasc Res 34:515–524

34. Mikawa T, Gourdie RG 1996 Pericardial mesoderm generates a population of
coronary smooth muscle cells migrating into the heart along with ingrowth of the
epicardial organ. Dev Biol 174:221–232

35. Laane HM 1978 The arterial pole of the embryonic heart I Nomenclature of the
arterial pole of the embryonic heart II Septation of the arterial pole of the embryonic
heart. Acta Morphol Neerl Scand 1033–1037

36. Bartelings MM, Wenink ACG, Gittenberger-de Groot AC, Oppenheimer-Dekker A
1986 Contribution to the aortopulmonary septum to the muscular outlet septum in the
human heart. Acta Morphol Neerl Scand 24:181–192

37. Boot MJ, Gittenberger-de Groot AC, van Iperen L, Hierck BP, Poelmann RE 2003
Spatiotemporally separated cardiac neural crest subpopulations that target the outflow
tract septum and pharyngeal arch arteries. Anat Rec 275A:1009–1018

38. Jiang X, Rowitch DH, Soriano P, McMahon AP, Sucov HM 2000 Fate of the
mammalian cardiac neural crest. Development 127:1607–1616

39. Waldo KL, Lo CW, Kirby ML 1999 Connexin 43 expression reflects neural crest
patterns during cardiovascular development. Dev Biol 208:307–323

40. Epstein JA, Li J, Lang D, Chen F, Brown CB, Jin F, Lu MM, Thomas M, Liu E,
Wessels A, Lo CW 2000 Migration of cardiac neural crest cells in Splotch embryos.
Development 127:1869–1878

41. Kirby ML, Gale TF, Stewart DE 1983 Neural crest cells contribute to normal
aorticopulmonary septation. Science 220:1059–1061

42. Gittenberger-de Groot AC, Bartelings MM, Bogers AJJC, Boot MJ, Poelmann RE
2002 The embryology of the common arterial trunk. Prog Pediatr Cardiol 15:1–8

43. Gruber PJ, Kubalak SW, Pexieder T, Sucov HM, Evans RM, Chien KR 1996 RXR�
Deficiency confers genetic susceptibility for aortic sac, conotruncal, atrioventricular
cushion, and ventricular muscle defects in mice. J Clin Invest 98:1332–1343

44. Hogers B, DeRuiter MC, Gittenberger-de Groot AC, Poelmann RE 1997 Unilateral
vitelline vein ligation alters intracardiac blood flow patterns and morphogenesis in the
chick embryo. Circ Res 80:473–481

45. Lindsay EA, Vitelli F, Su H, Morishima M, Huynh T, Pramparo T, Jurecic V,
Ogunrinu G, Sutherland HF, Scambler PJ, Bradley A, Baldini A 2001 Tbx1 haplo-
insufficieny in the DiGeorge syndrome region causes aortic arch defects in mice.
Nature 410:97–101

46. Waldo K, Kumiski DH, Wallis KT, Stadt HA, Hutson MR, Platt DH, Kirby ML 2001
Conotruncal myocardium arises from a secondary heart field. Development
128:3179–3188

47. Deleted in proof.
48. Kelly RG, Buckingham ME 2002 The anterior heart-forming field: voyage to the

arterial pole of the heart. Trends Genet 18:210–216
49. Yagi H, Furutani Y, Hamada H, Sasaki T, Asakawa S, Minoshima S, Ichida F, Joo K,

Kimura M, Imamura S, Kamatani N, Momma K, Takao A, Nakazawa M, Shimizu N,
Matsuoka R 2003 Role of TBX1 in human del22q11.2 syndrome. Lancet 362:1366–1373

50. Yamagishi C, Hierck BP, Gittenberger-de Groot AC, Yamagishi H, Srivastava D
2003 Functional attenuation of Ufd1L, a 22q11.2 deletion syndrome candidate gene,
leads to defects of cardiac outflow septation in chicken embryos. Pediatr Res 53:1–8

51. Stalmans I, Lambrechts D, Desmet F, Jansen S, Wang J, Maity S, Kneer P, von der
Ohe M, Swillen A, Maes C, Gewillig M, Molin DGM, Hellings P, Boetel T, Haardt
M, Compernolle V, Dewerchin M, Vlietinck R, Emanuel B, Gittenberger-de Groot
AC, Esguerra CV, Scambler P, Morrow B, Driscoll DA, Moons L, Carmeliet G,
Behn-Krappa A, DeVviendt K, Collen D, Conway SJ, Carmeliet P 2003 VEGF: a
modifier of the del22q11 (DiGeorge) syndrome? Nat Med 9:173–182

52. Siman CM, Gittenberger-de Groot AC, Wisse BJ, Eriksson UJ 2000 Malformations
in offspring of diabetic rats: morphometric analysis of neural crest-derived organs and
effects of maternal vitamin E treatment. Teratology 61:355–367

53. Nakajima Y, Morishima M, Nakazawa M, Momma K 1996 Inhibition of outflow
cushion mesenchyme formation in retinoic acid-induced complete transposition of the
great arteries. Cardiovasc Res 31:E77–E85

54. Costell M, Carmona R, Gustafsson E, Gonzalez-Iriarte M, Fassler R, Munoz-Chapuli
R 2002 Hyperplastic conotruncal endocardial cushions and transposition of great
arteries in perlecan-null mice. Circ Res 91:158–164

55. Wessels A, Vermeulen JL, Verbeek FJ, Virágh Sz, Kalman F, Lamers WH, Moorman
AFM 1992 Spatial distribution of “tissue-specific” antigens in the developing human
heart and skeletal muscle. III. An immunohistochemical analysis of the distribution of
the neural tissue antigen G1N2 in the embryonic heart; implications for the devel-
opment of the atrioventricular conduction system. Anat Rec 232:97–111

56. Rentschler S, Vaidya DM, Tamaddon H, Degenhardt K, Sassoon D, Morley GE,
Jalife J, Fishman GI 2001 Visualization and functional characterization of the
developing murine cardiac conduction system. Development 128:1785–1792

57. Rentschler S, Zander J, Meyers K, France D, Levine R, Porter G, Rivkees SA, Morley
GE, Fishman GI 2002 Neuregulin-1 promotes formation of the murine cardiac
conduction system. Proc Natl Acad Sci U S A 99:10464–10469

58. Gittenberger-de Groot AC, Blom NM, Aoyama N, Sucov H, Wenink AC, Poelmann
RE 2003 The role of neural crest and epicardium-derived cells in conduction system
formation. Novartis Found Symp 250:125–134

59. Jongbloed MRM, Schalij MJ, Poelmann RE, Blom NA, Fekkes ML, Wang Z, Fishman
GI, Gittenberger-de-Groot AC 2004 Embryonic conduction tissue: a spatial correlation
with adult arrhythmogenic areas? Transgenic CCS/lacZ expression in the cardiac con-
duction system of murine embryos. J Cardiovasc Electrophysiol 15:349–555

60. Kanzawa N, Poma CP, Takebayashi-Suzuki K, Diaz KG, Layliev J, Mikawa T 2002
Competency of embryonic cardiomyocytes to undergo Purkinje fiber differentiation is
regulated by endothelin receptor expression. Development 129:3185–3194

61. Drake CJ, Hungerford JE, Little CD 1998 Morphogenesis of the first blood vessels.
Ann N Y Acad Sci 857:155–179

62. DeRuiter MC, Gittenberger-de Groot AC, Poelmann RE, van Iperen L, Mentink
MMT 1993 Development of the pharyngeal arch system related to the pulmonary and
bronchial vessels in the avian embryo. Circulation 87:1306–1319

63. Molin DGM, DeRuiter MC, Wisse LJ, Mohamad A, Doetschman T, Poelmann RE,
Gittenberger-de Groot AC 2002 Altered apoptosis pattern during pharyngeal arch
artery remodelling is associated with aortic arch malformations in Tgf beta 2
knock-out mice. Cardiovasc Res 56:312–322

64. Bergwerff M, DeRuiter MC, Hall S, Poelmann RE, Gittenberger-de Groot AC 1999
Unique vascular morphology of the fourth aortic arches: possible implications for
pathogenesis of type-B aortic arch interruption and anomalous right subclavian artery.
Cardiovasc Res 44:185–196

64a.Hierck BP, Molin DGM, Boot MJ, Poelman RE, Gittenberger-de Groot AC 2004 A
chicken model for DGCR6 as a modifier gene in the DiGeorge critical region. Pediatr
Res 56:440–448

65. Vrancken Peeters M-PFM, Mentink MMT, Poelmann RE, Gittenberger-de Groot AC
1995 Cytokeratins as a marker for epicardial formation in the quail embryo. In:
Cardiovascular Development Meeting University of Rochester

66. Vrancken Peeters M-PFM, Gittenberger-de Groot AC, Mentink MMT, Hungerford
JE, Little CD, Poelmann RE 1997 The development of the coronary vessels and their
differentiation into arteries and veins in the embryonic quail heart. Develop Dynam
208:338–348

67. Poelmann RE, Gittenberger-de Groot AC, Mentink MMT, Bökenkamp R, Hogers B
1993 Development of the cardiac coronary vascular endothelium, studied with
antiendothelial antibodies, in chicken-quail chimeras. Circ Res 73:559–568

68. Bogers AJJC, Gittenberger-de Groot AC, Poelmann RE, Péault BM, Huysmans HA
1989 Development of the origin of the coronary arteries, a matter of ingrowth or
outgrowth? Anat Embryol 180:437–441

69. Waldo KL, Willner W, Kirby ML 1990 Origin of the proximal artery stems and a
review of ventricular vascularization in the chick embryo. Am J Anat 188:109–120

70. Vrancken Peeters M-PFM, Gittenberger-de Groot AC, Mentink MMT, Poelmann RE
1999 Smooth muscle cells and fibroblasts of the coronary arteries derive from
epithelial-mesenchymal transformation of the epicardium. Anat Embryol 199:367–378

71. Dettman RW, Denetclaw W, Ordahl CP, Bristow J 1998 Common epicardial origin
of coronary vascular smooth muscle, perivascular fibroblasts, and intermyocardial
fibroblasts in the avian heart. Dev Biol 193:169–181

72. Gittenberger-de Groot AC, Vrancken Peeters M-PFM, Bergwerff M, Mentink MMT,
Poelmann RE 2000 Epicardial outgrowth inhibition leads to compensatory mesothe-
lial outflow tract collar and abnormal cardiac septation and coronary formation. Circ
Res 87:969–971

73. Lie-Venema H, Gittenberger-de Groot AC, van Empel LJP, Boot MJ, Kerkdijk H, de
Kant E, DeRuiter MC 2003 Ets-1 and Ets-2 transcription factors are essential for normal
coronary and myocardial development in chicken embryos. Circ Res 92:749–756

74. Gittenberger-de Groot AC, Sauer U, Bindl L, Babic R, Essed CE, Buhlmeyer K 1988
Competition of coronary arteries and ventriculo-coronary arterial communications in
pulmonary atresia with intact ventricular septum. Int J Cardiol 18:243–258

75. Gittenberger-de Groot AC, Tennstedt C, Chaoui R, Lie-Venema H, Sauer U, Poel-
mann RE 2001 Ventriculo coronary arterial communications (VCAC) and myocardial
sinusoids in hearts with pulmonary artresia with intact ventricular septum: two
different diseases. Prog Pediatr Cardiol 13:157–164

76. Eriksson UJ, Borg LAH, Forsberg H, Siman CM, Suzuki N, Yang X 1996 Can fetal loss
be prevented? The biochemical basis of the diabetic embryopathy. Diabetes Rev 4:49–69

77. Boot MJ, Steegers-Theunissen RP, Poelmann RE, van Iperen L, Lindemans J,
Gittenberger-de Groot AC 2003 Folic acid and homocysteine affect neural crest and
neuroepithelial cell outgrowth and differentiation in vitro. Dev Dyn 227:301–308

176 GITTENBERGER-DE GROOT ET AL.


	Basics of Cardiac Development for the Understanding of Congenital Heart Malformations
	NOMENCLATURE
	CARDIOGENIC PLATE AND HEART TUBE FORMATION
	Differentiation of the Primary Heart Tube into Cardiac Chambers and Transitional Zones.

	CARDIAC SEPTATION AND CHAMBER FORMATION
	Atrial Formation, Septation, and Sinus Venosus Contribution.
	Ventricular Formation and Septation.
	Ventricular inflow septation.
	Ventricular outflow tract septation

	DEVELOPMENT OF THE CONDUCTION SYSTEM
	DEVELOPMENT OF THE PHARYNGEAL ARCH ARTERIES INTO THE MATURE AORTIC ARCH
	DEVELOPMENT OF THE CORONARY VASCULAR SYSTEM
	CONCLUSION
	References


