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            Abstract
Data-intensive research depends on tools that manage multidimensional, heterogeneous datasets. We built OME Remote Objects (OMERO), a software platform that enables access to and use of a wide range of biological data. OMERO uses a server-based middleware application to provide a unified interface for images, matrices and tables. OMERO's design and flexibility have enabled its use for light-microscopy, high-content-screening, electron-microscopy and even non-image-genotype data. OMERO is open-source software, available at http://openmicroscopy.org/.
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                    Figure 1: Architecture and data modeling in OMERO.[image: ]


Figure 2: OMERO clients.[image: ]


Figure 3: External applications as OMERO clients.[image: ]


Figure 4: Experimental, heterogeneous data stored and viewed in OMERO.[image: ]


Figure 5: Non-image data and the use of metadata for large-scale computations.[image: ]
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