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            Abstract
Despite the wealth of commercially available antibodies to human proteins, research is often hindered by their inconsistent validation, their poor performance and the inadequate coverage of the proteome. These issues could be addressed by systematic, genome-wide efforts to generate and validate renewable protein binders. We report a multicenter study to assess the potential of hybridoma and phage-display technologies in a coordinated large-scale antibody generation and validation effort. We produced over 1,000 antibodies targeting 20 SH2 domain proteins and evaluated them for potency and specificity by enzyme-linked immunosorbent assay (ELISA), protein microarray and surface plasmon resonance (SPR). We also tested selected antibodies in immunoprecipitation, immunoblotting and immunofluorescence assays. Our results show that high-affinity, high-specificity renewable antibodies generated by different technologies can be produced quickly and efficiently. We believe that this work serves as a foundation and template for future larger-scale studies to create renewable protein binders.
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                    Figure 1: Flowchart showing methodologies used to systematically produce and validate renewable antibodies.[image: ]


Figure 2: Antibody validation by immunoprecipitation.[image: ]


Figure 3: Anti-Lyn Fab (LYN_SS_Fab_2) recognizes ectopic Lyn expressed in HEK 293T cells.[image: ]


Figure 4: An scFv recognizes Shc1 in MDCK cells.[image: ]
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