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            Abstract
Chromatin immunoprecipitation followed by next-generation sequencing analysis (ChIP-Seq) is a powerful method with which to investigate the genome-wide distribution of chromatin-binding proteins and histone modifications in any genome with a known sequence. The application of this technique to a variety of developmental and differentiation systems has provided global views of the cis-regulatory elements, transcription factor function and epigenetic processes involved in the control of gene transcription. Here we describe several technical aspects of the ChIP-Seq assay that diminish bias and background noise and allow the consistent generation of high-quality data.




            
                
                    

    
        
            
                
                Access through your institution
            
        

        
            
                
                    Buy or subscribe
                
            

        
    



                
            


            
                
                    
                

            

            
                
                
                
                
                    
                        This is a preview of subscription content, access via your institution

                    

                    
                        
     
    
        
            
                Relevant articles

                
                    Open Access articles citing this article.

                    	
                                
                                    
                                        MAPK1 promotes the metastasis and invasion of gastric cancer as a bidirectional transcription factor
                                    
                                


                                
                                    	Yue Wang
	, Zheng Guo
	 … Ying Song


                                

                                
                                    BMC Cancer
                                    Open Access
                                    10 October 2023
                                

                            
	
                                
                                    
                                        Optimized assay for transposase-accessible chromatin by sequencing (ATAC-seq) library preparation from adult Drosophila melanogaster neurons
                                    
                                


                                
                                    	Collin B. Merrill
	, Miguel A. Pabon
	 … Adrian Rothenfluh


                                

                                
                                    Scientific Reports
                                    Open Access
                                    11 April 2022
                                

                            
	
                                
                                    
                                        Active demethylation upregulates CD147 expression promoting non-small cell lung cancer invasion and metastasis
                                    
                                


                                
                                    	Cheng-Gong Liao
	, Xiao-Hua Liang
	 … Ling-Min Kong


                                

                                
                                    Oncogene
                                    Open Access
                                    07 February 2022
                                

                            


                

            

        
    

                    
                

                

                Access options

                


                
                    
                        
                            

    
        
            
                
                Access through your institution
            
        

        
    



                        

                        

    
        
        

        
        
            
                
                Access through your institution
            
        

        
            
                Change institution
            
        

        
        
            
                Buy or subscribe
            
        

        
    



                    
                

                
    
    Subscribe to this journal
Receive 12 print issues and online access
$209.00 per year
only $17.42 per issue

Learn more


Rent or buy this article
Prices vary by article type
from$1.95
to$39.95
Learn more


Prices may be subject to local taxes which are calculated during checkout



  

    
    
        
    Additional access options:

    	
            Log in
        
	
            Learn about institutional subscriptions
        
	
            Read our FAQs
        
	
            Contact customer support
        



    

                
                    Figure 1: ChIP-Seq experimental design.[image: ]


Figure 2: Common procedures for ChIP-seq data analysis.[image: ]
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