
PSMD2
GTF3C3

LSM4

ARPC4

PARVB

PSMC2

MCM3

ARCN1

RBL2

COPS3

CDC16

NSFLSM3

VPS18

ANAPC1

VPS16

LSM6

RBBP4

PSMA1

RFC4
TAF1

SEC22L1

COPA

RFC3

LSM5

NAPA

COPEPSMC3

TAF2

LIMS2

PSMA2

CDC27

POLR3F

PSMA6

PCNA
GTF2A1

COPB

TAF6

GOSR1LSM7

RAN

STX5A

GPS1 ARPC2

LSM1

CSE1L

COPS2

HDAC1VPS11

ARPC5

COPB2

RFC2

ACTR2

TBP

RFC1

KPNB1

ILK

GTF2A2

RFC5

PSMC1
COPG2

KPNB3

MCM5

PSMA3

BRF1

PSMC4

PSMD10

MCM7

(ZK856.13)

(F45E12.2)

(W09C3.4)

(T20B12.2)

(Y111B2A.13)

(K11D12.2)

(W09B6.2)

(W04A8.7)

(Y37E11B.4)

CPSF4

PAPOLA

(T22D1.9)

(F32A5.7)

(C35D10.16)

(T21D12.4)

(C52E4.4)

(C25D7.6)

(C13B9.3)

(C32F10.2)

(Y38C1AA.2)

(F10B5.6)

(H15N14.2)(Y62E10A.12)

(W06B4.3)

(W10C6.1)

(C05D11.2)

(Y71G12B.14)

(K07A1.12)

(CD4.6)

(F31E3.3)

(F55A4.1)

(Y71F9AL.17)

(C39E9.13)

(F28F8.3)

(D1014.3)

(F45G2.4)
(F56H1.4)

(F14D12.2)

(D1054.2)

(Y110A7A.17)

(C15H11.7)

(W03D2.4)

(Y25C1A.5)

(F08F8.8)(ZK593.7)

(K01G5.4)

(F55A11.2)

(Y59A8A.1)
(Y6D11A.2)

(F40F8.9)

(Y48G1A.5)

(B0025.2)

(C53A5.3)(R06F6.2)

(M01B12.3)

(F38E11.5)

(F58F6.4)

(K07C5.1)

(C54G10.2)

(F28B3.8)

(C29F9.7)

(F44B9.8)

(F29G9.5)
(T14G10.5)

(C53D5.6)

(R10E4.4)

(ZK945.2)

(F23F12.6)

(F40G9.1)

(F32D1.10)

mRNA processing

Ubiquitination

Protein transport Transcription Actin polymerization

Cell cycle Cell adhesion

Protein transportProtein catabolismDNA replication

Protein transport

DNA replication

Protein transport

Transcription

Signal transduction

Supplementary Figure 2

(F11A10.3)

(Y32F6A.3)

CPSF1
(Y76B12C.7)(Y67H2A.1)

CPSF3

(F32D1.9)
FIP1L1

(F28C6.6)
CSTF3

(F56A8.6)
CSTF2

EIF4E
(B0348.6)

EIF4G1
(M110.4)

PABPC1
(Y106G6H.2)

mRNA processing

mRNA processing

Conserved subclusters in Human-Worm
Map of subclusters conserved between human and worm. Only those conserved 

clusters with a minimum of 3 nodes are shown.


